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WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hoc! 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4039 


34407 


A 


4080 


368 


1449 


LKSTNLITFLRLFVPQMPLAYM 

KFTPSGLVAACAPWLRQRRVV 

QLGQ1AFSAP/YLSQMVRQEMY 

NRYGESAYEDGYRJYTT1TRKV 

QQAAQQAVRNNVLDYDMRHG 

YRGPANVLWKVGESAWDNNK 

ITDTLKALPTYGPLLPAAVTSA 

N PQQ A T A M LA DG ST V A L SM EG 

VRWARPYRSDTQQGPTPRKVT 

D V L QTG QQ1 WV RQ V G DA W WL 

AQVPEVNSALVSFNPQNGAVM 

ALALLNNARPWYLGAQPRDSTI 

IFCQFGAHPLLDPKTQPVGCRN 

AARKSCAEIRLVPDARANSGKL 

VRRYRKYRRQYHKSKSRHQPL 

RQQQPVRLDWRNVDNQYALT 

TRFLYQSLQRHAQLNVPLFHVL 


4040 


34408 


A 


4081 


1420 


1842 




4041 


34409 


A 


4082 


407 


1347 


GR1RVHIHKDGRADGGSQPGVT 

A I QQQLPF A F AFPN * S Y * TES A W 

AQSIKAGPWWLRDQVDGPAGR 

LAALPQR7SLINAVSTRMEGISG 

AFNTANPACST*FLCSLLILPSLF 

STA LPNFRLSAM VSDCT1SNM V 

WST/SAVTDWSCTPLD*ERKHR 

GTARLTTGKGVGMDRDKQVST 

LFLGFCYAHLQWNEDVFIARH 

VHLH1ALFLDQRAQTASYLQYH 

IFFARFVFPHRTGVFATVARLK 

HNDNRTIAPCFTRJLWTTLRWR 

HLLFEVAFVVILQQRQQRVLHI 

LCIGRIEVHHQTLFKPGDRRKG 

KQLRFYVLL 


4042 


34410 


A 


4083 


1 


649 


MRHGYPARANVLVKVGESAW 

DNN K D Y RY A KA L PTYG PLLPA 

AVTS/ANPQQATAMLADGSTV 

A/LSMEGVRWARPYRSDT/QQG 

PTPRK VTDVLQTGQ/QI WVRQ V 

GDAWWLAQV/PEVNSALVSINP 

QNGAV/MALVGGFDFNQSKFN 

RA TQ A L RQ AG A H L P A H SQSG H 

HQQTA R* KSN FCARM* TPDQLS 

W**KNCPFRLSPT*QRQWSLRR 

YRPVSQRTSF 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,2! 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codou for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4043 


3441 ! 


A 


4084 


2 


551 


WRAAGPEPCPTGRQLRP/AGDL 

ACSAAAGPGAEPFTAPLALAGR 

SKCGAAEPAPTQNSRWPMSPH 

LSLHASPQAEGAGSGL/VPAPR 

AAAG*RA PQMRP/VVGAEAEE 

APGP*EPCRHPAPHASQHRYGC 

HPS/AAEPCRHPAPHASQHRYG 

CHPSGLNPAGTQHPMPASTGTA 

AIHRG*TLPAPSSP 


4044 


34412 


B 


4085 


1 


1029 




4045 


34413 


A 


4086 


1 


2157 




4046 


34414 


A 


4087 


1258 


1838 


TQVVFITSAWGLGEMVVQGAV 

NPDEFYVHKPTLAANRPAJVRR 

TMGSKKIRMVYAPTQEHGKQV 

K1EDVPQEQRDIFSLTNE\EVQE 

LAOOAVOIEKH\YGSPMD/IEW/ 

AKDG/HTGNGHVQALRNRCPE 

ARQHRMRIPGRJLPRPIGRMAG 

PKTRIEHTSVTVISNRRKIKTEN 

RGHKGYEDRKLHEDLQLRHQS 


4047 


34415 


A 


4088 


2806 


3540 




4048 


34416 


B 


4089 


1 


1251 




4049 


34417 


A 


4090 


341 


946 


GLSSVGQSVNDHLPWT*GLSSV 

GQSVNDHLPWT*GLSSVGQSV 

NDHLPWT*GLSSVGQSINDHLP 

WA*VLSSVRQSIDDHLPWT*VL 

SSVRQSIDDHLPWT*GLSSVGQ 

SVDDHLPWT*GLSSVGQSIDDH 

LPWT*VLSSVRQSIDDHLPWT* 

GLSSVGQSVDDHLP*M*GLSSV 

RQ*VT*AKVNPKISAVTRNRGS 

VESPHLEGRSLKVQVFIPQVED 

MSWGPPWLWVEGESWT 


4050 


34418 


A 


4091 


426 


706 


VLGGGSEEKAPLWWSGPMVLP 

GAHSMKT*LPHTHVEFGFACLA 

SAGAQDVGMEGPRHTTENSVT 

GSPSHFPPRASQHRRGICRPHAG 

RATADF 


4051 


34419 


A 


4092 


596 


905 

( 

1 
1 
< 

I 


GLSSVGQSIDDHLPWT*VLSSV 

RQSIDDHLPWT*GLSSVGQSVD 

DHLPWT*GLSSVGQSVDDHLP 

WT*GLSSVGQSVDDHLPWS*G 

LSSVGQSVDDHLPWT*GLSSVG 

QSIDDHLPWA*VLSSVRQSIDD 

4LPWT*VLSSVRQSIDD/HSSMD 

VRSV*CRTISR*PSSMDVRAV*C 

^TINR*PSSMDVSAV*CKTINR* 

PSSMDVRSV*CRTISR*PS\P*T* 

3LSMSLIPSQLCGLSAVTPFSAV 

rRNRGS\ENHPl LKA AASRSKSS 

r PRLKT 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540.2I7 


Nucleotide 
location ol first 
eodon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequenced X=Unkno\vn, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4052 


34420 


A 


4093 


-» 
J 


1 194 


SLGPRSHSCCRSDYRSGTTVPL 

VLLPVCGVPALLVFALLSPLCV 

VCSALCGGLLPVLRASLFLWCV 

AFLAGLVFVFGFAFFGSLVRGR 

FLVVVPFFLLFALCRLLFLVCW 

LRSFGACPVSVCVAGFACFAGL 

FLVLVSLLSSGFGFRLSFSCVVG 

SLCLPGFAFRAFCLFFLPCVGPA 

LLAFPGFCGPSSPSLSYGGLFAP 

WSCALLGFFGCLGWSAPGFLSS 

FGLSVRVLSLPCASGLRSLSGC 

ALVPGLFLPWVFSPRSLRPLVSF 

GCLLCSFVSH\NMDWIKES\AG 

KVIQGNP*WLPVILFFGSVPLTS 

KAATAKPLMRMG\RALTVSQL 

T/AVASFAAVYGLF1LPT*PTLV 

GAVQMDDTGTTRJGKLVSNHP 

FFIRVLLGVALTVCFGFVLGSF 


4053 


34421 


C 


4094 


70 


1950 




4054 


34422 


B 


4095 


262 


4347 




4055 


34423 


A 


4096 


2 


458 




4056 


34424 


A 


4097 


2 


445 


QPTERGLCASLKPSRAAIKSQSS 
KVISFDSMSHIQGTVVQGVGSQ 
GLEQQYRSGVAVFRLHSFSHRL 
LSACEFSRCRVQAVSRS1ILGSG 
R WQPPSH SSTRE WPSG HT V WG 
LQPHISPLHCPSKDSL*GLCLCN 
KLPPENLGFSYVL . 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4057 


34425 


A 


4098 


I 


2589 


MVWFLKNVNHGTHTNAKLKYN 

DVENKERTG WKWGSTE Y LLCA 

RPLRKGN VGLSG D V FLTV FVM 

KTGHSSSLLPSTTTSDSTAQEGY 

ESRGGMLDWKHLLDSPDSTDP 

LGAVSSHNHQDKKAMLKDGEE 

RPFNEPGVFHLLADHQLTQKV 

ASIPGSAVCAYDMLDIASVFTG 

RFKEQKSPDSTWTPVPDERVPK 

PRPGCCAGSSSLERYATSNEFPD 

DTLNFIKTHPLMDEAVPSIFNRP 

WFLRTMVRYRLTKIAVDTAAG 

PYQN HTVVFLGSEKG 1 1 LKFLAR 

IGNSGFLNDSLFLEEMSVYNSE 

KKWSTAKPVRVTI1LNPGQASF 

CITLRETV/C*RRKHIWCPPYRC 

TLQ*HFCPCH\CLSGKETLCRVT 

GGMKVKADRDESLPYAAMLA 

AQDMAQRCKELG1TALHIKHR 

A TG GN RTKTPG PG A\S RPS S PC P 

LGCLK7WQTLFPRRRLRWPQGG 

RRKRSQLEAQRV1RESYLKGHD 

QLVPVTLLAIAVILAFVMGAVF 

SGITVYCVCDHRRKDVAVVQR 

KEKJELTHSRRGSMSSVTKLSGL 

FGDTQSKDPKPEAILTPLMHNG 

KLATPGNTAKMLIKADQHHLD 

LTALPTPESTPTLQQKRKPSRGS 

REWERNQNLINACTKDMPPMG 

SPVIPTDLPLRASPSH1PSVVVLP 

ITQQGYQHEYVDQPKMSEVAQ 

M ALEDQAATLEYKTI KEHLSSK 


4058 


34426 


B 


4099 


1 


1299 




4059 


34427 


A 


4100 


95 


502 


FPEIPQSCREGAPGPAKPGGPRA 

REPCPNRTAASWGVHCEDGGS 

TVRTGGPL*GRGVHREDGASSP 

QHPPRRGRGLGHLGPRPL*GQG 

DAAAAPGHRGKS/GGKGFLPAL 

RVQRGERGRVSRRAVCMWTSL 

CASVPS 


4060 


34428 


A 


4101 


2 


653 


DSFGSMSVLIKNPRTLFGGKPY 

VCRECGRGFTWKSNLITHQRTH 

SGEKP Y VCKDCG RG FTWKSN L 

FTHQRTHSGLKLYVCKECGQSF 

SLKSNLITHQRAHTGEKPYVCR 

ECGRGFRQHSHLVRHKRTHSG 

EKPYICRECEQGFSQKSHLIRHL 

RTHTG EKPY VCTECG RHFSWK 

SNLKTHQRTHSGVKPYVCLEC 

GQCFSLKSNLNKHQXRSHTGEK 
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SKQ II) 

NO: 


SKQ 1!) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkiio\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4061 


34429 


A 


4102 


8 


389 


LPASASQSVGTTGVISFENTCNl 

CHFFFLLLLFFSSSSSFFFLPFSFS 

FRVSLF*1QPLKTTASTVQGRQ1 1 

SGGYRASPERRADQRAIITGEK 

P/YVCRECGRGFRQHSHLQLSV 

YPHSFWTQDKRSNH 


4062 


34430 


A 


4103 


1 


740 


EGKRGRPFRIPRPAHPFPHKLQS 

RLCILKPLHHPTPSSCPSS*TPVA 

PLPSHPCAPH/SARSCPVSDEAA 

L\P*SMALWARAGLLEAPT 1 LL 

PAAPDASSPA/MPPSRKLPPPLP 

L/CPEPLGPSPAAPSPPAPPGPNA 

AARPPL/PPSPSAAPGPRRPGA\R 

PVGPSRGPG/PRNSRSLRAPDVI 1 

TAPMRCLPSVRPPLPVLSAL/PD 

PLPRPPSFVPSLPSP/PSSGPSCPP 

TSAPPGSPRPGFVRLPCLLFWGS 


4063 


34431 


B 


4104 


48 


272 




4064 


34432 


A 


4105 


2 


622 


CPLSPLLFNIVLELLARAIRKEK 

*/LKGIQIGEEEVKLSLFGDDLIV 

YLENPKYSSKKLLELVNEFNKV 

SGYKIYVHKSVALLYTNSDQAE 

NQIKNSTPFTTATSSSSSSSSSSP 

QGIFLTKRLKNF*RGKFKTLVK 

KNQGDPKKGKNPPGPKMGKN 

NFGKTPFWAKKI*KFHS1\PKKT 

PPFFFQKLKKTGVKFFWAPKGP 

KGFLSKK 


4065 


34433 


A 


4106 


39 


1043 


QKQPVWQRCRE1GTLGYCGWK 

WTLDIHGRGHR1LSGGVEIPGP 

WTEGFIQGRDVGELQEPGLSGR 

ESIH*\GKSYEYECSEDGEVFRV 

RASLTNHQVIHTAEKPYKCTEC 

GKVFSRNSHLVEHWR1HTGQK 

P YKCSECDKVFN RN SN LA R HQ 

Rl HTGEKPHKCNECG KA PR PCS 

GLTTHLVIHTGEKPYKCNECGK 

NFRHKFSLTNHQRSHTAEKPYK 

CNECGKVFSLLSYLARHQIIHST 

E KPYKCN ECG RAFFIKR PG L M A 

HLLIHTGEKPYKCNECDKVFGR 

KF\NLTNHQR1HTGERPYKCNA 

CGKVFNQNPHLSRHRKIHAGE 

NSLRTLQME 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=p0ssible nucleotide 
deletion, \-possible nucleotide insertion) 


4066 


34434 


A 


4107 


-» 


941 


QQHQQQQHFVGQVAIQQQQQ 

QGPGVQTNQALGPKPQGLMPP 

SSHQDLLVQQVSPRPPQGPQG 

MVGPAQVGVLQHQLHGALGP 

QGLH*QVFMP\QSRVFSSPQLA 

QQG QG LMG H RL VT AQQQQQQ 

QQHQQQGSMAGLSHLQQSLMS 

HSGQPKLSAQPMCSLLQLLQQ 

QQ L L S * QQ H LQQQQQQQ LQQQ 

QQ L * Q PQ L H QQQQQQQLQQQQ 

PQQL\QQQHQQLQQPQINSQ/HL 

FPSRRPPNHMGLLTHSPNLTAS 

LRLTSTHKAALGPGLQAALGHP 

KDGLLWKTLGTWRARGLICTG 

GHSYFTQHSWEVKVFTTL 


4067 


34435 


A 


4108 


1 


2255 


MEKNKVVKREAEANSINLSVY 

EPFKVRKAEDKLKENSDNVLE 

NRVLDGKLSSEKNDTCLPGTAP 

SKTKSSSKLSSCSSAIMALSAKK 

AASDSCKEPVANSRESSPLPKE 

VN DSQ A RAPLQSTVMTN A VSP 

AELTPKQVTIKPVATAFLPVSA 

VMEMKTAGSRVINLKLANNTT 

VKATVISAASVQSASSAIIKAAN 

AIQQQTVVVPAPSRANAKLVPK 

TVHLANINLLPQGAQATSELRQ 

VLTKAQQQ1KQAIINAAASQPP 

KKVSRVQVVSSLQSSVVEAFN 

KVLSSVNPVPVYIPNLSPPTNAG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMRIEVTCNHGTK 

NLIFYNKCSLLSHARGHKEKGV 

AADTRGQKTCTICQMLLPNQCS 

YASHQRIHQHKSLYTCPECGAI 

CRSVHFQTHVTKNCLHYMRRV 

GFRCVHCNVVYSDVAALQSHI 

QGSHCEVFYKCPICPMACKSAP 

STHSHTYTQHPGIKIGEPEIIYKC 

SMCDTVFTLQTLLYRHFDQHIE 

NQKLSVFKCPDCYLLYAQKQL 

MMDH1KSMHGTLKSIEGPPNLG 

INLPLSIKPATQNSANQNKEDT 

KSMNGKEKLEKKSPSPVKKSV 

ETKKVASPGWTCWECDRLFIQ 

RDVYISHVRKEQGKQMKKHPC 

RHLCQKNRIKHKG1RKVYACSH 

CPDSRRTFTKRLMLEKHVQLM 


4068 


34436 


B 


4109 


1 


411 




4069 


34437 


C 


4110 


54 i 


146 




4070 


34438 


a i 


411 ! 


1 


1937 
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SEQ in 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known. 
*=Stop codon, /^possible nucleotide 
deletion, V=possinle nucleotide insertion) 


4071 


34439 


A 


41 12 


1 


1830 


MC1EVTCNHCTKNLIVYNKCNL 

LSQARGHKEKGVVMQCSYSIL 

KPVSAGHNVSPSSNSSSSSSTLQ 

SPVGTG 1 HTVTKIQSG ITGTV ISA 

PSSTPSTTAMPLDEOPSKLCRH 

NLKCLKCNEIFQDKRSLATHFQ 

QAADMSGQKTCTICQMLLPNQ/ 

CQRIHQHKSPYTCPECRA1CRK 

KRTAQIHEWERETGKE1SISFEKK 

SMETKKVASPGWTCWECDHLF 

MQRDVYISHLRKEHGKQMKK 

HPCRQCDKPFSSSHRLCWFTNRI 

KHKGIRKVYACSHCPDSTGTFT 

KGLMLEKHV\H*CMASRTLT*K 

K*QTPPMRRKQK*K*TSRSAVP 

SGWERTGSGVQASQRSNNSTT 

EKAENQCF*GSQAPLCCTQVKG 

TSASAQAKWGWRR*PTGEQTQ 

PRGRISQWWMSDRKCKVCAKT 

FETKAALNTHMQTHGHAEGCL 

KQPCRSLLSQPRIKTEARNLIRN 

ADFLNSILRNGEGYSKEKKNGT 

GFLGRSARLALGAQGGKSWRF 

LFWVLLPNVLVLRVGMHDVN 

HRLINAAGCVSQLAVTLSTEPH 

GISSAfSRVPRHCHPSGENSMAT 

SLNVNRSISRLAAGSGVLAMDL 

PIPAGHRAIETGLLGTEDTEQ 


4072 


34440 


C 


4113 


217 


510 




4073 


34441 


A 


4114 


210 


281 




4074 


34442 


A 


4115 


1 


675 




4075 


34443 


C 


4116 


126 


434 




4076 


34444 


A 


4117 


804 


2061 


WERREAGGEDEGINIHEPVVEE 

E M KKH ESNM VG L L EN LTNG VT 

AGNGDNGLIPQRKSRTPENQQF 

PDNESEEYHSLGDKSKTSFQNS 

NMNNNKQQEQQQQNPTFSNTR 

KLTKLYKAPIPPS11LSGCPNIND 

SNWQEIEHGMQTAGLPTRPLSH 

GLQQKGAAFRCLGCKCSEPFTG 

SLILQKAKTNTQKWQATYPKS 

QNEQLVPSVGKSYRCSTPAQP 

MKTAVGHKPCKATGAELPKAL 

GAQPLHPCALDVGQGFKKGNF 

GAVGLNGLLGLEFHGVSGVLL 

VGPGDGGLISEGVVREDLMCG 

VWSAGTWSVGTAERCLEKPGA 

LHV1EGPLDSWDGPVMPNGPV 

KSRQSSCLDGPGRCCSEILTGQS 

HGNKKPARASSKSSQSINDRPL 

AVLTNQYQCEQLASERQPSSNS 
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si£o in 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown. 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4077 


34445 


A 


4118 


1 


357 


GKLMLPGSTRKPQVPVDRKMG 
HEGVFVWQAGLRARPG PSLPFS 
HGLTLHLH WPLALPV/G A [ SSP 
CEAGDLGVAPLAAGTWCPWEA 
*RQEEAGWQAPGRAGPARVG 
WGGTGLTSAEVIIT1 


4078 


34446 


A 


41 19 


1 


771 


MLISHKQLSPQLLSLTLPLSEGk 
AGWAGECPNPPSKDSPVQGIG/ 
GPPP/GYQKCR*DTASML 1 MAP 
CHGPVCPPHPGWRPRSGSRV1I. 
PA PPG HHP WP\G PRA RN G L G T F 
QGCSTGWQVQETCFGPGGWl.G 
DRHLVGPAATGARCLPAARGIV 
DGALHPAVPTGKLKGQP\GPGA 
RHQRTYD*LPRPCGAAGIXiSPP 
A*HPISEETENQWGLHGPPQPA 
WARPDHGCQ/APTLSPSLK R K P 
GRVTAGGPM PGCFSTSS V I* IT 


4079 


34447 


A 


4120 


1 


402 


ML1SHKQLSPQLLSLTLPLSEGK 

AGWAGECPNPPSKDSPVQGIGD 

LHQLPKMQIRYSIHADDGSVPR 

AAHKRGLRKRTLKTISLPRQES 

AFPFHGQGGDPGVVPGSSI LHP 

LGTTPGQGPRARNGLGXPSRAA 

PPAGRGVAGGSPSGG\PAA TGA 

RCLPAARGPVGPYTQQSQRAS* 

KGSLGPGARHQRTYD*LPRPCG 

AAGLGSPPA*HPISEETENQWG 

L HG PPQP A W A RPDHG RQPLRC 

HPP*RGSQGGPQKAAVSQQIPR 

AGQEGTH*DPTEWGPPDGDQG 

GPRESCRGLQGGRGQCLCDWS 

PNTSE!*YPHA*NGD*KAG\PPM 

DTKSQLQVSTPKSPASHGEDVA 

RLEEPEASGD/RSVPXGLPGASI.I 

PIWRPPFSRISVRTFLPSPWNLL 

RDCG FLGTSL ASSSG R VT A 


4080 


34448 


C 


4121 


111 


218 




4081 


34449 


A 


4122 


2 


453 


WWPVLS VPPECRLPG RLPSG • V 

RGPAPWWPEPASQDKSQLSSR 

GFPGKVSLGKGMAFSPLQTAP* 

KWLGLSPPLSSTENTASRGH TS 

PSSRNG FDSQPRDSRTG R ECQ A 

TQLPAQHSHAEVLHFGGAMSG 

QLSLVGPQDSKRTARLTDSQ 



BNSDOCID: <WO 0175067A3_lA> 
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SKQ ID 

NO: 


SKQ II> NO: 
of peptide 
sequence 


Met 
hod 


StO H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


4082 


34450 


A 


4123 


1 146 


1775 


KGWLEGAPEA*ERYPG\PPCVV 

CSLSDAPWVGHPAPSLGV\*EP 

NPP*SRGESQGPTSSICRQSSGD 

LG*1CLESP1HTVIPRHTSQARQG 

HTAPFPPFQVPS*LLV*LKAVSL 

APAEAP*PASGLHAPWPVAPRV 

TCAI/PAKGTTVPAGPAELRPVS 

PPP1LLP/PDSRSSAFPSRKGPASP 

YETCSPPTS*/EVPS*TYKSMGP 

GIRLPALPASPRVPSEGPGLSEH 

PEGPPALPPA1PFSVSPSWFKQCS 

FS1RPGWLLHGAPQGKGWPQA 

SWVGKTG*PEKRGSPRGPEHSA 

LNLRVALPGVA V\*EGPACVGW 

GGPPQPPGAICEATAPPSI/VPPL 

SLPAPFPGTLP/PPTPAASP/PPAL 

PPLLRRG RPRPC A A L A LPALSSL 

FS/PPVFSLLSLQLPADRVRQVH 

PVLRAPGPPFRPPKQIPPSSSGDL 

PFPSLPGR/PVL*LEKWLPPAPK 

ASPPSSVNL1LLVVVKLNTFRCG 

PLVKNLVPPSVVCPCPCSYKYL 

♦ILIYIHTLHMGQPPSPSSAGNQ 

SLCYPCGGLVAQPTKRTLVPPTI 

QLQSVPPPV/KPPCHARPVDSQP 

PPSLPPPTKHGGAVQAAVWPDS 

FYPVLLSLG 


4083 


34451 


A 


4124 


146 


1701 


TFLGYLETAHGPSAQQCPTGLF 

AFRSLGRGLLLTSLPKQPARSPP 

RED VPRSTTQEMTRPRH PPRKP 

AQPGLGARRRGAPV/RGLSKSR 

ELNSGNTSDSGNSFTVPPHPRTR 

GPCWR1SPPPAGAESQGDAMLL 

ARMCQMPSLGLMSRTFPHSST 

GKARGFQSPCLECAEVKKSSLV 

PSTARSSPMKGCSRSSSYASTRS 

SSHSSQSPNPRASPRVRTI1TCIL 

*TRKRPRETKSSAKVT\HYYSSK 

SGKRSPPSRSSRSRRSPSYSRYS 

PSSPNSPADIPQNSHPQPSASTD 

RPHIQSPQFLPTHQGLRNIHVLT 

PAAPALL*CPPANADTPAQAQP 

PPLRY*QPSQTLTAAPSSSLRSP 

LRQRADPIP*PSGGAGSQ1Q\WK 

DSQQRERERARRRRRSYSPMR 

KRRRDSPSHLEARR1TSARKRPI 

PYYRPSPSSSGSLSSTSSWYSSSS 

SRSASRSYSRSRSRSRSRRRSRT 

RTSSSSSSRSPSPGSRSRSRSRSR 

SRSRSRSQSRSYSSADSYSSTRR 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SV.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


4084 


34452 


A 


4125 


1 


1068 


MLLLEL1MAPEH VLETINFQTLT 

AFCNTFHILRPTKAPGFVYAWL 

ELISHRIFIARMLAHTPQQKGW 

PMYAQLLIDLFKYLAPFLRNVE 

LTKPMQILYKGTLRVLLVLLHD 

FPEFLCDYHYGFCDVIPPNC1QL 

RNLILSAFPRNMRLPDPFTPNLK 

VDMLSEINIAPRILTNFTGVMPP 

QFKKDLDSYLKTRSPVTFLSDL 

RSNXLQVSNEPGNRYNLQLINA 

LVLYVGTQAIAHIHNKGSTPSM 

STITHSAHMDIFONLAVDLDTF 

GRYLFLNAIANQ\LRYPNSHTH 

Y FSCTM L\ YLFG RRAN SGRPFQ\ 

EQITRVLLERLIVNRPHPWGLLI 

TFIELIKNPAFKFWNHEFVHCAP 


4085 


34453 


A 


4126 


1 


984 


MQANLEMAGNGVTSMGMEPL 

AIPHIYCCSEGTCNFSNTENHCL 

RAALSMLLNGTPFAFVIDLAAL 

ASRREYLKLDKWLTDKIREHGP 

SVHGLFPSRVLSPALGPGAFPG 

RHNCGSCVAPQSGLPGVHPVEL 

PWSISKLFRLRSPANFSDVLGSR 

SKVLLLMCTLKYCGMQLGADA 

TRVDMLTFLPTLGFIRNNDYTD 

DTKASELTELSHNLHAYDSVTG 

VPG DETECSKTVSTWA YTAFSI 

OGYMAAKLLGRNLTVPSRYLF 

V w 1 I'll vni\LfL/\J l\L ILj X ▼ M. kjl v X I_> 1 

LNAIANQLRYPNSHTHYFSCTM 

LYLFAEANTEAIQEQIT/RLVRE 

RI*S*ANAYWHSEKFYQFTCEL 


4086 


34454 


C 


4J27 


1 


399 




4087 


34455 


A 


4128 


I | 


868 


MANVCNPSTLGGRGGRITRRPE 

DPGSPVYSVPPASYHPKPWLGA 

QPATVVTPGVNVTLRCRAPQP 

AWRFGLFKPGEIAPLLFRDVSS 

ELAEFFLEEVTPAQGGIYRCCY 

RRPDWGPGVWSQPSDVLELLV 

TEELPRPSLVALPGPVVGPGAN 

VSLRCAGRLRNMSFVLYREGV 

AAPLQYRHSAQPWADFTLLGA 

RAPGTYSCYYHTPSAPYVLSOR 

SEVLV1SWE\TLAPPTTPGGT*S 

A WG WPG WSSSP WAR WSLLTG 

AVRTALLLFPQVPHRATTPWVT 

SYDWVWLP 


4088 


34456 


A 


4129 


1 


270 




4089 


34457 


B 


4130 


39 


919 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4090 


34458 


A 


4131 


3 


466 


GRALCPPRLLAAGRVLGPGRRS 

PG\PGPGVP/GG*R*GGAEPRPG 

APRGRVLPPSAGSGQPSAATPA 

QNGLPALRGPGSRPGIRSKAVR 

PVPLGRVGVYFRDALRASGQS 

GRKLCCIGNTLSPTSFSVCKEVP 

RKHETNQKHEKGILCMEAVKP 


4091 


34459 


A 


4132 


1 


1647 


MWRWLYAGARMTVRDKQPLE 

QMLAGCTHASLVPTQLWRLLV 

NRSSVSLKAVLLGGAAIPVELT 

EQARDMGIRCFCGYGLTEFAST 

VCAKEADGLADVGSPLPGREV 

KIVNNEVWLRAASMAEGYWR 

NGQLVSLVNDEG WYATRDRRE 

MHMGKLTIVGRLDNLFFSGGEG 

1QPEEVERVIAAHPAVLQVFIVP 

VADKEFCHRPVAVMEYDHESV 

DLSEWVKDKLARFQHLVRWLT 

LPAEPKNGG1KFHVSAKRVGAL 

TTRMEAAQQHADDKIRQMITMS 

EQRLSEQFENLANR1FEHSNRR 

VDEQNRQSLNSLLSPLREQLDG 

FRRQFRTASLMKVAGWDYLM 

NSLYMANSSALVNRVRYKWIA 

AFEGGFTG I V A TL DTG RPG P VM 

AFRVDMDALDLSEEQDVSHRP 

YRDGFASCNAGMMHACGHDG 

HTAIGLGLAHTLKQFESGLHGV 

IKLI FQPA EEWRV A RGRWSMQ 

VS*MMLIILLPCTLALAYLRALL 

CAAVIILWQPPNLTRTSPVPPLT 

Q AQNQKT VTM PC WRHTS H SCT 

ACNRPAQRRSFQS 


4092 


34460 


A 


4133 


864 


1128 


TGRSTIRRQRREPRRKAATLRF 

DRNGCRARCTPP\GRKEQRYQQ 

TADGDKGAEFYRRPEGVEIVA 

VMEQRDEVIQADKLAGETKRI 

DAL 


4093 


34461 


A 


4134 


618 


1102 


HSNAAPTARSSFVQNTPSSCGY 

SRRAWRISSIPEETDRTSYRN1Q 

CGN H P P V P A RL P AG QTG DG D I P 

PRPRWQSPQTAPRKPPDLP/LJR 

KNKIPMFRSATTQPGLTGTIAK 

ASSSEVKAIIGARVKMTRSENF 

GIQSSLKNILIMSATSWSEPPQP 

TRLGP 



442 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4094 


34462 


A 


4135 


2400 


3201 


VGGGRNRSPGVACWVEDGNG 

DAVRDG WW LDA D WQASQA M 

RRKQQPEWWQHDAATADADR 

QMNMPV\LH\RALVAGRAQEM 

NGAQGKTLLKGW\DEASARRG 

T\KTED\FCEEDTRDDAM1AWM 

PR*PGVLPRADAWANVLNHGV 

GWKKAQLK\STWM\PQVQQ* W 

RGDXKAANSNAAVAHTVVLLN 

SGG DATO/TA AFPISSPLSV/EE V 

CVTMVIA*FWMWT)SGSGGVVI 

CSSSGRSLTSWSATKVRG/SGH 

KG R WCS RQG VTCQ VRHGG H V 

APH 


4095 


34463 


A 


4136 


118 


1008 




4096 


34464 


A 


4137 


3 


1140 


KHTYMLSILKPVRTSALPPPAP 

AQTLCTQLSRVSSRLL*DHPSR 

WGLR/PSTGMSQARACSPGSLG 

WMQRSSFTPG AG R VRH I PN\S A 

GSTRRPACGSRSAAAPVRPCRR 

TR*G/RSSVVERFMTALSLACR 

ALPGP*AAPGPSITRRFT1SAELK 

DTRL/PREHVVPLVCTHA1AVPD 

RGAAVRPTRRRDAAAPPSPLVG 

DVTLQCPSQ* RG SNAPDQVRLP 

C VG * RPRSSLQ RSGL SVFSA DG S 

TSGPEPASGRKDAGWPARVLRF 

GTLSRGAPEAGADWGPYSPGSP 

GAAASGAPWLGOPOALOGAG 

GQLVGSENGERGTGTKPRVSVS 

VAYGEIALPADTSWSSRAGAA 

VLLGLSRSTGGEGPGNMGHGG 

QSQMLTLEVL 


4097 


34465 


A 


4138 


10 


585 


PLEMELNLISIEVWGERLGISTG 

TEKMPTLKHRTWPVECSKASSL 

EGDLRSL/S*LEVISAFSADPASA 

DDSPGCWKKKDDCSMVHLHR 

OE WOOOOCCO* K* RKOPPGER 

RNKCGSHPVCGTVLWQP*QTH\ 

QISSCPTVGCPPSHSSFS1LDGAN 

AGQEKQSTTEPEPALFLLPPSRG 

AFGPFGLLSDLRRQL 


4098 


34466 


A 


4139 


1 


474 




4099 


34467 


A 


4140 


458 


612 


ASCMASVD1SVLTCMWRCTIEQ 
SSSFLCLLTPLWE*SWCHVTRJC 
PFISLG 
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SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon. /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4100 


34468 


A 


4141 


1 


829 


MGRPDLILSSILGLRWLLLPQSS 

RAG RRG A I RE A S DA EQVTFSG G 

TVPA RTSSGREWRSLLGPDMET 

TSLFC1DTKTTFLFVYRYGDHIP 

LVPEQSGLEPLLIWADPGLFHV 

RLFHLLTIDDNFCGLDNfNAPLG 

VSDMVRGIPVFTEDRDRJV1TSVI 

AYVYKNHSLAFVGTKSGKLKK 

/VRSSAAP*VWDQDTPRSLGQQ 

GAQRQP/1LRQCVYTFFQLN*RC 

PHSTARRELRTGGF1PTRSHQD 

G LRS A A RCTQGTTQ* AS WSC V 

HVCASVRAMCSYC 


4101 


34469 


A 


4142 


5 


237 


N FGAMTRI R\DLP WE INPLSSCS 
SLCEKDPPTTSSPQTN*PKEHHT 
NFQSETGDEFYPWTQNFSTGHG 
LGKTVFPWCL 


4102 


34470 


A 


4143 


1125 


1190 




4103 


34471 


A 


4144 


306 


573 


RNFGAMTRIR\DLPWEINPLSSC 
SLLREKDPPTTSGPQTNQPKKH 
LTNFKSGKRPLLTLFSNLSHCPS 
TTFFFPFFNLSLLL1SIPFIFW 


4104 


34472 


A 


4145 


1 


329 


ASHSWQTLQHSGRYSRSSG/SA 

GSPRDCAARAPTISPGCAMAWL 

NLDSISPSSQSKASPLSQLTCPET 

SYTGCP*SAPHSPPPPWCPQERC 

ACKGHCLHHRDGCCGYGYTM 


4105 


34473 


A 


4146 


2 


336 


S1LTRKCKYGME1PT/N1PGLGA 

AGPTGMFFGSAPSPMGGISPAM 

TPWNQGATPAYGAWSPSVGSG 

MTPGAAGFSPPKA/PTYSPTSPG 

YSPTSPTYSLTSPAISPDDSDEE 


4106 


34474 


B 


4147 


1 


1260 




4107 


34475 


A 


4148 


150 


335 


SFQQSAPW*ASGQSCASDPAPP 

ATARGRFGPHQSQAFHSRHSPIP 

DPLPPPCSGGWGHSRW 


4108 


34476 


B 


4149 


1 


3267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence { X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4109 


34477 


A 


4150 


1528 


2973 


GKQIFSLMPGHIMCIRTHSTHPD 

DEDSGPYKHISPG DTKTVINNW 

LL1EGHTIGIGDSIADSKTYQDIQ 

NT1KKAKQDVIEVIEKAHNNEL 

EPTPGNTLRQTFENQVI A VVGQ 

QNVEGKRIP*LPPPL*WGAGRR 

EGVG*CGRFSEHSRSSAAGYRG 

GRPCCXPSWEDDP/GAPPDPPAS 

AQIPAPTRSGCVRCSARPSPGPP 

AECAAGPSHWYNQSGTSSQKP 

C WKA * A Y PG SGTQRSRG SQ AR 

SHP**SEAESGA*SQMESACPRR 

SA VQRQQ* PDSQTSAAECSLG 

WAPAHCCVPSR*PLLRPAWPS* 

*CSECPGKS*NQQWSPQCQ*YD 

PNPQSTVVAEDQEWVNVYYE 

MPDFDVARISPWLLRVELDRK 

HMTDRKLTMEQ1AEK1NAGFG 

DDLNC1FNDDNAEKLVLRIR1M 

NSDENKMQEVMGVLEVSVSHV 


4110 


34478 


A 


4151 


459 


940 


HLPGGGVPGREGGSPDQHVAP 

GAVSGGAGGGSTRGRGSRRRR 

PGRPRPGPRQPRRGALPGGEHG 

LRASARC A A RAQQRDPG/TPSC 

SSWACPTPRRPWAPAASSRLRR 

PPRGPACATPPPCRPPARRTCTG 

RCPPSCCLCGSPTTWRRPPPTG 

GALESPKRR 


4111 


34479 i 


A 


4152 


264 


1386 


SSRCQPVCESGHPGYGQSPA/YT 

TAGRTESGGTGST/GDNHPLWP 

CI/GGAPCPAQNTPHLRCV*RSH 

ALALDSAGSSSPESPH*RAS1PH 

TTLGQKRRSWAGTAHSVPMAPC 

AAA S I STST* LSHHHSPA AQS VC 

PSSHTTPSFCPIQKFHCFR/SPQR 

NTS*VVLCPGG*LRVG*WPSSG 

HDRSWYHTREPSVGN*HRSHQ 

RR* RG T A P A PG PS A RLQC PA RG 

SRSSHSAPASSSRRPFPGSTPAG 

LGFPSARFPVGKPVVPAALMNR 

PTRG E RRFA Y W APG WFFFSP VR 

RATADCPSP/SWP*ESCSKRSTL 

VCPSRRKSCLMVVPKSAKSPVL 

AKA^GPVGHDHGTEHDVVLGE 

V QG K RP V A PTMGTPK H KA VH P 

RAPH 


4112 


34480 


B 


4153 


52 


363 | 
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SKQ in 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in LISSN 
09/540.217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possihlc nucleotide 1 
deletion, \=possihle nucleotide insertion) 


4113 


34481 


A 


4154 


321 


802 


HLPGGGVPGREGGSPDQHVAP 

GAVSGGAGCGSTRGRGSRRRR 

PGRPRPGPRQPRRGALPGGEHG 

LRASARCAARAQQRDPG/TPSC 

SSWACPTPRRPWAPAASSRLRR 

PPRGPACATPPPCRPPARRTCTG 

RCPPSCCLCGSPTTWRRPPPTG 

GALESPKRR 


41 14 


34482 


A 


4155 


15 


263 


CGRFSEHSRSSAAGYRGGRPCC 
NPSWEDDP/GAPPDPPASAQIPAP 
TRSGCVRCSARPSPGPPAECAA 
GPSHWYNQSGTWKCKG 


4115 


34483 


A 


4156 


3 


518 


SPSVGSGMTPGAAGFSPSAASD 

ASGFSPGYSPAWSPKPGVPGVP 

QVPSKPLKSLHPGGVVRHLSGQ 

VCFLHSSG*VCPLL1SFVGCFPT 

GGAMSPSYSPTSPAWEPRSPGG 

YTPQSPSYSPTSPSYSPTSPSYSP 

TSPNYSPTSPSYSPTSPSYSPTSG 

SYSPTSPSYSPT 


41 16 


34484 


B 


4157 


620 


6763 




4117 


34485 


C 


4158 


430 


870 




4118 


34486 


A 


4159 


1 


3039 


MDSETRRTAKVRLLMTVLRDQ 

DRVSGVQAHPEQFQQAICPLCG 

VSLTRSGTTFGSPSEIYSPLGESR 

ASSGLPRRDGRLIGEEPPEKKFS 

RSPKGD/LSSGGQR1DYRVCVPT 

KFNL*VLSF*PRGQGAGGQSPG 

FSVRRLLVLVWSSGTFV*NGK* 

QKLL*TLCECVHD*GVQGPASG 

SPVCSSTAKATEFEKDPSGPFSS 

SSLPLTPYISFSRVTASSASPGLG 

SALTPQTLKRKGR1*AICL*VVE 

TPKVFR 


4119 


34487 


A 


4160 


1 


772 


MVARAFLWSQVIRRLGRKGGL 

SQGDRGCNTALAEGRLDPDLT 

RGHPALCLPRRPAPRPAEVRRE 

GEAEQPEAGQPPGAAPRRARD 

NGAAAAAAGGRLLQSVRPAVV 

CPHPGPQASYGLRYIAKVLKNS 

IHEKFPDATEDELLKJVGNLLY 

YRYMNPAIVAPDGFDIIDXMTA 

GGQNMSDQRKNLRSTAKVLQH 

AASNKLFEGENEHLSSMNNYLS 

ETYQEFRFKNVTFDIJATEDVG1 

FDVRSKFLGVEMEKVQLNIQ 


4120 


34488 


A 


4161 


174 


444 


YHRHDSWRNTRR*\IKLDGKGE 

PKGAEESEATSKYTAAKLHEK 

GVLLDIDDLQTNQNAVNDFSV 

GPQDEVTVED1TNCYLCEIFKRY 

EWVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of .first 
cod on for peptide 
sequence 


Nucleotide location of las 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


4121 


34489 


A 


4162 


379 


520 


GTSHRGASQRRCCPPLSKTGPK 

TPCGKGAPSAP*QGGLDVQGEP 

GGKAGDSSGECVGGNVAGLHK 

GGGTRADSQVPGGMRGGRMS 

Y/GG/HLTAEGPMGRSGPR/GAV 

PSLYPPGFSRGSCSROYSGAHM 

P1LTGHVGWSESSLDPPRAGQD 

RFLGTARP*GTSHRGASQRRCC 

PPLSKTGPKTPCGKGAPSAPFIP 

AGPTFDHKALM 


4122 


34490 


A 


4163 


455 


798 




4123 


34491 


A 


4164 


32 


2109 


WIGGCPGSQPDATAIMGWTLA 

PHSSRCHRCCHYRCHCRCCLCP 

AEMTVGRPEGAPGGAEGSRQIF 

PPESFADTEAGEELSGDGLVLP 

RASKLDEVLSPQEEIDPTSDSTG 

SIYHTLLDLAQKGRWLSVWSLS 

FSLTQRVMKTSLKMRRTWRVS 

SKTRTGGWCRSSARRL*GVAPQ 

G A A/DSLNNLPSN I PRPQTQPPS 

GSRPPSQHRSVSSWASS1TVPRP 

FRMTLREARKKAEWLGSPASF 

EQERQRAQRQGEEEAECHRQF 

RAQPVPAHVYLPLYQEIMERSE 

ARRQAGIQKRKELLLSSLKPFSF 

LEKEEQLKEAARQRDLAATAE 

AKISKQKATRRIPKSILEPALGD 

KLQEAELFRKIRJQMRALDMLQ 

MASSPIASSSNRANPQPRTATRT 

QQEKLGFLHTNFRFQPRVNPVV 

PDYEGLYKAFQRRAAKRRETQ 

E ATRN KPFLLRTAN LRH PQRPC 

DAATTGRRQDSPQPPATPLPRS 

RSLSGLASLSANTLPVHfTDATR 

KRESAVRSALEKKNKADESIQ 

WLE1HKKKSQAMSKSVTLRAK 

AMDPHKSLEEVFKAKLKENRN 

NDRKRAKEYKKELEEMKQRIQ 

TRPYLFEQVAKDLAFCKEAEQW 

YLDTLKQAG\RRKTL*ETRVKA 

PGLFKRKRPKSRIFPGSKKLQNS 

ASEIQSR/RLEGSLEQPASPRKV 

LEELSHQSPENLVSLA 


4124 


34492 


A 


4165 


251 


637 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide, locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l Jnkuown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


4125 


34493 


A 


4166 


1 


1344 


PGRTTRSMAEDVFLSAPIPRGC 
ADGRDADPTEEHMAQTERNDH 

eqfecqell*chvqvgapeeef 
eeeedavlvaeaeavaagwm 
lnflclslcrafregrsedi rrt 

RNSAEAIIHGLCSLTACQLRTIYi 

CQFLTRIAAGKTLDAQFF.NDER 

ITPLESALMI WGS1EKEHDKLI IE 

EIQNLIK1QAIAVCMENGNI KCi 

AEEVFERIFGDPNS\HMPFKSKL 

LMIISQKDTFHSFFNQHFSYNHM 

MEK1KSYV\NYVLSEKSS 1 FLM 

KAAAKVVESKRTRTITSQDKPS 

GNDVEMETEANLGYKKKC* LT 

NSLR*LNPQRVQYPY*GSMKNL 

FLSKLQHGTQQQDLNKKERRV 

GTPQSTKKKKESRRATESR1 PVS 

KSQPVTPEKHRARKRQAWLWE 

EDKNLRSGVRKYGEGNWSKIE 

LHYICFNNRTSVMLKDRVVRTM 

KKLKLISSDSED 


4126 


34494 


A 


4167 


1 


1345 


1PGSTISCLKGQYPSEPFNMAED 

VSSAAPSPRGCADGRDA DPTEF 

QMAETERNDEEQFERQELLEC 

QVQVGAPEEEEEEEEEDAGLV 

AEAEAVAAGWMLDFLCLSLCR 

A FRDGRSEDFRRTRNS A EAIIHG 

LSSLTACQLRTIYICQFLTRIAA 

GKTLDAQFENDER1TPLESALMI 

WGSIEKEHDKLHEEIQNUKIQA 

I A VCMENGNFKEAEE VFER 1 FG 

DPNSHMPFKSKLLMIISQKDTF 

HSFFQHFS\Y>JHMMEK1KSYVN 

YVLSEKSSTFLMKAAAKVVES 

KRTRTITSQDKPSGNDVEMETE 

ANLDTRKRSHKNLFLSKLQHG 

TQQQDLNKKERRVGTLQSTKK 

KKESRRATESR1PVSKSQPV TPE 

KHRARKRQAWLWEEDKNLRS 

GVRKYGEGNWSKILLHYKI \NN 

R\TSVM\LICARWRTMKKLKLIS 

SDSEDWIVFVKL 


4127 


34495 


A 


4168 


3 


378 


LTSGSRADQGEGQEEGAEGGR 

ASSSSSSSSPRGPQHHPHLHGDP 

AEHRPGHPLCSPPDLTVAYQ/M 

PEVPAEDM/SDPSFCSARQGGQ 

RGLDSGPGAPWSSSHSPHSRFQ 

EASHGACAGWRWCRQEEL 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
seq uence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4128 


34496 


A 


4169 


1 


1044 


SGQEVNKEDGQADVQQDHHA 

DEDGVGDLARQPHLFHLHLRL 

CRQCGLLPRLLLGPRLGQPSSLS 

LAGLGPGLGFGDDGLGLQLGG 

GLACRLGASERGGLQRGGGRG 

RGRGLGPG/GPRARAGPQRVGA 

RAAWCAQHSCGSPGKAPPPAP 

A/TGAGGACRASMAMRSVAGR 

AGLRRPAPSDGVTDRLPSPLGS 

PFQAP/EAQQAVLGHPGPGPLG 

LRG RPG R* RG ATLG PRG LT/PRA 

A AGSRG A A VGG PLRRRPGRGA 

PAGSPSSPGSPAAAGASDIPDLA 

GRSPEPAPWPKCEQCWTPGWQ 

PGRPVPLPQLWPWRGLSISGSM 

PLGEGLEDGSDPMTPSCCLPGT 


4129 


34497 


A 


4170 


1 


732 


SLTQAGTVSLGLDAEGQEVFVP 

FSAVLPMVAPNDLVFDGWDISS 

LNLAEAMRRAKVLDWGLQEQ 

LWPHMEALRPRPSVYIPEFIAA 

NQSARADNLIPGSRAQQLEQIR 

RDIRDFRSSAGLDKVIVLWTAN 

TERFCEVIPGLN DTAENLLRTIE 

LGLEVSPSTLFVAVASILGGLCLS 

FNGSPQNTLVPGALELAWQHR 

VFVGGDDFKSGQTKVKSVLVD 

FLIGFRLQRP/VSIVSYNHLGTsTN 


4130 


34498 


A 


4171 


1 


908 


MEKAPPQTQHEGLKSKEHLPE 

QTDEGKTEYRRVPSLRAVVLFR 

QRSCIENILRACVGLPPQNHML 

LEHKMERPGPSLKRVGPVAAT 

Y PM LN KKGPL V WE VSP ATLF A 

VASILEGCAFLNGSPQNTLVPG 

ALELAWQHRVFVGGDDFKSGQ 

TKVKSVLVDFLIGSGLKTMSIV 

SYNHLG\KNDGENLSAPLQFRS 

KEV\SRSNVVDDMVA\SNP\ML 

YTPGEEPDHCRMGRNLPE*GSS 


4131 


34499 


A 


4!72 


85 


529 


ECGARPGSSTRPPARLSPRLFCS 

A I RA A L KTRPAP AL ACTWRTG * 

RASLPTTRCAGSGLGTCTAEGS 

EGCSHPGPLTGTG/RQEACPGT 

APAGSPSCLHPRGRPRPCPPGTL 

APRMSCPWPRSPPLTRYLPSGE 

NLQSKLESLNTSEKF 


4132 


34500 


C 


4173 


215 


324 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location oflast 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4133 


34501 


A 


4174 


2 


505 


YKCEVCDKVFNQN*FLVCHNR 
CHTGKKPYSCYECGKTFSQTSS 
FTCYRRLHTGGKPYKCSEI INK 
TFG*NSALV1HKA1HTGENPCKC 
NECGKVFNQKAHLARHHRLHT 
REKPYKCEECEKVFSRKSHLER/ 
HKLKRGG VALV/C* ECPTV YQN 
TSCLRSLSCSYPMSLNG 


4134 


34502 


A 


4175 


1 


6192 




4135 


34503 


A 


4176 


2 


3389 




4136 


34504 


A 


4177 


3 


875 


geeaalslcmhstddatrlga 

rjdteplwhvpaq/arlsaiags 

sgnkhpsr/qdaagkdspnrhs 

k:\gskpsagslrlssregedrta 

wtgprgaveqevtgpdlc*gr 

gqqgllvgwt**eqkrgqgkp 

qysshsssntlssn/assshsdd 

rwfdpldpl/epeqdpls/kgcm 

slak/aprpakphkppgsmglc/ 

gggreaagrshhadrr/revsp 

apavagqskgyr/pklyssgss 

tptglagg/srdpprqpstlwh 

rtwyl/yhtasaavhrglcre 

leqadqi pps wygrrpmgns 


4137 


34505 


B 


4178 


108 


318 




4138 


34506 


A 


4179 


103 


540 


RRGCESHKTLRRGTSWGLDAR 

GGGPGPGQVSAGRDGAEVWLS 

TCDRGHALSGSVEELLFLQN/G 

A RTER * EG PG E WPRPPPPG L A S P 

ALWRFWAEQVGGSFQELESPS 

CRTARGSSRTWGSILQNSSWLF 

QDLGLHLAEGCFLETP 


4139 


34507 


A 


4180 


33 


896 


KITRHCTAPGKIRIVPKESQEST 

PQQDGAPGPGRATSCSARWSPR 

SWKSHELFCKMEPQVLEEPRA 

VLQDGAPGPGRATSCSARKGR 

GPEKPVQGLPN/GSVRAHSGGR 

AAPQPSPRGHGPGRG*TAAPLP 

HLCPLTPVLLQG*GPD*WPLGW 

ATMRPLPLRAQPAPPPPHWML 

LTPSA PPPGTG KPQGG RGQTSG 

SCVPATDPHCRLSAPSPGKLGPP 

CDFLEPP*QRTTNWGSSEAGSP 

KSRCPRGHVPSGGSKGGIFLSL 

HFPGAPQSLEFPGSQPHGL1GAS 


4140 


34508 


B |4181 | 


1 


625 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon lor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknonn. 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


4141 


34509 


A 


4182 


160 


1 149 


FASERMKVEPWRAGPGRRAWS 
EGAGQAPQKRARAGAEPQLPA 
TPALPGGKMVARRTKLA\R(i l |< 
RT\ Y PEPTVX Y A A I PI K FS E K QQ A 
SHYLYVRAHGVRQGTKSTWPO 
KRTLFVLNVPPYCTEESLSRLLS 
TCGLVQSVELQEKPDLAESPKK 
SRS KFFHPKPVPG FQVAY V V 1 Q 
KPSGVSAALALKGPLLVSTLSI 1 
PVKSGIHKWISDYADSVPDPI-A 
LR VEVDTFM E A Y DQK 1 A EL 17 A 
KAKEEEGVPDEEGWVKV TRRCi 
RR\LCSPGLRQPACGC W RG R 1 )G 
SAA\KRAAQLLRLAASREQDGA 
SSAAXRKKFEEDKQRIELLRAOR 
KFRPY 


4142 


34510 


A 


4183 


2 


361 


GTMVARRTKLA\RGTRR TGI PS 
PPC * AYAIPIMCS E KQO A SHYLY 
GRAHGIQQGTKSTWPHKR 1 II A 
FNGPPYCSEQESLSCLQSTCGL 
VQSVKLKEKLELGWESRSKI 1 H 
PKPVPVTEEQ 


4143 


3451 1 


A 


4184 


917 


1128 




4144 


34512 


A 


4185 


1 


660 


MAWQMMQLLLLALVTAAGSA 

QPRSARARTDLLNVCMNAKYII 

KTQPSPEDEL YGQ/C/S WRKNA/ 

CSFTSTTQEAHKN/TSHLYGLN 

WNHCGEMVPACKRHFIQDTCL 

YE*PPNLGPWI\RRYAWLPGIQE 

LAEELNFPGVSAGSNPSSSSIOG 

WVPGILEPEPFFSTKISQVDQSVV 

RKEWVLNVPLCKEDCEQWWL 

DCRTSYTCKSNGHKGWNWTSG 

SNKCQVAAA 


4145 


34513 


A 


4186 


216 


781 


MDMAWQMMQLLLLALVTAA 

GSAQPRXS ARA\RTDLLN VCMN 

AKHHKTQPSPEDEAVWPDP/W 

MCKGSCRKTKSWNI/HRKSKCE 

VGLA/WEACSVSAGTGRGPGC 

G RWVGA PQG P/C PRKC SSG • 1 *T 

W/VQRSQNMEEMAVVNQSVVR 

KJERILNVPLCKEDCERWWLOC 

RTS YTCKSN WH KG WN WTS A PS 

AVCDPLL 
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S£Q II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ lf> NO: 
in USSN 
O'J/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*^Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


4146 


34514 


A 


4187 


3 


625 


QCRPWRKNACCSTNTSQEAHK 

DVSYLYRFNWNHCG\KMAPDC 

KRHFHPGTPALYE/CAPHNLGA 

WDPAGWIQSWRKERVLNVPLC 

KEDCEQWWEDCRTSYTCKSN 

WHKGWN WTSG FN K\C A VG A A 

CPTF\HFYFPTPTVLCNEI WTHS 

YKVSNYSRGSGRC1QMWFDAS 

PGATPIEEV\ARFY\VAAMSGAG 

PWAAWPFLLSLALMLLWLLS 


4147 


34515 


A 


4188 


1 


268 


EQGRH/GSSTPVGPRGGPR\GAE 

HAPKHQGCGDRAGPQVGMDQ 

RRRDPPRAPAAPRPWCGQRAA 

LSSLGGSHLCDDA*VQPSAGLG 

KVLKF 


4148 


34516 


A 


4189 


2 


1632 


WKRCPGLPRAAA TFPSGSGAG 

GARREAGGRAPTPGPASPRTAR 

GHARNSPAPARTAGRTGSAGA 

WQTPCPAPLFPMSAGLPAACH 

WNPV*LRALKTG/LEGVLGGSA 

DTQHNRVTDGSLAPNXAACVYT 

PKINGNRHPNTCTKMFIVSLDA 

KGKKWKQPTVHQQRKRETCG 

LHPRKCLQYTPS* WSTTTGILPS 

RTPRISCVQFVKKKLGQAGLLG 

HPGACLLCTLP*\PAGVGTFLFP 

RGC*GVVH*LETHTCG 


4149 


34517 


A 


4190 


2 


87 




4150 


34518 


A 


4191 


3 


291 




4151 


34519 


A 


4192 


1 12 


286 


A WLL WLTSLPWGSL Y ALALLA 

NKPAL*SLLLLRYTLLPPHHQC 

EKVPRWNEPQPTLFP 


4152 


34520 


A 


4193 


1 


933 




4153 


34521 


B 


4194 


1 


999 




4154 


34522 


A 


4195 


135 


1160 


VWALVRSTLELFHTDDEEEGE 

YDEVTEEVTEQVYLPAKAKVA 

QEEEVHPYPSAPPHYYFEEKEW 

PDPPDLSFLEDTGRKVVAPVTE 

QHLERLLSVLFRQEFSRLDERD 

DAVEQLRGVC I RA WEKITSGG E 

QYPSFSAVKQGPKELYADFIAW 

NLLRQESLKKVISDSAAQDIVL 

QLLAFGNVNLDCQAALRPIRGK 

AHLVDYIKACDGIGAKQDSERF 

A FTIPVVNN LQP A KHFHY FTDG 

SSNGKASYSGSKGQNQQPIWIL 

SRHLKPYHEPDAKEE1PGG/CPR 

TPWLQPCRD*C*GGP*/PVTSNT 

R*TQPPTWGQIKKLSQMVEENL 

RKAGQLVTMTVYWN 



452 ' 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

ISO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*^Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4155 


34523 


A 


4196 


502 


578 


LV*EDCIAERAEVLRNESYGII1D 

WSP*GMFSLNCTSQSACHGHT 

MFSW 


4156 


34524 


A 


4197 


2 


408 




4157 


34525 


A 


4198 


"» 
-> 


853 


LLKVIMSAKIFTKKNENSTERL 

CGDGEKRGPDFRTERSVWLLR 

LEEA VAMVQRGSRAPESRVVA 

QVLTLLDGASGDREVVVVGAT 

NRPDALDPALRRPGRFDREVVI 

GTPTLKQRKE1LQVITSKMPISS 

HVDLGLLAEMTVGYVGADLTA 

LCREAAMHALLHSEKNQDNPV 

JDEIDFLEAFKNIQPS/LVFEASL 

GLMGIKPVDWEE1GGLEDVKPE 

VKTAH/WSLRQKSGHC/RSCAR 

LPTGLLATLGSGSGSGRATEAV 

SGPAG*KRASIGGSSQRPRRFPT 


4158 


34526 


A 


4199 


266 


370 


AERINSITVFSETLKRFLQASGK 
♦FHRD1HNSRN 


4159 


34527 


A 


4200 


1 


1780 


MGDVNQSVASDF1LVGLFSHSG 

SRQLLFSLVAVMFVIGLLGNTV 

LLFLIRVDSRLHTPMYFLLSQLS 

LFDIGCPMVT1PKMASDFLRGE 

GATSYGGGAAQIFFLTLMGVA 

EGVLLVLMSYDRYVAVCQPLQ 

YPVLMRRQVCLLMMGSSWVV 

GVLNASIQTSITLHFPYCASR1V 

DHFFCEVPALLKLSCADTCAYE 

MALSTSGVL1LMLPLSLIATSYG 

HVLQAVLSMRSEEARHKAVTT 

CSSHITVVGLFYGAAVFMYMV 

PCAYHSPQQDNVVSLFYSLVTP 

TLNPLIYSLRNPEERSHRGVKL 

NECNQCFKVFSTKSNLTQHKRI 

HTGEKPYDCSQCGKSFSSRSYL 

TIHKRIHNGEKPYECNHCGKAF 

SDPSSLRLHLR1HTGEKPYECNQ 

CFHVFRTSCNLKSHKRIHTGEN 

HHECNQCGKAFSTRSSLTGHNS 

IHTGEKPYECHDCGKTFRKSSY 

LTQHVRTHTGEKPYECNECGK 

SFSSSFSLTVHKRIHTGEKPYEC 

SDCGKAFKNLSAVKKHLRTHT 

GEKPYECNHCGKSFTSNSYLSV 

HKRIrTNRWIVYYCRNFWRKLAL 

IDLSSLR*FERAHTGY1SYLLQH 


4160 


34528 


C 


4201 


18 


182 




4161 


34529 


A 


4202 


1 


389 




4162 


34530 


C 


4203 


1 14 


548 





453 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=posstble nucleotide 
deletion, \= possible nucleotide insertion) 


4163 


34531 


A 


4204 


122 


735 


LRAQQQHN*VLTLHKPACTLST 

TS*K*LHKIRK*LWHLRDRAPFl 

FTSEMEYF1TEGGK/NPQHFQDF 

VELCCRAYNIIRKHSQLLLNLLE 

MNSYNGYVGLLHNILQLEREG 

LATKEELQQNFPPLSVSLPFDQS 

INQISEHRSLIFNGQYPYGSCWF 

RQAVCKLIQKYAGEWGWIATA 

ELRAEIDLNVLKFT1QVLSWKV 

QASLQ 


4164 


34532 


A 


4205 


139 


4496 


KMAYSWQTDPNPNESHEKQYE 

HQEFLFVNQPHSSSQVSLGFDQI 

VDEISGKIPHYESE1DENTFFVPT 

APKWDSTGHSLNEAHQISLNEF 

TSKSRELSWHQVSKAPAIGFSPS 

VLPKPQNTNKECSWGSPIGKHH 

GADDSRFSILAPSFTSLDKINLE 

rCELENENrfNYHlGFESSIPPTNS 

SFSSDFMPKEENKRSGHVNIVE 

PSLMLLKGSLQPGMWESTWQK 

NIESIGCSIQLVEVPQSSNTSLAS 

FCNKVKX 


4165 


34533 


A 


4206 


1 


3150 


MEKPRPLEAPSAWPQDDVQCG 

VTVGMDGAAVRANRTPWPQD 

LEQTK W I E 1KKSA FT WSSQLSL 

NRGFLTCKDENKNAGLLRVSS 

YSSREDQLKNIASDSLFMLPGG 

LCQSPTGTSHCSNQMETQGQGS 

PGGAVRGDKALGPEKARQGCG 

MNGSGKYCKFRVLAIQGKPEC 

LATLMQPDLGDSPGLREMNVV 

EHLRASFPVEQWYWRGGQRGE 

AEGARSSKAENNTSL1CNFRLD 

YAPIEKQWDLHFADYFAEDLK 


4166 


34534 


A 


4207 


1 


1203 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=pos.sible nucleotide ! 
deletion, \=possiblc nucleotide insertion) 


4167 


34535 


A 


4208 


1 


1470 


MLHSRGFLAEVFGILARHNISV 

DL 1 TTS E V SV A LTL DTTG STSTG 

DTLLTQSLLMELSALCRVEVEE 

GLALVALIGNDLSKACGVGKE 

VFGVLEPFN1RMICYGASSHNL 

CFLVPGEDAEQDGTGTSGJGAQ 

KK1CMYANMGAIDRKLLFEATF 

VTIEKCCDTNQKGDDTHALGQ 

PIRGHDKSLAGSFCYACRSEEG 

LSQY RAYDSRGQL 1 A V KDTQG 

HETRYEYNIAGDLTAV1APDGS 

RNGTQYDAWGKAVRTTQGGVL 

TRS V\E Y D\A AG R V I RLTS ENGS 

HTTFRYDVLDRLIQETGFDGRT 

QRYHHDLTGKLIRSEDEGLVTH 

WHYDEADRLTHRTVKGETAER 

WQYDERGWLTDISHISEGHRV 

AVHYRYDEKGRLTGERQTVHH 

POTEALLWOHETRHAYNAOGI 

ANRCIPDSLPAVEWLTYGSGYL 

AGMKLGDTPLVEYTRDRLHRE 

TLRSFGRYELTTAYTPAGQLQS 

QHLNSLLTYRHANFAL 


4168 


34536 


A 


4209 


757 


907 


RRYCRITVRWQSM/WADNRIA 

VDAHYPYR*CRS\GRVTEfCND\ 

L1PKGWIRTDDERTHRYHYDSQ 

HRLVHYTRTQYAEPLVESRYL 

YDPLGRRVAKRVWRRERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRTRIQTIYQPGSFTPL1R 

VETATAVMDRILKDHQIVVDIP 

HGEAWLRDDEERPM1LIAGGTG 

FSYARSILLTALARNPNRDITIY 

WGGREEOHLYDLCELEALS1 K 

HPGLQVVPVVEQPEAGWRGRT 

GTVLTAVLQDHGTLAEHDIYIA 

GRFEMAKIARDLFCSERNARED 

RLFGDAFAFI 


4169 


34537 


B 


4210 


1 


3258 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possibte nucleotide insertion) 


4170 


34538 | 


A 


421 1 


281 


1571 


CQCPGAACPTTSCRVIPHWA\Y 

DEA DRLT/H RTVN\G ETAERWQ 

YDER/GWLTD1SHISEGHRVA/V 

HYRYDEKGRLTGERQT/VHHPQ 

TEALLWQHETRH/AYTvlAQGLA 

NRCIPDSL/PAVEWLTYGSGYL 

AGMK/LGDT/PAANLDIR1PYAT 

DPA/GNRLPDPELHPDSTLSM/W 

ADNRIA RDA H YL YRY/DRHG RL 

TEKTDLIPEGV/1RTDDERTHRY 

HYDSQ/HRJLVHYTRTQYAEPLV 

E/SRYLYDPLGRRVAKRK/DRTR 

I QTM Y Q PG S FTPL/I R V ET A TG E 

QAKTQR/RQLADTLQQSDGED 

GGS\VVFP\PVL\VQMLVDR\LESE 

SSADRVRSFISLANQSKCVEHA 

Y*RWQCHLGVCWWSSHQ1PAV 

PLTGSVTRWHCHLASSSEAGSV 

AWLPHLSEGHSNRTSSPELLRS 

RMCAWHTLSAQSVHLVSLY1L 

EILALMNSFNSL 


4171 


34539 


A 


4212 


311 


788 




4172 


34540 


A 


4213 


29 


395 


RIFHSVIXGVAAHKGGVYKTSVS 

VHLVAQDVAEIT/LLEGNDPQGT 

VS*YQGPGRTLIPLEAALRNIAH 

SLSIPPPKIFAAPTLRHYFALFFC 

GHSLFAPHIELLEAGTVLQLPQ 

GPWSSPTSF 


4173 


34541 


A 


4214 


1 


1033 


MKMPEAIATKEKIDKWDLIKIK 

SFFSTPKETrNRVNRHHTEWEDI 

SAIHLSDKGPISYIYKNLTRFTR 

KKQPH YK VGKGNEQTR1 LESH P 

HLLKGLASTPFDSEGVRTERRD 

I1KDGILTQWLLTSYSARKLGLK 

STGHAGGIHNWRJAGQGLSFEQ 

MLKEMGTGLVVPGTAENARSC 

IRAYFYD1HETLCRQEEMALSV 

VDDHVREKLIWLRQHQEDMTI 

LLSEVSAACLHCEKTLQQDDCR 

V V LA KQE 1 T R L L ETLQKQQQQ F 

TEVADHIQLDASIPVTFTKDNR 

VHIG\PKM\EIRVVTLGIGMGAG 

KNLLSLF*V*NRVEFHGSPFPT! 

WFLTWETVGFLK 


4174 


34542 


B 


4215 


414 


1022 
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SEQ ID 

NO: 


SEQ 11) INO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4175 


34543 


A 


4216 


896 


1626 


NATT1RYEHQRVLKAAQYLHQ 

QGITRCNSSSTLTSAAPGRVDSP 

PTSMIVAPALNRFACFTASISEL 

CVPPSEKESGVTLRJPITHLMRE 

LTCRLIRDKSATVTGSHTLVVA 

RHCCYAAPGGCCLLANWLKPG 

LFGPIGVLSRRGTSV1LPIGGFY 

QWNPM!CPNGVVPMQHG*RRG 

LAQERPLEEWLPVCRDMLNAF 

FLPDAETEAAMTL1EQQWQAII 

AEG LG AQ YG D A VPLSLLRDEL 

AQRLDQERISQRFLAGPVNICTL 

MPMRS1PFKVVCLLGMNDGVY 

PRQLAPLGFDLMSQKPKRGDRS 

RRDDDRYLFLEALISAQQKLYI 

SYIGRSIQDNSERFPSVLVQELI 

DY1GQSHYLPGDEALNCDESEA 

RVKAHLTCLHTRMPFDPQNYQ 

PG E RQS Y A RE WLPA ASQ AGKA 

HSEFVQPLPFTLPETVPLKRYN 

DSVRAPTCAESRAIFTSTRNNTL 

QLFFNANFRRPWARGLATNVN 

DRRASVDHQIRMFHRIYQRVM 

RATI RKG 1 RRD VEDPH YSSDAG 

TYLSPNSRQ1SNGNWQSHIGRSP 

SLLLCRTWGLLFTGKLVETRFI 

WPNRGVIPTfiTslFR VI AHRR PT P 
vv r j > lvvj v a ■ i vj i ^i civ i l r\ n IvXvi L« i 

MEPDDMPQWRCPHATWLAEA 
KMFDSLAKAGKYLGQAAKLMI 
GM PDYDNYVEHM RVNHPDQT 
PMTYEEFFRERQDARYGGKGG 


4176 


34544 


A 


4217 


838 


1575 


CFFLSPSPPSSPPSPNRSQTTEEE 

TKRQE/ERERKREEEEEKKGRR 

KETKKRRNRQEGKQHRKEEKE 

GEKQTKQRTETERETKRRRENE 

QAKAHKGTRKRKEEQKKAKA 

A RRRTH KLRQNPS RG REGTH PK 

QRQGKEE/VNRQNKEEAKQKR 

EEAGRTRR/EDRGRKDDKKERR 

QQQTEKKAKPKAEHGQERTDT 

TTKKARQREGRPSERRRREREE/ 

MSKHDPQNRAEKTNEEKEEGR 

QHER*TQKSSTGI ! 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lf nknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \-possiblc nucleotide insertion) 


4177 


34545 


A 


4218 




692 


1VTNALHAEALEMTSQFDQELAA 

KFEADHEMALLMNKDFDRDRE 

EQRRLAEQARREHEERJKREAA 

EQARRDAEAKHKAEIEAAARR 

EAEEKARAELAERQRIEAEQRA 

EREKKETEERARREKEEAVAAE 

RRRQEEAEAARLVEEQRKAEE 

EARRAADKEHRRTVNRR/GLRR 

SDCSGHPRRIRTESSAGDRWHQ 

SAGRAHQ1LRQT*THTSLTTAS 

KNGAGLSSNSPTRKRS 


4178 


34546 


A 


4219 


-» 
_> 


1 120 




4179 


34547 


A 


4220 


1 


831 


MVKARKIMETPQPAWEMRVRI 

CTVDWSKLNPYIPDDFSLIKSEK 

KYDHPELIVDESNLRVVYAPSR 

YFASEPKADVSLILRNPKAMDS 

ARNQALLEGYFSFTATEDQLEQ 

AKSWYNQMMD/SPEKGKAFEH 

GNMPA\QMLLQVPYFLRE\ERE 

H*I1ITPILHMRKQEQSG*/RNLP 

KAAQLSMMQDLQTLLMAASY 

CSELGHVATQFQGMLACTRNP 

NSWDRNSETSGKAEGFIPMQLG 

DVADPSVRCSSVSSLWGHSSPK 

LLRSVCMANRICVKLQRWT 


4180 


34548 


A 


4221 


, 


1503 




4181 


34549 


A 


4222 


1 


1 1 13 




4182 


34550 


B 


4223 


! 


760 




4183 


34551 


B 


4224 


\ 


1755 




4184 


34552 


c 


4225 




4215 




4185 


34553 


A 


4226 




3240 




4186 


34554 


A 


4227 


1989 


2144 




4187 


34555 


A 


4228 




1203 




4188 


34556 


A 


4229 




4767 




4189 


34557 


A 


4230 


31 


512 


EYRKSPDIRPIVIQHGEEAE1TH 

HFR*QELADKTLIFEITHREMQR 

FQPVGTGDIREPVFVFFRWRLT 

NPFNILEHGEPEGIRVDAAVPR 

AV1GGLEDHIGVAVQKLQHKTF 

RYFPFIIQMVKDGVVPEGRPAF 

VHHLSLFLRIKILAHLTHNTQDF 


4190 


34558 


A 


4231 


369 


918 


RPGMSNPWRDLFRTGVDPTND 

RLSALVEI/YRMMRPGEPPTREA 

AE/SLFENLFFSEDRYDLSA/VG 

RMKFNRSLLREEIE/GSGILSKD 

DHDVMKKL/ID1RNG/KGEVDD1 

DHLG/NRRIRSVGEMAENQFRV 

/GLVRCTGTVPPFLHQQKCEYH 

L/PQRPVASTLSRYF*HFRLRNF 

SMPRANEIKKGMV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4191 


34559 


A 


4232 


-* 


1012 


SVVLKIVERVDGYFPSPPLFLGA 

AFGSHVRSRALPDPCVLFRVTI 

YLCVLASVARTFSPLLPVSRKK 

HITPLGGFQLHETHLCLQDCRTI 

1LRPRLGEFGNKFSQLVDTIDLH 

\NQHGLAHL*KESARGQYSLLL 

LGMVSLCALILILWRVVYRSVT 

CPLADQTQALHRLLDGD1VSPF 

PETAGVRELDT1GRLMDAFRSN 

VHALNRHREQLAAQVKARTAE 

LQELVIEHRQARAEAEKLASQAK 

SAFLAAMSHEIRTPLYGILGTA 

QLLADNPALNAQRDDLRAITDS 

GESLLTILNDILDYSA1 EAGG\K 

NVSVQSYVARLEPVAASGWHK 

YPWLN - 


4192 


34560 


A 


4233 


1 


502 




4193 


34561 


A 


4234 


1 


653 




4194 


34562 


A 


4235 


2 


300 


YALATPPLSV/1NQWQLALDKG 
QLPTF/VAGLAPQHPQYAAMHE 
SYWPYSALR/EILQRTGMLDGG 
PKITL/PGDDTPTDAVVSPSAVT 
NSHGR*VPTLGGVWGL | 


4195 


34563 


C 


4236 


40 


105 




4196 


34564 


A 


4237 


355 


526 




4197 


34565 


A 


4238 


116 


949 


RPGTGRCSAVQLPVLLLRGPHS 

SHTVGTH\MVDLDSGQLCVYP 

GNSDESM PA ATQARERLL A DT 

AKKKAQIAELQSFVSRFSANA* 

KSRQATSRARQ1DKIKLEEVKA 

SSRQNPFIRFEQDKKLFRNALE 

V EGLTKGFDNG PLFKTLNL VL\ 

EVGENLPVLGTNGVG KSTLVLK. 

TLVGDLHPDSGTVKWSENARI 

GYYAQDHEYEFENDLPVFEWM 

SQWKQEGDDEQAVRS1LGRLLF 

SQGDIKKPAKVLSGGEKGRML 

FGKLMMQKPNILIMDEPPTHP 


4198 


34566 


A 


4239 


1 


319 


MVKKMARAPMI\L\ALANPEPEI 

LACRHGRKEVRPDAI1CVTPGRS 

DYPNQSETNVLACFPANVHRIPQ 

AASHLRAHQSRIPISLMS1SAK1L 

TYLLANQIQFLVKQH 


4199 


34567 


B 


4240 


263 


1390 




4200 | 


34568 


A 


4241 


1 


323 




4201 


34569 


A 


4242 


3 


1855 
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SEQ l» 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop eodon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4202 


34570 


A 


4243 


2 


964 


LLKHGVSLYIQDKEGLSALDLV 

MKDRPTHVVFKNTDPTDVYTW 

G DNTN FTLG HG SQN S K H H PI: L 

VDLFSRSGIYIKQVVLCKFI 1SVF 

LSQKGQVYTWGHGPGVGRLGT 

WENfNRHAWVPRLVGRD*M VII 

VSPSWPAAKDHTVVLTEDGCV 

YTFGLNIFHQLG11PPPSSCNVPR 

QGLHNRQNRRYPPVPGSAGPTS 

MEPSKIRPTGLKFSLTTQQQSEI 

DLGCSSLCWDYRREPLRLAYW 

FIKKDIAKDTDEETRRHGVSLYI 

QDKEGLSALDLVMKDRPTH V V 

FKNTG SLQ FQS I PSC RESQll.S F. K 

QGDLFREEPMFGS 


4203 


34571 


A 


4244 


1 


725 


FRVDPRVRKHFGLFYAMGIVL 
MMEGVLSAC*HVCPNYSN1 QF 

DTSFMYMIAGLCMLKLYQTRH 
PDINASAYSAYASFA VVIMV I'V 
LGVVFG KNDVWFWVIFSAIHV 
LASLALSTQIYYMGRFKIDlXilF 
RRAAMVFYTDCIQQCSRPLYM 
DRMVLLVVGNLVNWSFALFGL 
IYRPRDFASYMLGIF1CNLLLYL 
AFYIIMKLRSS*KVLPVPLFCIV 
ATAGMWAC\ALYFFFQN LSSW 


4204 


34572 


A 


4245 


1 


833 


MKPVWVATLLWMLLLVPRLG 

AARKGSPEEASFYYGTFPLGFS 

WGVGSSAYQTEGAWDQDGKG 

PSIWDVFTHSGKGKVLGNETA 

DVACDGYYKVQEDIILLRELH V 

NHYRFSLSWPRLLPTGIRAFQV 

NKKGIEFYSDLIDALLSSNITPIV 

TLHHWDLPQLLQVKYGGWQN 

VSMAN YFRDY AN LCFE A FG DR 

VKHWITFSDPRAMAEKG YETG 

HHAPGLKLRGTGLYKAAHHII/ 

KAHTL*VCFHAADKG1PETEKK 

RRJ.NWTYSSTWLGRFHNHGRG 


4205 


34573 


A 


4246 


1 


672 


GTQNAVTsIG/VIIFLSWGDAVKS 

FWIYRGGRKREGPLFHA*Q\1LI 

YTHIRAVGSIINYV1ANYKLKFI 

TPGVIDF1CTSLIAGILTIKLFLLI 

NQFEKQQIKKGRDITSARIMSRI 

1KITIIVGLVLLYGEHFGMSLSG 

LLTFGGIGGLAVGMAGKD1LSN 

FFSGIMLYFDRPFSIGDW1RSPD 

RN1EGTVAE1GWR1TK.ITTFDNR 

PLYVPNSLFSSISVENPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hot! 


SEQ ID NO: 
in LiSSN 
09/540,217 


Nucleotide 
location of first 
melon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4206 


34574 


A 


4247 


I 


347 


PLRPVGQPGPGGAGT/RALRAPP 

LPSSSELCYGPGQPGRWPRCPQ 

FPSLPPHSS*LLHTGHWPCTLGY 

CFIPILRAAPPLPCKCASPVL\SC 

TYPLPAAPSLPVLVHTSIKCFCF 

HLQ 


4207 


34575 


A 


4248 


43 


446 


VLPAVPRPGQ/PPCVPAPVQAPE 

PPRPSPGWSQATGSPGPAGAAP 

SWR\GLPAVPGHTAGVLGPGPP 

GQRQPGPGGAGTQLCGPHLFL 

RLLNVAYGPGQPAL/RNVPLQT 

APALTPSPQHLLCPFLSTHLLNA 

SVF1C 


4208 


34576 


A 


4249 


1 


1521 


RIPESRLPTTAFVQAPWARSGSS 

GLRRWEKHAGQQVGWWARGP 

GVRGRQAAGGGAAALTCRGG 

AGSAVRSCAGLPSLASGSAGCR 

LHPSYSFGFKVGS/PTVPAALSS 

* STS/RG REHGG VT V VP VMTQN 

PRS\PDGPARVEDCEA1A*GTG 

WL\QQGIGTRPPGTGLGRAR\G 

APAVPQWNPVXKSCQGPGHPNR 

LPSHGPSSGEAGRGW/RGLQITP 

QL/PEVTHRRVLPGDHPATEAXG 

GFGTG*PGLPGRVPGPGVGGTY 

QA KA LTPLG P VG LL A PA SC AQC 

LQQSADGPGATGHL*ELAESQC 

RRQPTGXPPGQLAVSGWATVPG 

VPAAPRPFGPAQQPA/SVPTPSY 

WA/GSPGAAAWPESHRR*ACD 

W A W* * VLPA VPRPGQ/PPC VPA 

PVQ\PQSHRGPAHDGARLY*GL 

PQAEQLH PGGG LPA VPGHTAG 

VLGPGPPGQRQPGPGGAGTQL 

CGPHLFLCFLNVAYGPGQPGR 

WPRCPQFPFLPPILSWNIFGVGT 

QKKKKKNQSFLKKKKKK 


4209 


34577 


A 


4250 


167 


582 


RSLGLAVTEMVPWVRTMGQK 

LKQRLRLDVGREICRQYPLFCF 

LLLCLSAASLLLNR*RRSAEPGR 

RL/S L/LK VQTPG PCC LTV RRPRS 

CGTGDQWGERAPQRSGLGEHG 

GASRPEAQAGGVGLIASFPEAS 

SPELPFSHP 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \-possible nucleotide insertion) 


4210 


34578 


A 


4251 


402 


1465 


DLILSH PTAWFTIKYKPKQLGL 

QELFPQGHSCAVCGKVKCKRH 

RPSLLLENYQPWLDLKISSKVE\ 

ESLSKDLELVLENFVYPWYRD 

VTDDESFVDELRITLRFFASVLI 

RRIHKVDIPSIYNQET1KSSNESI 

*KWIVKARQKVKNTEFLQQAA 

LEEYGPELHVALRSRRDELHYL 

RKLTELLFPYILPPKATDCRSLT 

LL1REILSGSVFLPSLDFLADPDT 

VNHLL1IFIDDSPAEKATEPASTL 

VPFLQKFAEPRNKKPSVLKLEL 

KQIREQQDLLFRFMNFLKQEGA 

VHVUQFCLTVEEFNDRILRPEL 

SNG*NAVSS/WKNCRRFIKHTV 

WMKVLTKLDLIPSLVEEIPR 


421 1 


34579 


A 


4252 


1 


1232 


FPGRRFRLVVRLRGAEAASERQ 

VYSVTMKLLLLHPAFQSCLLLT 

LLGLWRTTPEAH ASSPGAPAIS 

AASFL*DLIHRYGEGDSLTLQQ 

LKALLNHLDVGVGRGNVSQHV 

QG H RN PTTC FSSG DLFTA HN F\S 

EQLRJGSSELHEFCPTILQQLDS 

RACTSENQENEENEQTEEGRPS 

AVEVWGFGFLSVSLINLASLLG 

VLVLPCTEKAFFSRVLTYFIALS 

IGTLLSNALFQLIPERSYKNKAQ 

VDSLPTFLAQAGMLLWRVRIR 

RRV VDPI RESWMLPFTKIPLWG 

YGLLCVTV1SLCSLLGASVVPF 

MKKTFYKRLLLYFIALAIGTLY 

SNALFQLIPENRRKWWQPVUN 

TFGGSTAWHTDKSIEQSIDTLFD 

EVKKESEKETPSLQIGDLGPQES 

LKTFNNTNSPHH 


4212 


34580 


A 


4253 


3 


924 


VGACTAAARPLPIPQLQPILHHR 

GEKSQLWAHSGSSWGFLAVAA 

VPPSHLCPPLQSRGWKRPP/PLA 

SAGVLPGCCCCACLVSPSLAQP 

AGVLGPKPAAPLGPGPWVSVAP 

CSRPGPCPGTRSPA/P*GHPAMG 

R\GVHEPRVGPAPPE1CAIITETG 

AGLAERRGQGLGGGSSFRSAEP 

QGCRSLGPQSPGGDPAHTILRPP 

SQNGDCAEMHACRLHPAILGT 

HGTGGLAAQSHAPRALLPSCPS 

SQQPADGWCSLHLCLPGLLLAP 

RIHGPSTREGGPGHGTPGPTNP 

ASSGATRGTRRVRPSVPRSPTL 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
seq ue nee 


Nucleotide locution of last 
eodon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown. 
*=Stop eodon, /= possible nucleotide 
deletion, \-possible nucleotide insertion} 


4213 


34581 


A 


4254 


1 


318 


VADPVGAARAGGQPLAGKVW 
PRAGGG HSPRVLG A AG PG I'M V 
CTLRLPGTA 1 RTEPG A PL AC A R 
AWPGSSPAG/PECLPTSC* P*EG 
QEPSSHVASLPWGPGVGE TO 


4214 


34582 


A 


4255 


I 


718 


FFFFFFSFLCHLY WVSP TPGPMCi 
KLANMANWAPWPS*GLSKLV(i 
KHSCPAG*LPGHARAOASGAP 
G/ISPDSSARJEA*ECT/PCGPGPA 
APSTRGECPPPSSRPHS/SWDP 
G RCSFAPA VPQDAGGQG H WCC 
APATGHSAPRGCPPARAAP TGS 
ATPAPPPAACAASSLSMVSAPS 
R*TTGIASSGTSIPETKHOG TPG 
TAPAGT/GPGGSTG PK A/PG PA 1* 
AHPTRLAGTSGHTAPPTCPPA V 


4215 


34583 


A 


4256 


702 


1026 


RSGRTQRAAGVSGSALHQVQS 
WP\HLKISADQRAGLLF*EI IPFP 
PSASSGCLDVSISSYPVGSD'FIN 
GMARANGRWKTFTGLI ISGKPL 
GFSDAFCQHHNLIILCWKTW 


4216 


34584 


A 


4257 


170 


1049 


rgsgcsaelvpssrwrpgsrag 

aaagtetpg*prvyvpagnge 

aggpgaawarraaalpg taa 

gpprpaarpgaaparggpapga 

paqalpr/tptwpaar* aqrap 

sppswgsvaqpghpgdlaagvg 

rgaggghsrrgrhhhvrslad 

llqlpg a a eg ag d rg h l pg pd/ 

gers*aassfsaagraagtasc 

csaggtppspctilstssssi.au 

vasss/rrraegdtkvs/rgraf 

gqdsetgrepgvlhrgsgrtq 

raagvsgs/rsapspvvattsrs 

lltsvqgcfsenilsp 


4217 


34585 


A 


4258 


178 


556 


QSPQEHFHPECGRRDILCQVRQ 

EIRWPNPGEVHHLGLEICPVWI 

LQLHLALRTRAPEHPLOVNRPG 

GGAV*RGVPPPLRLLQACDGPE 

VPAAGRPRPARSSPGQWPPVPA 

AVAPPVTERPPTPSAA 
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SKQ ll> 

NO: 


SLQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknowii, 
*=Stop codon. /^possible nucleotide 
deletion. \=possible nucleotide insertion) 


4218 


34586 


A 


4259 


5 


1044 


TGRfLDGWH WAKELRLDCPLG 

DSRRPPFSRVSTEGSPAFLALRL 

PNVTAGS*EVSMLASTETPLVIT 

RPSPG\GHDPGPAPRGAAASPA 

GSPAP*QKSPRPLSAAAPPLLAS 

DPAPPRAAAPPADTESSVQPPA 

APHAGPWT\PSAPGPLDVHSPPP 

\PSRGPFVQSSAEPHNRPSPGAT 

RPRPVPPRGAAASPAGSPAP*QK 

SPRPLSAAAPPLLASDPAPPRAA 

APPADTESSVQPPAAPHAGPWT 

LERSWAP*RSLPTPIPVADPLCR 

APLSHRYP*GDCQRSGLCHTSP 

GRASHLPGPGAHKRTPHACWL 

PLECHRRSPHP*THPSG*PGPSP 

QSFFPEFLGSGP 


4219 


34587 


A 


4260 


2 


576 


CLVNSTTRRSFQLRLVPVPKFQ 

PPHMTVR*LFNFGRQLTATTFS/ 

LRKSYAVREAYELQNCPDPPPF 

QNGYMINSDYSVGQSVSFECYP 

GYILIGHPVLTCQHGINRNWNY 

PFPRCDAPCGYNVTSQNGTIYS 

PGFPDEYPILKDCI WLITVPPGH 

GVYINFTLLHTEAVNDHIAVW 

YENLSSQN1CDCDQQF 


4220 


34588 


A 


4261 


1 


837 


MWAGNAWRAALSGVPCGRSA 

QSVLAQLRGILEGELEGIRGAG 

TWKSERV1TSRQGPHIHVDGVS 

GGILNLTSVRFIRGTQSIHKNLE 

AKIARFHQREDAILYPSCCDAN 

AGLFEVLLRPEDAVLSDELNCA 

SI1HG1CLCKAHKYHYCHLDVA 

YLETKLQEAQKHRLFLVATDG 

AFSMDGDIVPLQKICRLASRYG 

ALVFVDECHATGFLGLTGQGT 

DELLGVMGQVTIINSTLGKALG 

GASGGYTTGPGPLVSLL/RAQP 

YLFSNSLPPAVVGCTSKAL 
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SEO II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=l Inknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possinle nucleotide insertion) 


4221 


34589 


A 


4262 


1 


2142 


MIIL1DAEKAFDKIQQPFMLKTL 

NKLG1DGTYLKI TRA1YDKPTA 

N11LNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLY I NNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSW1GRJNIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKE1KGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQ1MSEFP 

FT1ATKRJKYLGIQLTRDVKDLF 

KENYKPLLKE1REDTNKWKNIP 

CSRIGR1NIMKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKT1LSKKNIAGGITL 

PDFKL Y YKATVTKTA W Y WYQ 

NRD1DQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KJHSRWIKDLNVRPKT1KTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGLISRIYKELKQIYRKKVTNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLVIREMQIKTTM 


4222 


34590 


A 


4263 




1989 




4223 


34591 


A 


4264 


j 


1 104 




4224 


34592 


A 


4265 


j 


879 




4225 | 


34593 


A 


4266 


] 


1659 




4226 


34594 


B 


4267 


j 


1500 




4227 


34595 


B 


4268 


| 


1962 




4228 


34596 


B 


4269 


1 


1716 




4229 


34597 


A 


4270 




1152 




4230 


34598 


A 


4271 




4752 




4231 


34599 


A 


4272 




2790 




4232 


34600 


A 


4273 




3477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4233 


34601 


A 


4274 


1 


1007 


MLDASCHRTSDSKFFSFGVQTG 

FLTPELAHLVGPCDRDHNSSPA 

REQNWTENEFDELTEVGFRKW 

V1TNSSELKEHVLTQSKEAKNL 

EKRAIKQEKEIKGIQLGKEEVK 

LSLFADDMIVYLENPIVSAQNL 

LKLiSKFSKVSGYKINVQKSQA 

LLYTNNRVSQIMSELPFTIAMKR 

1KYLG1QLTRDVKDLFKDNYKP 

LLKEIREDTNKWKNIPCSWLGR 

1NIMKMAILPKAIYRFNAIPIKLL 

*TFFTELEKTTLNFIWNQKRARI 

AKTILSK KN KAGG1TLPDFK L Y 

HKAT VTKTA W Y WYQNRY 1 DQ 

WNRTEASEITPHIYNHLIFDKPE 


4234 


34602 


A 


4275 


737 


2460 


RIKYLRIQLTRDVKDLFKENYK 

SLLNE1KEDTNKWKNIPCSWIG 

RMNIIKMAI/LPKVIYRFNVIPIK 

LPMTFFSELEKSTLKFIWNQKR 

ARIAKTILSQKNKAGGIMLPDF 

KL Y Y KA T VTKTA WY WYQN RD 

IDQWNRTEPSEMTPH1YNHLIFD 

KPDKNKQWGKDSLFNKWCWE 

NWLAIGRQLKLDPFLTPYTKIN 

SRW1KDLNVRPKTIKTLEENLG 

NT1QDISMGKJ3FMSKTPKAMA 

TKAKMDKWDLIKLKSFCTAKE 

TTI R VN RQ PTE WEKN F A I Y SSD 

KGLISRIYKQLKQIYKKKTN7MPI 

KKWAKDMNRHFSKEDVYAAN 

RHMICKCSSSLAIREMQIKT1MIY 

HLTPVTM A 1 1 KKSGNN RCWRG 

CGEMGTLLYCWWDCKLVQPL 

WKTLWQFLRDLELGIPFDPAIP 

LLG I Y PKD Y KSCC Y K DTCTPKL 

ARDDQIH I LKQHRRKELETRQK 

QYRAWYEINPFHSVWPVTAGK 

SPRHQLP V WV FTNPQTSPYLQL 

QTRDGEESNENNFGSTILASDFF 

AEIDKLSILQ1HMEMEGTQNSQ 

NNLDKKKTKMEDLHFSISKLLH 

SYSIQDNVISA 


4235 


34603 


A 


4276 


3 


355 


RQPVHLVHELPQQSWGICLNSS 

EQHGALQHSSLHL/RMCSEPWS 

SADPQ*R*TCRNL*LPVRGPPRR 

TDLFSVSSKSTLKEWPLLLMIL 

AELGSYLILSGRREESYFTSLVL 

IS1GDC 


4236 


34604 


B 


4277 


78 


791 
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StO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unkno\vn, 
* -Stop codon, /- possible nucleotide 
deletion, V=possible nucleotide insertion) 


4237 


34605 


A 


4278 


1 


3395 


M1IS1DTENAFCKIQQPFMLKTL 

NKLG1DGTYLKMRAI YDKPTAN 

11LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVMARV1RQEKEIK 

GIQLGKEEVKLSLFVDDMI VYL 

ENPIVSAQNLLKLISNLSKVSGY 

KINVQKSQAFSYTNNRQTESQI 

MNGLPFTTASKRIKYLGIQLTR 

DVKELFKENYKPLLNEKKVDT 

NKWKNIPCSWIGRINMLKMAIL 

P/KELEKTTLKFIWNQKRACIAK 

SILSKKNKAGGITLPDFKLYYK 

AT VTKT A W Y W YQN RDIDQWN 

RTEPSEIIVPHIYNHLIFDKPDKN 

KKWGMGSLFNKWCWENWLAI 

CRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGNTIQDI 

DMGKDFMSKTPKAMATKAKID 

KWDLTK LRSFCTA KETTI RVNR 

QPKEWEKIFAIYSSDKGLISRJY 

KELKRIYK/KKNNPIKKWAKD 

MNRYF*KEDIYAANRHMKKCS 

SSL A I REMQI KTTM R/Y H LTP VR 

MAIIKKSGNNRWEMNNENTWT 

QEGEHHTLG/HC/WWKARRSRS 

C LT WM A AG KKRM RKTLQMT 


4238 


34606 


B 


4279 


1 


201 1 
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SEO U> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4239 


34607 


A 


4280 


1 


2661 


MTMNFVADSHTGRNPLASAAG 

AKTGLRPLPRPCGARVWNPPD 

AGGGGVGSLKTSTPLGPLSAAN 

SPVHQGSVPQTRARGGGTLFQE 

VVTSRTLAFRNSLSAFTEVTSG 

TVSGRKGGRSTHLAGRRVSGG 

EGSRKAAAAALAAVAAAPGPV 

RRCSSQSCFSSSGSSHYSARTSP 

VRVRPRRSLSSRSAAGNRAEAT 

ESAMEKTLETVPLERKKREKEQ 

FRKLFIGGLSFETTEESLRNYYE 

QWGKLTDCVVMRDPASKRSRG 

FGFVTFSSMAEVDAAMAARPH 

SIDGRVVEPKRAVAREESGKPG 

AHVTVKJCLFVGGIKEDTEEHHL 

RDYFEEYGKIDTIEIITDRQSGK 

KRGFGFVTFDDHDPVDKIVLQK 

YHTFNGHNAEVRKALSRQEMQ 

EVQSSRSGRGDGYGSGRGFGD 

GYNGYGGGPGGGNFGGSPGYG 

GGRGGYGGGGPGYGNQGGGY 

GGGYDNYGGGNYGSGNYNDF 

GNYNQQPSNYGPMKSGNFGGS 

RNMGGPYGGGIWKNTSITERK 

KSRKLDLIQSKKGSRTKEAPQP 

PVASLCMHLGHWSRLMVSPGA 

QLTGKNSHGLSVSSVRKSNVGP 

RRLCAAMKATGPDNAQSQVSP 

PGHAPSAEDPTGSRTVSSPCTD 

RPHPFLSRPKPPTQISLVLPLKT 

DGALERMPQQL/HIASS/GAKVP 

NPSTQTPPVLLAFFYPFNLPP*N 


4240 


34608 


A 


4281 


1 


908 


MRKVKGKNRQSFKCLPPPSGA 

LQAHGAAAPHGSLLTLHLHLV 

PVSSAAMKATGPDNAQSQVSP 

PGHAPSAEDPTGSRTVSSPCED 

RPHPFLSWPTWISLALLLKTDG 

ALERMPQQLPSLHPSQGTQSIH 

PDPSSTSSFLLPFQPPTLKRAAFP 

CPPSIVNPAVWDTSTPSVAEHH 

TP1 Rl TL K EPTQFLSQKQ Y PI PQ A 

ALVGLQPI1SHLLASHLLRPTDS 

PFNTPILPVKKPNGTYRLVQDL 

RLINQAVLPLVQE/DYSVLLYLP 

LN VTPG L PPAT A FS Y PPS PG P V A 

RARLASRLHSHAA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4241 


34609 


A 


4282 


1 


915 


MPNYVTFTDTKQLISDTPNNQV 

PMNRASMAFDAKCLTGCRFDD 

AIVQFDMTYWPFTVVNDAGRP 

KVQVEYERDKKLLP1GGVFYGS 

DKDEGNCKSLPWEDCYQCCET 

SQNVQDFLFLDVTPLSLDIKTA 

DGVMAVLIKCDAT1PTRQTQTF 

TTYSDKPSM/LIAKDKNLLRKFE 

LTGVPPAHHGAHQIEVTFDINA 

KGILNV\TLTDDKGHLSKEDIEP 

MVQETEKYKAEDEKQRDKVSS 

KNSLDPYVFNMKATAEDEKLQ 

VKITsTNEHKQKILSKCHEIINWL 

DKNQTAEKEEFEHAQQELEKSS 


4242 


34610 


A 


4283 


1 


994 


MHQTKKGNQWHFGMKAHIGV 

DAKSGLTHSLVTTRPNEHDLNQ 

LGNLLHGEEQFVSADAGYQGA 

PQREELAEVDVDWLIAERPGK 

VRTLKQHPRKNKTA1NIEYMKA 

SIRARVEHPFRIIKRQFGFVKAR 

YKGLLKNDNQLAMLFTLANLF 

RADQMIHCTRGEGLITTKIPKAP 

DNGS YCLPSKN DDSEEEDPEMS 

PMVVTKMKEIAEAYLGKTVTN 

AVLTVPAYFNDSQRQAT/KKDA 

RTIAGLNGLRISNEPTAAAIAYG 

LNQKVGTERNVLIFDLGGSITPR 

IRTPETGSDDAIKSILEQAKKEIE 

SQKGG ECDPCRQSLRPPG PA AN 


4243 


34611 


A 


4284 


3 


677 




4244 


34612 


A 


4285 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
K YRPETKQ E KXQRLL A RAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YCII KGKARLGRL VH RKTCTTV 
AFTQVN 


4245 


34613 


A 


4286 




432 


NSRVDDFVAAQDAKGKKVAP 

APAVVKKQEAKKVVNPLFEKR 

PKN FG IGQ\QRL LA R AEKKA AG 

KGDVPTKRPPVLRAGVMTVTT 

LVENKKAQLVVIAHDVDPIELV 

VFLPALCRKMGVPYCIIKGKAR 

LGRLVHRKTCTTVAFT 


4246 


34614 


C 


4287 


62 


217 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in (JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


4247 


34615 


A 


4288 


2 


801 


PKGKKAKGKltVAPAPAVVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPKRDLTRFVKWPRYIRLQR 

QRAILYKRLKVPPAINQFTQAL 

DRQTATQLLKLAHKYRPETKQ 

EKKQRLLARAEKKAAGKGDVP 

TKRPPVLRAGVNTVTTLVENK 

ICAQLVVIAHDVDPIELVVFLPA 

L\CRKMGVP\YCIIKGKARLGRL 

V HRKTCTT\ V A FTQ VMS E DKG\ 

ALAKLVEAIRTNYNDRYDE1RR 

HWGGNDLRPKASVARJAKLEKA 

KAKELATFCLG 


4248 


34616 


B 


4289 


1 


273 




4249 


34617 


A 


4290 


I 


441 




4250 


34618 


B 


4291 


47 


482 




4251 


34619 


A 


4292 


1 


762 




4252 


34620 


A 


4293 


I 


890 


MSKSESPKEPEQLRKLFIGGLSF 

ETTDESLRSHFEQWGTLTDCVV 

MRDPNTKRSRGFGFVTYATVE 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

VIEIMTDRGSGKKRGFAFVTFD 

DHDSVDKTVIQKYHTVNGHNC 

EVRKALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

GGNFSGRGGFGGSHGGGGYGG 

SGDGYNGFGNDGSNFGGGGSY 

NDFGNYNNQSSNFGPMKGGNF 

GGRSSGPYGGGGQYFAKPRNQ/ 

GGYGGSSSSSSYGSGRRF 


4253 


34621 


A 


4294 


1 


1674 




4254 


34622 


A 


4295 


1 


506 


KYHTVNGHNCEVRKALSKQEI 

ASASCSQRGRSGSGNFGGDRG 

GGFGGNDNFGRGGNFSGHGGF 

GGSCCGGGYGGSGDGYNGFGN 

DASNFGGGGS/YNEFG/NYNNQ 

SSHFGPLS/GGNFGGRSS/SPLGG 

APASTYVKGPNSQRTQNEGWF 

EG * A PWRG DGGARGN KGGGA 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4255 


34623 


A 


4296 


I 


1445 


MKCLKFINHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRKSETIFKDLFKVPVLKETI 

YYKFYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNNNNKKTHQF 

VIVFFKTDEHLSARGRRRRSIVK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFI\GG\LSFETT\DESLEEPFSR 

QWGKRYTDSVVMRDPNTKRSR 

G\FGFVTYATAVEEVDAA\MNA 

RPHKVEWKELLEPKRAWSRED 

SQRPGCPH*LVKKIFVGGIKEDT 

\EEHHLRDYFEQYGKIEVIE1MT 

D\RGSGKKRGFAF\VTFD\DHD\S 

VDKIVI\QKYHTVNG\HN\CEV* 

KSPVKSKKMASASSKPKEGRSG 

FWETFGGGSWEVGFGGN\DNF 

GRG\GNFSWSVVAFGGSRG\GG 

GYG\GSGDG\YNGFGNDG\SNF 

G\GGG\SYNDFG\NYNNQ\SSNF 

GPMKGG\NFG\GRSSGPYG\GGG 

QYF\AKPR\NQGGYGGSSSS\SN 


4256 


34624 


A 


4297 


1 


920 


DPGDTPNTASAPNCRSGKGRSS 

SPEHIPPLEKLEDSMQTNPSTNP 

EPGRLAEWLDPEERQQSLQFGL 

QEATSIGKGGQYYIKGTPHGTK 

ESEQQPSALDLPSDRAYPNEKE 

PENQLWRLVIKLIKEAPEKGAY 

LNVIKAVYDKPTNGEKLRAFPL 

RTGTKHRCPLSPLLFNILLEVLA 

RAIRQEKEIKS1QIGKEEVKLSLF 

ADDII1YLESPKYSSRKLQELIKE 

FSKVSRYEFNVHKSVALLYTVNS 

NOAENOIKNSASFTIAAKNKIK 

YLGIYLTKDAKDGYKENYKTL 

MKEIIDDKNKQKY1P 


4257 


34625 


A 


4298 


1 


1 194 




4258 


34626 


A 


4299 




1834 




4259 


34627 


A 


4300 


285 


502 




4260 


34628 


B 


4301 


77 


1306 




4261 


34629 


A 


4302 


1 


354 




4262 


34630 


A 


4303 


I 


1 182 




4263 


34631 


B 


4304 


1 


1995 




4264 


34632 


B 


4305 


1 


1518 
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SKQ ID 

NO: 


SEO H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
cod on for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4265 


34633 


A 


4306 


1 


918 


MCPVGPWTHPVVISPVSECIVGI 

DILGSWQNLHIGSLTDITMVHYI 

DDMMLIGSSEQEVANSLDLLV 

RHLHARGCKINPTK1QGTSTSV 

KFLEFQWCGVCQDIPSKWVLE 

QFCALQQVQAAVQAALPLEPYD 

PADPMVLEVSVADGVAVWSL 

WQAPJARIHGSRNQGVEVEVSP 

LTNIPSDPLAKFLFPAPSTLCSA 

GLELLVPEGGTLLPGNTTMIPL 

NWKLRLVPGYFGLLLALSPQA 

KNGVTVLAEVIDPDYQDEITLL 

FFTNGGGEEYARNTGDPLRHLL 

V L PSPM I K VN G KALQH PNPG RT 


4266 


34634 


B 


4307 


1 


1599 




4267 


34635 


B 


4308 


1 


1569 




4268 


34636 


A 


4309 


3 


422 




4269 


34637 


A 


4310 


I 


1089 




4270 


34638 


A 


431 1 


2 


549 


LKMTAMQRPMEKRMMNREIIL 

KERLSLTGIDIKILKKRSIMKVE 

SHRGEQISVSSLALQRIKYLG1QI 

TRDVKDLFKENYKPLLNKLKE 

DTNKWRNVPCPRVGRJSIVKM 

AILPK/ILKKKTTLKFIWNQKRA 

HIAKTILSKKNKAGGITLPDFKL 

Y Y 1CAT/KTA WC WYQNRDTDQ 

WNRTKPSEI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location oflasf 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4271 


34639 


A 


4312 


371 


3036 


LIAYQPKKVQDQMDSQPNSTR 

VLEVLARAIRQEKEIKGIQLGK/ 

EEVKLSMFADDITAYLENPIVS 

APNLLKLISNFSK/VSGYK1NVQ 

KSQAFLYTNKRQTEXQIMSELPF 

TVASKR1KYLGIKLRRDVKDLF 

KENYKPLLNEIKEDTNKWKN1P 

CSWIGR1NIVKMT1LPKVIYRFN 

AIPI KLPMTFFAELEKTTLKPI W 

NQKRAHIAKTILSQKNKAGG1M 

LPDFKLYYKATVTKTAWYWY 

QNRD1DQWNRJEPSEIIPHICKH 

LIFDKPDKNKKWGKDSLFNKW 

C W EN WL A I C R KLHLDPFLTPYT 

K1NSRWIKDLNVRHKTIKTLEE 

NLGNTIQDIGMGKDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETT1RVNRQPTEWEKIFATY 

SSDKGLISRIYNELKQIYKKKTN 

NPI KKWA KDMNRHFSKEDI Y A 

AKKHMKKCSSSLAIRETLYNDR 

RIG KLTQTCDETAFQPH VCTISR 

PMLSSPYRSSLTEKWSQDFSKP 

PYPFLFHKGYLNPREQDKEVLT 

RA I RQEKERKG IQLG KEEVKLS 

LFADDMIVYLENPIVSAQNPLK 

VVSNFSKVSGYKISVQKSQAFL 

YTNNRQTESQIMSELPFT1ASKR 

IKYLR1QLTRDVKDLFKENCKP 

LLNEIEEDTNKWKNIPCSWIGRJ 

N1VKMAILPKVIYRFNAIPIKLP 

MTFFTV L EKTTLKFI WNQKRA H 


4272 


34640 


B 


4313 


1 


1995 




4273 


34641 i 


A 


4314 


3 


549 




4274 


34642 


A 


4315 


3 


614 


EAYGQTECTGGCTFTLPGDWT 

S\GQF1NILEMCLELSPCICSFSAD 

SARYVLGHVGVPLACNYVKLE 

DVADMMYFTVNNEGEVCIKGT 

NVFKGYLKDPEKTQEAUDSDG 

WLHTGDIGRWLPD1ENHNRLIV 

CTLTNTSWRSHKIIVLKTYQKA 

DDTKTPKETTFQNIMNLFLKEK 

RATAVLIRGGVGETSTDLSKKK 

PAKLLANF 


4275 | 


34643 


A 


4316 


1 


478 


MKLDLHLSPYTKFNSRWIKDLN 

LRPET1KILEDIIRKTLLDIGLGK 

DFMIKNPKVNATKTKINKWDLI 

KLKXNFCTAKEISSREIREPTEW 

EK1FANSASDKGL1SRIYKELKQ 

IRSTLQLLFGISELPASLFLGFGA 

IMKSKKASLNTSTAILRQLIW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID iNO: 
in USSN 
IW/540.217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


4276 


34644 


A 


4317 


1 


1 125 


MCHG1GAQIIPSHQTVQLDITAF 

LKTVKKNKHKFYPAFIHILARL 

MNAHPEFRMAMKDGFIENMFF 

VSANPWVSFTSFDLNVANMDN 

FFAPVF TMGKYYTQGDKVLMP 

LAIGGPLESPDRDGGPLESTNR 

DASPESWSCRKSTPRLVAWVS 

AAKVFIRDKLMERRNRRTGRT 

EKARIWEVTDRTVRTW1GEAV 

AAAAADGGGFRVDLARRSIRK 

DRNARSQNPVHTEGDMNMNIK 

KIVKQATVLTFTTAFLAGGATQ 

AFAKENNQKAYKETYGVSHIT 

RHDMLQ1PKQQQNEKYQVPQF 

DQST1KNIESAKGLDVWDSWPL 

QNADGTVAEYNGYHVVFALA 

GSPKDADDTSIYMFYQKVGDN 

SIDXSWKNAGRVF 


4277 


34645 


B 


4318 


1 


1374 




4278 


34646 


A 


4319 


1 


1293 




4279 


34647 


A 


4320 


i ! 


1278 




4280 


34648 


A 


4321 


i 


1254 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

V FA LAG SPKDA DDTS 1YMFYQ 

KVGDNSIDSWXNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGfCHYGKQS 

LTTAQVNVSKSDDTLKINGVXN 

GYYCEES\LFNKA\YYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPLITS 

NTVTDEIERANVFKMNGKWYL 

FTDSRGSKMTIDGINSNDIYML 

GYVSNSLTGPYKPLNKTGLVLQ 

MGLDPNDVTFTYSHFAVPQAK 

GNMVVITSYMTNRGFFEDKKA 

TFAPSFLMNIKGNKTSVVKNSIL 

EQGQLTVN 


4281 


34649 


A 


4322 


i 


726 




4282 


34650 


A 


4323 


l 


1050 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol* first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lJnknuwn. 
*=Stop codon, /-possible nucleotide 
deletion, \— possible nucleotide insertion) 


4283 


34651 


A 


4324 


1 


1 185 


MNMNIKK1 VKQATVLTFT TALI . 

AGGATQAFAKENNQKA YKETY 

GVSH1TRHDMLQ1PKQQONFKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQN ADGTVAE YNG Y II V 

VFALAGSPKDADDTSIYMI YQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFY TDYSGKHYGKQS 

LTTAQVNVSKSDD I LKINGVED 

HKTI FDG DG KTYQN VQQN DUG 

NYTSG DNHTLRDPH YVEDKGII 

KYLVFEANTGTENGYQGHFSLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTXLKKVMKPLITSN/TVPQAKG 

NNVVITSYMTNRGFFEDKKATF 

APSFLMNIKGNKTSVVKNSILE 

QGQLTVN 


4284 


34652 


B 


4325 


1 


867 




4285 


34653 


A 


4326 


1 


495 




4286 


34654 


A 


4327 


~» 
J) 


1394 


GDMNMNIKKIVKQATVLTFTT 

A/LLAGGATQAFAKENNQKAY 

KETYGVSHITRHDMLQIPKQQQ 

NEKYQ VPQFDQSTI KN I ES A KG 

LDVWDSWPLQNADG TVAEYN 

GYHVVFALAGSPKDADDTSIY 

MFYQKVGDNSIDSWKNAGRVF 

KDSDKFDANDPILKDQ TQEWS 

GSATFTSDGK1RLFYTDYSGK1 I 

YGKQSLTTAQVNVSKSDDTLKI 

NGVEDHKTIFDGDG KTYQN VQ 

QFIDEGNYTGDPLEAETAVINH 

KKRKNSPRIVQSNDLTEAAYSL 

SRDQKRMLYLFVDQIRKSDGTL 

QEHDG1CEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVV! YR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAMRLY 

ESLCQYRKPDGSGIVSLKIDWII 

ERYOLPOSYORTPDFRRRF1 OV 

CVNEING 


4287 


34655 


B 


4328 


9 


1004 




4288 


34656 


A 


4329 


] 


768 




4289 


34657 


A 


4330 ' 


1 


1308 




4290 


34658 


B 


4331 


58 


753 


— , 


4291 


34659 


B 


4332 


1 


409 




4292 


34660 


B 


4333 


1 


921 




4293 


34661 


A 


4334 




1026 




4294 


34662 


B 


4335 


1 


945 
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SEQ II) 

.NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio\vii, 
*=Stop codon, /=possible nucleotide 
deletion. \-possil>le nucleotide insertion) 


4295 


34663 


A 


4336 


1 


528 


MNMNIKKI V KQATVLTFTTA LL 

AGGATQAFAKENNQKAYKETY 

G VS H 1TRH DMLQI PKQQQN EKY 

QVPQFDQSTIKN1ESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFY/Q 

KDQTQE WS\GSATFTSDGK 1 RLF 

YTDYSGKHYGKQSLDTA\Q*NV 

VKSG 


4296 


34664 


A 


4337 


1 


1701 




4297 


34665 


B 


4338 


97 


1449 




4298 


34666 


A 


4339 


1 


1581 




4299 


34667 


B 


4340 


1 


1539 




4300 


34668 


A 


4341 


87 


1078 


SLPNLDNAAICSSSSSPTRTR*SL 

SEGATQ\AFAKEKYPHKHTKKR 

SGVFH1TRHDMLQIPKQQQNEK 

YQVPQFDQST1KNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTS1YMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAA1WGIK 

RKPAR 


4301 


34669 


A 


4342 


1 


1344 




4302 


34670 


A 


4343 


1 


1713 




4303 


34671 


A 


4344 


*> 


1918 




4304 


34672 


A 


4345 


254 


1118 


RPPAFAKK*PKAYKET/YGVSHI 

TRHDMLQIPKQQQNEKYQVPQ 

FDQSTIKNIESAKGLDVWDSWP 

LQNADGTVAEYNGYHVVFALA 

GSPKDADDTSIYMFYQKVGDN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGK 

IRLFYTDYSGKHYGKQSLTTAQ 

VNVSKSDDTLK1NGVEDHKTIF 

DGDGKTYQNVQQFIDEGNYTS 

GDNHTLRDPHYVGGTSWEPGV 

FSVSCVFFGQQEGV/HG*DEFLD 

FSYWFQGG*1CLYQKAS*QNTT 

SYKRYTGS 
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SEQ II> 

NO: 


SEQ. II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkn<»vn, 
*— Stop codon, /-possible nucleotide 
deletion, \=possibk nucleotide insertion) 


4305 


34673 


A 


4346 


1 


1952 


MNMN1KK IVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

Q V PH I DQST! KN I ESAKGLDV W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKI RLFYTDYSGKH YGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFQDHTGTEEHPQPQ\ERP 

RTQSFTSAFAERRECIPNVPADT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASOHAPPPPTHMFGFFI 

FHLPDLCSPSODADTTnRTOMk: 

PDHSPRPSHRVPQAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 


4306 


34674 


A 


4347 


1 


1029 




4307 


34675 


A 


4348 


276 


1248 


CVWLGCRGYYPKAYKETYXGV 

SH1TRHDMLQIPKQQQNEKYQV 

PQFDQSTIKNIESAKGLDVWDS 

WPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQQLLQLVQFQEVDTDFDFPE 

EDKKEEFEECLEKFFSTGPARPP 

TKEKVKRRVLIEPGMPLNHIFY 

CNHE1MGKNVYYKHRWVAEH 

YFLLMQYDELQKICYNEFVPSV 

IFLRYKSPGEAAGTCHLKQRRW 

VMPEAAAPVGTGSRYPI TGOI 


4308 


34676 


A 


4349 


I 


242 


MNSIQIPKQQQNEKYQVPQFDQ 
STIKYIESPKELDVWDSWPLQN 
ADGTVAEYNGYHVAFALAG/S 
PKDADDTS1YMFYQKI 


4309 


34677 


B 


4350 


1 


2198 ! 
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SEQID 

NO: 


SKO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

tZ A t\ TIT 

U9/r>40,21 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
uLiLiion, \— ptissi wit- iiuLicuuuc instruon) 


4310 


34678 


A 


4351 


1 


2796 




431 1 


34679 


A 


4352 


2047 


3531 




4312 


34680 


A 


4353 


1 


3336 




4313 


34681 


A 


4354 


1 


1409 


MKRAPVIPKHTLNTQPVEDTSL 

STPAAPMVDSL1ARVGVMARG 

NAITLPVCGRDVKFTLEVLRGD 

SVEKTSRVWSGNERDQELLTE 

DALDDL1PSFLLTGQQTPAFGR 

RVSGV1EIADGSRRRKAAALTE 

SDYRVLVGELDDEQMAALSRL 

GGATQAFAKENNQKAAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKJ4YGKQS 

LTTAQVNVSKSDDTLK1NGVED 

HKTIFDGDGKTYQNVQQFIDGY 

LLEPDGGALQNFQRYTGIQHVH 

RIGMAERMWCDRNRERHTVSS 

SGGNRLPNPGPDRSVRHFPDPR 

FLCPSCATVTPLHELIANKYLSG 

KIGAKKLRKLLIKHVD 


4314 


34682 


A 


4355 


1 


2316 




4315 


34683 


A 


4356 


93 


924 


AQTDAAEKSVSIAQLFQACLSIF 

SSGDV/AGGATQAFAKENTMQK 

AYKETYGVSH1TRHDMLQIPKQ 

QQNEKYQVPQFDQSTIKN1ESA 

KG LD V WDS WPLQN A DGTV AE 

YNGYHVVFALAGSPKDADDTS 

IYMFYQKVGDNSIDSWKNAGR 

VFKDSD1CFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSNDT 

LK1NGVGKYKTIFDGDGKTYQT 

VQQFIDEGNYTSGGHHTLVKDP 

SYTsIPPLDLSGGNSGYQSQET 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=lfnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4316 


34684 


A 


4357 


1 


3118 


MNMNIKKI VKQATVLTFTTALL 

AGGATQAFAKENNQKAYKE TY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDP1 LKDQTQE WSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTL\RDP\HYVENKG 

HKYLGFETNTGTENGYQGEESL 

FNKAYYGGGTNFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPLITSNTVTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MT1DGINSNDIYMLGSDESPND 

FGNRHLHKERLA VYRWHASF1 

CSGNTMPIVLVDWSDIREQKRL 

MVLRASVALHGRSVTLYEKAF 

PLSEQCSKKAHDQFLADLAS1L 

PSNTTPLIVSDAGFKVPWYKSV 

EKLGWYWLSRVRGKVQYADL 

GAENWKPISNLHDMSSSHSKTL 

GYKRLTKSNPISCQILLYKSRSK 

GRKNQRSTRTHCHHPSPKIYSA 

SAKEPWVLATNLPVE1RTPKQL 

VNIYSKRMQIEETFRDLKSPAY 

GLGLRHSRTSSSERFDIMLLIAL 

MLQLTCWLAGVHAQKQ 


4317 


34685 


A 


4358 


1 


1326 




4318 


34686 


A 


4359 


2140 


4390 




4319 


34687 


B 


4360 




7271 




4320 


34688 


A 


4361 




1729 




4321 


34689 


A 


4362 


5118 


5687 




4322 


34690 


B 


4363 




4726 




4323 


34691 


B 


4364 




3688 




4324 


34692 


A 


4365 




1401 




4325 


34693 


A 


4366 




1932 




4326 


34694 


A 


4367 




1407 




4327 


34695 


A 


4368 




1491 




4328 


34696 


B 


4369 




855 





479 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQIUNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4329 


34697 


A 


4370 


137 


1014 


ASEGKQMLRDFVTTRSALKELL 

KRALNMARNNQYQPLQKHAK 

L*RPSML*RNCIN*QPGRDT/TN 

KKENFRPISLMNIDAKILNKILA 

NRIQQHIKKLIHNDQVGFIPGM 

QGWFNIHKSINIIHHIKRTNDKN 

HMIIS1DAEKAFNK1QQPFMLKT 

LNKLGIDGTYLKI1RAIYDRPTA 

NVILNGQKLEAFPFKTGTRQGC 

PLSPLLFNIVLKVLARAIRQETEI 

KGIQLAKEEVKLSLFADDM1VY 

LENPIISAQNLLKLISNFSK/VSG 

YKJMVQKSQAFLYTINRQTESQI 


4330 


34698 


A 


4371 


3 


1234 




4331 


34699 


A 


4372 


1 


2850 


MGMGPAKPGMGGNLLVCWLQ 

RPWEKRSIWAEVYRSSRYSHS 

WLPLSRKGCDFSGTCRQTLSIL 

TQPLRQWGLEGI KKPNS WllSEE 

SVSNGGPPLLIPRQTASGVDLQ 

QTPTDLQLRVLTVRRKTNKQK 

G I A STSTKRTSTPKPH L Y VTI 1 K 

DQSYIKPQRWGKNIAEKLKILKI 

RVALSLQRNAAPHQQWNKAG 

RRMSLMSSQKKASEVIESQMM 

EIKGEEKFREKRVKRNEQSLQEI 

WDYVKRPDLRL1GVPD 


4332 


34700 


B 


4373 


16 


701 




4333 


34701 


B 


4374 


1 


3743 




4334 


34702 


A 


4375 


227 


686 


KVMLAEYPVFAQLTLTLPPSSA 

S WEPSRG PGPRG 1 RGSCPE WLA 

SGPG\KAAPGAGVPPPAASFPDP 

PPRLRAPALAVSRGLRRELPSG 

LDWTHCLRTLPSL1VQILQQAA 

LLGLPPAYSDQLQRAGQLHFYS 

GLIKISLVLTTRLSFWGTTE 


4335 


34703 


A 


4376 


216 


644 


VTYSKEKECGEVADSVAKTAL 

EKDGAPRTGDPRPNLGADPPRS 

LVSSAGPQAVRPVKPARQFPPQ 

PPRYSQGPARAAGEEGRGMRPP 

GAGRRLPGPPLPGPEASHSGQL 

PLM/PPGPGPRLGSQEPVSLSRY 

LQTQARMPGPRP 



480 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4336 


34704 


A 


4377 


18 


1023 


QIQHSPLVSPLPSLPPQPLVAEE* 

EPPVA/PWPRRLLPATSTSH/PSH 

PLTEPVPPT\SGRGCCLWTKRQ 

QKMCRTTYTSVGRK/CTFPIDS 

GALRLSDGEMRALQTPTGPQST 

VEGHTHLQSL/PHHDRVTATPG 

TEPGLRAAGNRRIFYPGP/VTSQ 

VQPQLLCGYGNASRTPAALTPG 

PAPPTQASLPNCGICPHLQMGR 

PTSPC/PPEGGHPSSSLYISLSPPP 

PSAPALRLPPPLP\SAPTAPAL/P/ 

PAAPSAPALRLLRPLPCCSFRPR 

PAAPSAPAPRLLPPLLVCSFRPC 

PAAPSAPAGLLLPPLLCCSGLSP 

RLCCPHSSCSSDPPRLQRKADSS 


4337 


34705 


B 


4378 


1 


984 




4338 


34706 


A 


4379 


332 


847 


VKLLLQDKEICILCQKTVYPME 

CLVADKQNFHKSCRRCHHCNS 

KLSLGNYASLHGQIYCKPHFKP 

TFQNPKGNYDEGFGHKAVHKD 

RWNWQKPKADSVDFIPNEEPN 

MCKNIAENTLVPGDRNEHLDA 

GNSEGQRNDLRKLGERGKLKV 

IWPPSKEIPKKTLPFEEELKMSK 


4339 


34707 


A 


4380 


305 


505 


GNLERMLNLGMVKQQKLPAIM 
KTQVLML*AINVPAKPLFPQSG 
GAVRTTHGGKSRLKETGATSD 
TE 


4340 


34708 


A 


4381 


56 


260 


1 VKTQS 1 DG/MGNLRITEKG LKL 
EGDS/EFLQPLYAKEIQSRPGLG 
TQEQSCQTLSSCSSRGQQQHAE 


4341 


34709 


A 


4382 | 


137 


920 




4342 


34710 


A 


4383 


532 


1680 


LLTTRTSFRSENHRHVGLLLVM 

TDNTRDKEYFGDESKRENEEKT 

VEKSIGEKQATLTTHANIITIRH 

CVKPEPDFSDHLNLLLGRADIT 

GEEMAAQRSSVEKLANGNIAL 

VDSLRSRSLEEGDSDPHKRLSG 

AQDIKTTVEEVIADVVEIARELE 

LEVEPEDVTEFLQAHEKTLTDV 

ELFLINEQIKWFLEMKSTPRED 

AVIIAETITKVLEYDINLVTKQQ 

QGMRQLTP1LKEVLLWVKCHQ 

TALHATEKPFIKGRINPCGKIHT 

CLNLRNCGQLLIREEEEEDKEE 

EEQYEEKEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEDEEEEDKE 

DEEEDKEKEEEEDNKEEEEEED 

KEKEEEEDKE\EKEDKEEEEDK 



481 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4343 


3471 1 


A 


4384 


■-> 
J 


495 


EDTGTFRI Y\ESAGAVKKARGF 

LEFVEDF1QVSKNLIGKVIGKNG 

KVIQE1VDKSDMVPVRIEGDSE 

NKLPREDKDDRDSRHQRDSRR 

CPGGRCRSVSGRRGRGGPRGG 

KSSISSVPKDPDSNPYSVLDN/T 

ESDQTADTDASKSHHSTNRHTR 

SRRRRTDEDAVL 


4344 


34712 


A 


4385 


1 


550 


TESERKDELSDWSLAGEDDRDS 

RHQRDSRRRPGGRGRSVSGGR 

GRGGPRGGKSSISSVLKDPDSN 

PYSLLDNTESDQTADTDASESH 

HSTNRRRRSRRRRTDEDAVLM 

DGMT\ESDTASVNENGLVAKDV 

IEEHGPSEKAINGPT\SASG\DDIS 

KLQRTPGERKRL!P*KKENTQE 

AAVLNGVS 


4345 


34713 


A 


4386 


1 


2063 


MA E LTV E V RG SNG AF Y KG F I K 

DVHEDSLTVVFENNWQPERQV 

PFNEVRLPPPPDIKKEISEGDEV 

EVYSRANDQEPCGWWLAKVR 

MMKGEFYVIEYAACDATYNEI 

VTFERLRP VNQN KTV KKNTFFK 

CTVDVPEDLREACANENAHKD 

FKKAVGACRJFYHPETTQLMIL 

SASEATVKRVNILSDMHLRSIR 

TKLMLMSRNEEATKHLECTKQ 

LAAAFHEEFVVREDLMGLAIGT 

HGSNIQQARKVPGVTAIELDED 

TGTFRIYGESADAVKKARGFLE 

FVEDFIQVPRNLVGKVIGKNGK 

VIQEIVDKSGVVRVRIEGDNEN 

KLPREDGMVPFVFVGTKESIGN 

VQVLLEYHIAYLKEVEQLRME 

RLQIDEQLRQIGMGFRPSSTRGP 

EKEKGYATDESTVSSVQGSRSY 

SGRGRGRRGPNYTSGYGTNSEL 

SNPSETESERKDELSDWSLAGE 

DDRDSRHQRDSRRRPGGRGRS 

VSGGRGRGGPRGGKSSISSVQY 

RSN I FfNCSTL KRJ FL A S DNfN I V L 

KDPDSNPYSLLDNTESDQTADT 

DASESHHSTNRRRRSRRRRTDE 

DAVLMDGMTESDTASVNENGL 

DDSEKKPQRRNRSRRRRFRGQ 

AE\DRQPAIDFIYKEVEKVVSL 

WQAKDVIEEHGPSEKAINGPTS 

ASGDD1SKLQRTPGEEKIMTLKE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4346 


34714 


A 


4387 


1 


1882 


CGSNMADVTVEVRGSNGAFYK 

GFIKDVHEDSLTVVFENNWQPE 

RQVPFNEVRLPPPPDIKKE1SEG 

DEVEVYSRANDQEPCGWWLA 

KVRMMKGEFYVIEYAACDATY 

NEI VTFERLRP VNQN KTVKKNT 

F FKCTV DVPEDL R E A C AN EN A 

H KDFKKA VG ACRI F YH PETTQL 

MILSASEATVKRVN1LSDMHLR 

SIRTKLMLMSRNEEATKHLECT 

KQLAAAFHEEFVVREDLMGLA 

IGTHGSNIQQARKVPGVTAIEL 

DEDTGTFR1YGESADAVKKAR 

GFLEFVEDFIQVPRNLVGKVIG 

KNGKV1QEIVDKSGVVRVRJEG 

DNENKLPREDGMVPFVFVGTK 

ESIGNVQVLLEYH1AYLKEVEQ 

LRMERLQIDEQLRQIGSRSYSG 

RGRGRRGPNYTSGYGTNSELSN 

PSETESERJKDELSDWSLAGEDN 

RDSRHQRDSRRRPGGRGRSVSG 

GRGRGGPRVGGKSSISSVLKDPD 

SNPYSLLDNTXESDQTADTDASE 

SHH STN RRRR/S I RRRRTD\ED A 

VLMNGMTESDTASVNENGLVT 

VADYISRAESQSRQRNLPRETL 

AKNKKEMAKDV1EEHGPSEKAI 

NGPTSASGDDISKLQRTPGEEKI 

NTLKEENTQEAAVLNGVS 


4347 


34715 


a ; 


4388 


2 


421 


PRVRDSDTEDDSEAEHFESFIHP 

TAMMFTSTINLLQTLCLSAGVH 

A E I M QSE ATKTLCG LL\K SS PN R 

L V Y R EQHRS WCTLG F VQS I A LT 

LQVCGALSSLQWITLLMKVVE 

GHAPFTATSLQRQ1LAVHLLQA 

VLPSWDK 


4348 


34716 


A 


4389 


269 


417 


DLNCKVGSCFEVYSS*KQG1N*I 
KLGDSKT*P*LSGPTSENLKNSS 
LAE 


4349 


34717 


A 


4390 


1 


516 




4350 


34718 


C 


4391 


1 


1527 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4351 


34719 


A 


4392 


200 


1267 


TFSKASRGGNPHSMTKA PSDFR 

KARQTGIPGCSQLGSRYSLEPE 

QSALRJLVCIQKLQESSTTCEDFF 

CPLCGRAWAVSTPLTDSPSPGH 

QPAVK*LGLVPFSDTHHPLPFQ 

VLSTDDTSSSSSCSSSCSASSSSP 

/SLLLLLLFLLLLLLLLMLLLKL 

FLLLLLFLL/RPPASPPLLPPALS 

PPL/HC SSSPS A PP A S PPPA PPPPP 

APPPSPPPAPPPSAPSSPAPLPPA 

PASPPFSCSSSSCSSSCSSSSFSSC 

SSLSSSAQAEGSLRAPRESSPSL 

DPSAPQRVKVVPPQAGSGHRA 

GGALEN RPRGKKP WLH FRPG L 

RSRLPARSLRSRPAPTRWRLRSS 

GRFTGAATATATA RT 


4352 


34720 


A 


4393 


1 


2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALAIL 

LELAVQRGTLSQMLSA1LLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQS1ICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

L YALSD AEDG RG\TL* WLQSS I F 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSR\CSHRWALG 

DHSQAFLQAIADNNIQDHMVKT 

HQEQGRSYKEVCTPV1ERLRFL 

SNELRPAVGNDLS1ISEFKLLSSL 

PR WRR1 AQKH RERRKK Rl PK KP 

ESTADEEKIGNEESDLEEACILP 

HSPINVDKRPIAIKSPKTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQ H S ANN LDLL LN SGTL A LTQT 

ALRLIGPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKiGTRVMRGVDW 

KWGDQDGPPPGLGRVIGELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

CMLGFVRSIALTPQVCGALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 
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BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/USO .1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=$top codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4353 


34721 


A 


4394 


266 


1 1 10 


WARGGCARNALASGNA1QGGK 

CNPGLFPPSPNRLVYREQHRSW 

CMLGFVRSIALTPQVCGALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQLCPE/HTSCPVLKDFCKSVi 

TDVACSSL1STLLVFWGGLLHT 

HKEASESWREAKSTSYVAAAR 

EN EEDAKAEPPTPGIKPSDLVRL 

IHYOENSMGETAPMIOIISHWV 

PPTTHGIYGSTIQDEIRVGVSYP 

GHTDARGFQLLLVSGDFSIPYW 

SLSSAYTSVNSSFVESLQSNLLK 

GILLPATIMTDPRTTGHQ 


4354 


34722 


A 


4395 


1 


734 


MVQLSGKRILNSPYLELRCHQN 

MDHLGWVIKKSLNRSEVSWVP 

GLEFPWGPKPFREVIAGPLLRN 

NGQSLESSSLEGSHVGVYFSAH 

WCPPCRSLTRVLVESYRKIKEA 

GQNFVEII F VSADRSEESFKQYFS 

EMPWI AVPYTDFARRSRI NRI 

YG I Q A H L FLT AN A EDFDTT VQ V 

NKIILITYRQNENSLSSLKTGET 

E AQG RLQG SPSN V RG H DPDRH 

AIPLSVNRWNPSKSSPSPAVWS 


4355 


34723 


A 


4396 


195 


1071 


LHEFDSSRDLTSGLGGARTHRR 

LGGPSDAPRGLPAPPPAPPVRPG 

/PRSPGPSAGTAR/DAPRPSVQM 

RAQRPARGSTKDLIETCCAAGQ 

QWAIDNDECLEIPESGTEDNVC 

RTAQRHCCVSYLQEKSCMAGV 

LG A KEG ETCG A EDNDSCG I SLY 

KASLTCGLQGRCLNPQQASMG 

LFSYDVQSSKKINRS1QEKLGG 

HGVCAATPGGGMRNCGRI RR^ 

GQRRGGTDRCEAVLTGLFTRA 

LIREQMGDPHPLDHTGQLAKPL 

EVEKTPARWKYLDTNGEKEEP 

ELRTQCPSLYED 


4356 


34724 


A 


4397 


1 


520 


MMGEKAEKPDTKEKKPKAKK 

ADAGGKRNCRYSRSAMYSRKT 

TSRKKYSAAKSKVEKKKKFLA 

TVTKPVGVDKNSGTQVVKLHK 

MPRYYPTEDVPLKLI SHG/KKK 

PFSQHR/RRVVFLKQLV/SGTGP 

LVLNQVPLRRTHQKFVIATSTKI 

GSSNVKIAKRLTGAYFKKVWK 

PKHQE 


4357 


34725 


C 


4398 


67 


243 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


4358 


34726 


A 


4399 




333 


QRSCIENILRAC/VGLPPQN1 IML 
LEHKMXDAKRVGPVAATYPML 
N KKG PV PA ATNGCTG DA NG H L 
Q E E PPM PTT* G PG H T V S R L F L PA 
APHDPTLKAPTNNSAA TQPSKN 
KKK 


4359 


34727 


A 


4400 


587 


1013 


GAASAGRG PGPRAPGLWGRGP 
AAAGASLVPTDH VHLSYNHLG 
NNDGENLSAP/SQFRSKEVSKS 
N V V DD/M VQSN P V L YTPG E K PD 
HATRCWPHPSAGPSAADRA VP 
ARPAGAPATEPHAPGTQNGAP 
GPSLKRVGPVAATYPI 


4360 


34728 


A 


4401 


2 


334 




4361 


34729 


B 


4402 


257 


975 




4362 


34730 


A 


4403 


30 


365 


EEAETVLVGQLKQLSSCLAVH 

KYRPETKQEKKQRLLARAEKK 

AAGKGDVPTKRPPVLRAGVNT 

VTTLVENKKAQLVXCRKMGVP 

YCIIKGKARLGRLVHRK TCTl'V 

AFTQVN 


4363 


34731 


C 


4404 


62 


217 




4364 


34732 


A 


4405 


2 


69 




4365 


34733 


A 


4406 


1 


951 


GTRPKMPKGKKAKGKKVAPAP 

AVVKKQEGFRKKW*IPWFEKR 

P\KNFGIGQDIQPQKRPPPLL*K 

WPRQYQACSGQRAILYKR\LKV 

PPAMKPVSPRALD\RQT\ATQLA 

*AVAHKVQTQRQKQEKKQRL\ 

LARADEEGCLAKGDVPNERDP 

PVPSSQEFNPVSPPLVKEQEKLK 

LVVNWHTDVXDPHPSLVCLPC/ 

LCPAPVS*KMGGPFTCIJQGKRA 

RLWDRLVPOERPCTTCPPF-nOV 

NXSEDKVRLLAKAGLEA IQG PI Y 

N*PDTMEIRPSLGVGNVLG\PKS 

VAR1VAKA RN RH KAKETA TH TG 

LNVTLLSFLYYKNN 
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BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4366 


34734 


A 


4407 


1 


1392 


MPDVSEEQKESVCTGSMMREE 

ESSRKGKVRTAGAKSSSSDRVP 

RLNQEEVESLNRPITGAEIVAHN 

SLPTKKSPAPDGFTAEFYQRIRJ 

QQPIIRJQQPIKKLIQHDKVGFIP 

GMQGWFT^ICKSINVIQHINRTK 

EKNHMIISIDAEKPFDKIQQCFM 

LKTLNKLGJDGTYLKURAIYHK 

PTA1M 1 1 LNGQKLE A FPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KE1KGIQLGKEEVKLSLFADDM 

IIYLENPTVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKRIKHLGIQ 

LTRDVKDLFKENYKPLLNEIKE 

DTKKWKNIPCSWAGRJSIMKJV1 

AILPKVIYRFNAIPIKI PMTFFTF 

LEKTTLKFIRNQKRAH1AKSILS 

QKNKAGGITLPDFKLYYKATV 

TKT A WYWYQNRDI DQCTRTQ P 

\SEITPHIYNYLIF 


4367 


34735 


A 


4408 


1 


1947 


MALRRLSHDVSGALLLANGES 

TGNSGGSSGSSPSGGATSGSSQ 

TSJSGDVVEACCSVLSMVCADP 

VYKVYVAALAQCMLLVTLEDPS 

SHFTRMRRRLM/AYADEVEIAE 

AIQLGVEDTLDGQQDSF\CRHL 

FPTTIWKPQRTVP/LECTIHLEKT 

GKGLCATKLSASSEDISERLASI 

SVG PSSSTTTTTTTEQPKPM VQ 

TKGRPHSQCLNSSPLSHHSQLM 

FPALSTPSSSTPSVPAGTATDVS 

KHRLQGFIPCRIPSASPQTQRKF 

SLQFHRNCPENKDSDKLSPVFT 

QSRPLPSSN 1 HRPKPSRPTPGNTS 

KQGDPSKNSMTLDLNSSSKCD 

DSFGCSSNSS/NCCYTXSDETVFT 

P V E E KCRLD VNTE LN S SI EDLLE 

ASMPSSDTTVTFKSEVAVLSPE 

KAENDDTYKDDVNHNQKCKE 

KMEAEEEEALAIAMAMSASQD 

ALPIVPQLQVENGEDI1IIQQDM 

TFFRHIIPPIQW1YKKESATMLLID 

STGQRLRIADFGAAARLASKGT 

GAGEFQGQLLGT1AFMAPEVLR 

GQQYGRSCDVWSVGCAIIEMA 

CAFCPPWNAEKHSNHLALIFKKL 

LDFANTACDGDfCESEVEDVET 

DSGNSPEDLRKEIMIGLQYQAEI 

PPYLGEYDGNEKDSPQPKKMT 

GVQNAKEVLST 
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BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/USO 1/0863 1 



SEO H> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon tor hist amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn. 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4368 


34736 


A 


4409 




4485 




4369 


34737 


A 


4410 


2 


927 


IDHMIGHKASLNKFKKIE11SSTL 

SGHNGIKLEINSKRDLQNHANT 

RKALNNLLLNEH WVKNEIKMEl 

LKFFELNDHNDTTYQNLWDTA 

KATF\LLRGKFTALNAYIKKTER 

AQTDILRSHVKELEKQEQTKPK 

PSRRKEITK1REELNEMETNKK 

KIQK1NETKSRFFEQINKIDRSLA 

RLAKKLRREKIQ1TSIRNKTGDTT 

TDTTEIQKIIQGYYEHLYAHKLE 

NLEEMDKFLEKYNPPSLNQEEL 

DTLN RTI TSN KI E M V 1 K K L PTKK 

KSPGPNGFTAEFYQTFKVEELVP 

ILSILVHKTEKEGTLP 


4370 


34738 


A 


4411 


405 


517 




4371 


34739 


A 


4412 


1 

* 


1197 


MEISELNAKLRSQEKEKQNEIIK 

LQLEKLQHFQEEKNKEIAILRJM 

TIRDLEQRLSVGKDSHLFCREN E 

QLKISADLIKEKLKSHEQEYKN 

N1AKLVSEMK1KEEGYKKEISK 

LYQDMQRXGRIKVTCEWTCSE 

RKTEGREPGPVREPTGRSQSAE 

NEGSKTLAEINTKGTQSPAERIN 

KIDRLLARLTNKRREKVQ1SSIR 

N KTGDI RTDTTEKQKFMQG Y H 

EHLYMHKLENLKEMDKFLE1Y 

SPPRLKREDIETLSRP1TISDIEM 

KNLKIPPKLPEL1NKFSKVSRYK 

1NVHKLVALLYANSDQTDNQIK 

NSTHFTIVAKKWLGIYLTKDM 

KDLHKENSK/PLLKEIIDDTIKW 

KHIPCSWMSTTNIVKMTILPKTI 

YKFNA 1 1 IK I PPSFFAERKKQS 


4372 


34740 


A 


4413 


1 


190 


MIQRKRASIGAPCAWVRKKEE 
EEEEEEEEEEEEEEEEEEEEEVK 
KKKKKKKERTTWLWGNPLT 


4373 


34741 


A 


4414 


303 


429 




4374 


34742 


A 


4415 


123 


252 




4375 


34743 


A 


4416 


1 


156 




4376 


34744 


A 


4417 




351 


EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEE\KEEEEEEEEEEEEGEEEE 
LGRLHGGSGKVRGLGFTENQQ 
GSTNRQHQREDNRKSKQKK1M 
NTKPEATESL1VNGITITAPA 


4377 


34745 


A 


4418 


I 


192 




4378 


34746 


A 


4419 


3 


259 




4379 


34747 


A 


4420 


1 


279 




4380 


34748 


B 


4421 


1 


708 




4381 


34749 


A 


4422 


! 


269 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possinle nucleotide insertion) 


4382 


34750 


A 


4423 


1 


322 


magkqgrsegasswrlssvlq 
lnsqyflqg aqqctflaata w 
kkrkeeeeeeeeeeeeeeef.fi e 12 
eeeeeeeeeeeeexkkkkkkkk 

KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKENPFSCF 


4383 


34751 


B 


4424 


327 


674 




4384 


34752 


A 


4425 


494 


960 


TRFYDHALHLIHRKGSTTVRSP 

PPLYFIGESKASALLAISLRWSG 

RSQPRSSVNQ1RKAWGFRPRKG 

TEE/DERSGCPSDALESDDPMA 

YIHFTAEGEVTFKSILFVPTSAP 

RGLFDEYGSKKSDYIKLYVRRV 

FITDDFHDMMPKYLNFVKGVV 


4385 


34753 


A 


4426 


1 


2539 


VGGPRG WRCEDPNPGVGCiGGG 

SCDRRG L ETH RPH A MRALWVL 

GLCCVLLTFGSVRADDEVDVD 

GTVEEDLGKSREGSRTDDEVV 

QREEEAIQLDGLNASQIRELRE 

KSEKFAFQAEVNRMMKLIINSL 

YKNKEIFLRELISNASDALDKIR 

LISLTDENALSGNEELTVKIKCD 

KEKNLLHVTDTGVGMTREELV 

KTMLGTIAKSGTSEFLNKMTEAQ 

EDGQSTSELIGQFGVGFYSAFL 

VADKVIVTSKrJNNDTQHIWES 

DSNEFSV1ADPRGNTLGRG H IT 

LVLKEEASDYLELDTIKNLVKK 

YSQFfNFPIYVWSSKTETVEEPM 

EEEEAAKEEKEESDDEAAVEEE 

EEEKKPKTVKKVEKTVWDWEL 

MNDIKPIWQRPSKEVEEDEYKA 

FYKSFSKESDDPMAYIHFTAEG 

EVTFK\S1LFVPTSAPRG\LFD\DY 

GSKK\SDYIKLYV\RR\VFITD\DF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRKKL 

VP*NRWDMIKKI/SLDDKYNDT 

F WXKEFG YQHSSL V V I EG PER 1 R 

TRLAKLLR\FQSSHHPTD\rrSLD 

QYVERMKEKQDKIYFMAGSSK 

KEAESSPFVERLLKKGYEVIYL 

TEPVDEYCIQALPEFDGKR1 ON 

VAKEGVKFDESEKTKESREAVE 

KEFEPLLNWMKDKALKDKIEK 

AVVSQRLTESPCALVASQYGW 
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BNSDOCID: <WO_01 75067 A3JA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4386 


34754 


A 


4427 


2 


622 


PA R A A LG I LTSHQSG FLKTSTSK 

IT\STAWKN\KDITMQSTKQYAC 

LHDLTNKGIGEEIDNEHPWTKP 

VSSENFT\SP\YVWMLDAEDLA 

DIEDTVEWRHRNVESLCVMET 

ASNFSCS\TSGCFSKDIVG\LRTS\ 

ACWQQHCASPAFAYCGXHSFCC 

TGTALRTMSSLPESSAMW*KKP 

ARTRLPRGKDLI YFGSEKSDQE 

TGTLLLPVSS 


4387 


34755 


A 


4428 


2 


1421 


QHCSQKDTAELLRGLSLWNHA 

EERQKFFKYSVDEKSDKEAEVS 

EHSTG1THLPPEVMLSIFSYLNP 

QELCRCSQVSMKWSQLTKTGS 

LWKHLYPVHWARGDWYSGPA 

TEL\DTAEPDDEWVKNR\KDESR 

AFHEWDEDADIDESEESAEES1 

AISIAQMEKRLLHGLIHXNVLPY 

VGTSVKTLVLAYSSAVSSKMV 

RQILELCPNLEHLDLTQTDISDS 

AFDSWSWLGCCQSLRHLDLSG 

CEK1TDVALEK1SRALGNSGHL 

H QSG FLKTSTS K ITSTA WKN K D 

ITMQSTKQYACLHDLTNKGIGE 

EIDNEHPWTKPVSSENFTSPYV 

WMLDAEDLADIEDTVEWRHR 

NVESLCVMETASNFSCSTSGCF 

NH RP WSQNE YEQLN Y AKQLKE 

RLEAFTRDFLPHMKEEEEVFQP 

MLMEYFTYEELKDIKKKV1AQ 

HCSQKDTAELLRGLSLWNHAE 

ERQKFFK YS VDEKSDKE A E VS 


4388 


34756 


B 


4429 


70 


348 




4389 


34757 


A 


4430 


2 


371 




4390 


34758 


A 


4431 


1 


907 


MGH RJN I VC KI D A PC A RQTRTF 

HPVVKTVEDCGRYPSV1EFGKY 

E I QTWYS S P Y PQE Y A RN LA KEG 

KMGERJEMSFVQQLQPMSGRCS 

LF\RELSSCTYLLNTQPP/AVSIH 

FLAVW11LLVDGNMSKIYCQTML 

CLLAKLFLDHKTLYYDVEPFLF 

YVLTKNDEKGCHLVGYFSKWT 

VLQGQWQVQG1AHFSRALTYLI 

CFSFPQEKLCQQKYMVSCIMIM 

PQHQRQGFGRFLIDFISFPRLT1G 

ASFTQLRKQSMSNSTXEIPLLGD 

NGKSSPTFHWQSLTSSPNAHFS 

LEAQLSILGHLFQSP 



490 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SKQ U> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Slop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


4391 


34759 


A 


4432 


1 


3468 


MGKKQNRK1 GNSKNQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRLSNYSELPEDIQTKGKE 

VENFEK.NLEECI TRITNKRNFKP 

TK1KRDKEGHYIMVKGSIQQEE 

LTILNIYAPTGAPRFIKQVLSDR 

QRDLDFHTLIMGDFNTPLSTLD 

RSTRQKVNKD1 QELNSALHQA 

DL1DIYRTLHSKSTEYRFFSAPH 

HTYSKIDHLLGSKAFLSICCKRT 

EUTOYLSDHSAIKLELRIKNLTQ 

NRSTTWKLNN 


4392 


34760 


A 


4433 


3 


1900 


FNKCMTLKFRLKNFSRINKJDTP 

LARLIKKKREKNRIDTIKNDKG 

D1TSNPTEIQSTIREYYKHLYTN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGSEIMAIINSLPT 

KJCSPGPDGFTAKFYQRYKEELV 

PFLLKLFQSIEKEGILPNSFYEAS 

1ILIPKPGRDTTKNENFRPISLMM 

IDAKILNK1LANRIQQHIKKLIH 

HDQVGFIPGMQGWFNIRKSINV 

IQHISRTKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLGMKYLGl 

QLTRDVKDLFKERS/YEPLLNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIP1KLPMTFF 

TELEKTTLKFIWNQKRALIAKSI 

LSQKN KAGG ITLPDFKL Y YK AT 

VTKTA WY W YQN RDIDQWN RT 

EPSE1TLHIYMYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKT1KTLEENLGITIQDIGM 

GKDYMSKTPKAMATKAKIDK 

WDL1KLKSFCTAKETTIRVNRQ 

PTKWEKI FATYSSDKGLISRIYN 

ELKQIYKKKTNNP1KKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SL A I REMQ 1 KTTM R Y H LTPVRM 

AIIKKSGNN 


4393 


34761 


A 


4434 


2 


1932 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


4394 


34762 


A 


4435 


1 


2571 


M KA El KM FFETN EN K DTTYQN 

LWNTFKAMCRGKFIALNAHKR 

KQERSNTDTLTSQLKELKKQEQ 

THSKPSRRQEITK1RAEMKEIET 

QKTLQK1KESRTWFFEKINKIDR 

LLARLTKKKREKNQIDAIKNDK 

GDITTDPTEIQTTIRJEYYKHLYA 

NKLENLEEMDKFLDTYTLPRLTsI 

QEEVESLNRPITGSEIEAIINSLP 

T/KKCPGPDGFTAEFYRRKRGM 

LPNSFYEASI1LIPKPGTDTTKKE 

NFRPISLMNIDVKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINIIQHINRAKDKNH 

MIISIDAEKAFDKIQQCFMLKTL 

NKLGIDGTYLK1IRAIYDKPTAN 

IILNGQKLEVFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKE1K 

GIQLGNEEVKLSLFADDMIVYL 

ENPIISAPNLLKL1NNFSKGSAY 

KIKVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIMKMAILPK 

VIYRFNAILIKLPMTFFTELEKST 

LKFIWNQKRARIAKSILSQKNK 

AGGJTLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNGTEPSEIM 

PHIYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLA1CRKLKLDP 

FLTPYTKINSRW1KDLHVRPKTI 

KTLENLGNTIQDIGMGKDFMSK 
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SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4395 


34763 


A 


4436 


1 


1965 


MTLESEQTFVYAVTATQTGAK 

EGTRMSKSNVAGQQGDSGEKA 

LQKTYQK1LREKESALEAKYQA 

MERAATFEHDRDKVKRQFK1F 

RETKENEIQDLLRA KRELESKL 

QRLQAQGIQVFDPGESDSDDNC 

TDVTAAGTQCEYWTGGALGSE 

PSIGSMIQLQQSFRGPEFAHSSID 

VEGPFANVNRDDWDIAVASLL 

QVTPLFSHSLWSNTVRCYLIYT 

DETQPEMDLFLKDYSPKLKRM 

CETMGYFFHAVYFPIDVENQYL 

TVRKWEIEKSSLV1LFIHLTLPRI 

K YLG IQLTRDVKDLFK EN Y KPL 

LNEIKEDTNKWKNILCSWTGR 

NNVMKM ATLPKVI YRFN A 1 PI K 

LPMTFFTELEKTTLKFI WNQKR 

AHIAKTILSEKNKAGGIMLPDF 

KLYFKATVTKAAWYWCQNRD 

IDQWNRTEASEITPHIYNHLIFD 

KPDKNKKWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKITM 

SRW1KDLNVRPKTI KTLEENLG 

NAIQDIGMGKDFMTKTPKAMA 

TKAKIDKWDLIKLKSFCMAKET 

PIGVNRQLTEWEKIFAIYPSDKG 

LISRIYKELKQTYKKKTNNPIEK 

LAKEMNRHLSKED1YAANRHK 

KKCSSSLVIREMQIKTT/MRYHL 

TPVRM AI I KKSGNNRC WRGCG 


4396 


34764 


A 


4437 


300 


476 


PDLSLWLPLTFFPSFQL W* I*QL 
C VLELLFSRS1FV A FSVFPEFES 
WPALLGWGSSPG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*~Stop codon, /^possible nucleotide 
deletion, \=possib!c nucleotide insertion) 


4397 


34765 


A 


4438 


413 


1689 


QKLYKPERIKYLGIQLTRDVKD 

LFKENY/KLNEIKEDTNKRKNIP 

CSWVGRINILKMAILQKViYRF 

NAIPIELP1TFFTKLEKTTLRFIW 

NKKRVH1AKSIPSKKNKAGGIM 

LPDFKLYYKATITKTAWYLYQ 

NRDIDQWNRTEALGITPHIYNH 

LIFDKPDKNKQRGKDSLFNKW 

CWENWLV1CRKLKLDAFLTPY 

TK IN S R WI K DLN I RPKT1 KTLEE 

NLGNTIQGIGMGKDFMTKTPK 

AMATKAKIDKRDL1KLKSFCTA 

KETNIRVNRQPIEWEKIFAIYRS 

DKGLISRIYKELKQIYKKKTNN 

SIKKWAKDMNRHFSKEDIYAA 

NRHEKICWSPSLVTREMQ1KT1M 

RYHLTPVRIMTIKMSGNNRCW 

RGYGEIGMLLHCWWECKLVQ 

ALWKTVWRFLKDLELE1PFDPV 

I PLLG I YPKDYT 


4398 


34766 


A 


4439 


3 


2404 




4399 


34767 


A 


4440 


1 


1572 


MLVSFVSLGSLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTRJNSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

AIEDQTNEINNGENGTKLENTL 

QDIIQENFPNLARQAN1Q1QEIRR 

TPQR Y SS RKATPRH II V R FTK VE 

MKEKVLRAAREKVLEVLARAI 

SQE1CEIKCTQLGKEEVKLSLFA 

DDMIVCLENPVVSDHNVLKLIS 

NFSfCVSVYKINVQKSHAFLYTN 

NRQTESQIMSELPFTITTKR1KY 

LG IQLTR A VKDFFKEK Y KPLLN 

EIKKDTNKWKNIPCSCIGRINIM 

KMA1VPKVIYGFNAIP1KLPRTF 

FTELEKTTLKFIWKKKGAKTILS 

IKNKAGGIMLPDFKLYYKATVT 

KIAWYWYQNRY1NQRNRTETS 

EITSHIYNHL/IFDKPDKNKKWG 

KDSLFNKWCWENWL 


4400 


34768 


B 


4441 


1 


1558 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4401 


34769 


A 


4442 


837 


4329 


TWKGTTDRSTRQKVNKDTQEL 

NSALHQADLiDIYRTLHPKSTE 

YTFF/LAPHHTYSKIDH1VGSKA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMMAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FI A LN AH KRKQERS KI DTLTSQL 

KELEKQEQTHSKASRRQE1TK1R 

AELKEIETQKTLQKINESRSWFF 

ER1TKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


4402 


34770 


A 


4443 


1 


816 


MRRDYPVKAFTSRKREQHVQK 

VPSKKSRQVQRTERRFLETTPD 

LLYQKEKDLLLISSSKKQPRPGI 

ERUYMMTQGSIHQEDVAILK/V 

YTSNKRASKYIQQ/TLLEIKGKI/ 

AHPQ1VGDFNTPTSTIDRTIRQQI 

SIEFYDTIKQWDLTDTCRTGHPI 

TEY1FCSGAHLTFTKINHIQGPK 

RILKRFKRJEIIECVLVLKGCQA 

KN RKKEEDLQTY WMLN I YGPH 

YRSGSYAAIHRQET1CSGQLSQ 

ALRDRFAMNAKLLLSLAAHLW 

VIKLDFM ; 


4403 


34771 


A 


4444 


87 


307 




4404 


34772 


A 


4445 


1 


534 


MEESRGAKJWALLPGDATLPP 

GSLGSARHPPEP/RPVPGP/PPHQ 

TCPGPSACSSRRPEPRSSPGSPA 

RAPPAPPPPAAPAPRCEPPLWLL 

LRVPCPGRSGWSWMTT*I/SERP 

VQKRARSGPQPRLPPCLLPLSPP 

TAPDRATAVATAPPVLGPMSSW 

SPRRAGGPTRPCTALQALSIPA 


4405 


34773 


A 


4446 


164 


660 


YPSGRRLREPADVADAWDGME 

ESRGAKPPPALLPGDATLPPVAP 

SGQLGTRPSPPSSRPSPHQTCPG 

PSACSSRRPEPRSSPGSPARAPP 

APPPPAAPAPRA/SPRRPLPAPRS 

ASVPAFSAPPSQWPEVGPSPCA 

LRRAMPRGPGPPPEPRLVAEPG 

EDAAPTAGR 


4406 


34774 


A 


4447 


1 


417 
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SKQ ID 

.NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4407 


34775 


A 


4448 


1 


1802 


MSYPADDYESEAAYDPYAYPS 

DYDMHTGDPKQDLAYERQYE 

QQTYQVIPEVIKMFIQYFHKTVS 

DLIDQKVYELQASRVSSDVIDQ 

KVYEIQDIYENSWTKLTERFFK 

NTPWPEAEAIAPQVGNDAVFLI 

LYKELYYRKIYAKVSGGPSLEQ 

RFESYYNYCNLFNYILNADGPA 

PLELPNQWLWDIIDEFIYQFQSF 

SQYRCKTAKKSEEEIDFLRSNP 

KIWNVHSVLNVLHSLVDKSNIN 

RQLEVYTSGGDPESVAGEYGR 

HSLYKMLGYFSLVGLLRLHSLL 

GDYYQAIKVLENIELNKKSMYS 

RVPECQVTTYYYVGFAYLMMR 

RYQDAIRVFANILLYIQRTKSM 

FQRTTYKYEMFNKQNEQMHAL 

LAIALTMYPMR1DES1HLQLREK 

YG\DKMLRMQKGDPQVYEELF 

SYSCPKFLASPVVPNYDNVHPN 

Y H KE\PFLQ\QL K G VF * * S S SQQ 

AQLS/TPIRSFLKLYTATMPWAK 

LAGFPGPSQSQEFXRIPGFFVFKQ 

QDERTSVWTQRVFSAPGW*NF 

SQASEVDF\Y1\DKDMI\HIADTK 

VA\RRYG\DFFIRQI\HKREELNR 

TLKEGWGQRPWMIFHTHFREP 

GFECIIGQGSVFC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4408 


34776 


A 


4449 


1 


1722 


MNIKAKILNKILANRIQQHIKKL 

IHHDHVSF1PRMQGWFNIHKP1N 

VIHHINRTNDKNHMHS1DAEKA 

FDKIQHPFTLKTLNKLDDMTVY 

LENPIVSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

1MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKNIPCSWVGRINVVKMAILP 

KVIYRFNA1PIKLPMTFFTELEK 

TTLKFIWNQKRARIAKSIVLSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNRDIDQWNRTE\PSEI 

MPHIYNHLTFDKPDKNKQWGK 

DSLFNKWCWENWLAICRKLKL 

DPFLTPYTKJNSRWIKDLNVRP 

KTIKTLEENLGNTVQDIGMCKD 

FMTKTPKAMATKAKIDKWDLI 

KLKSFCTSKETI1RVNRQPTEWE 

KMFAIYPSDEGL1SRJCKE/LFKQ 

1YKKKNHPIKKWAKDMNRHFS 

KED1YVANKHMKKSLSSLV1RE 

MQ1KTTMRHHLTPVRMTIIKKS 

GNNRFWRGCGETGMLLHCWW 

ECKLVQPL*KIVW*FLKDLESEI 

PSDSAIPLGGIHPKAYKSFYY 


4409 


34777 


A 


4450 


1050 


1147 


PGEWHGQGSPRCWR*PLPQRC 
GHLLSCRWRTP 


4410 


34778 


A 


4451 


1 


614 


MEELVDEGLVKALGVSNFSHF 

Q1EKLLNKPGLKYKPVTNQNSL 

GTMQNRAGFPRDEDCLLLQVE 

CH PYLTQEKLIQYCH SKGITVT 

AYSPLGSPDRPWAKPEDPSLLE 

DPKIKEIAAKHKKTAAQVLIRF 

HIQRNVIV1PKSVTPAR1VENIQN 

TEHYKYCGLCVGPNLEKNLYP 

VDRM/WKNSCGQFVL*1SSHLE 

DYPFNAEY 


4411 


34779 


A 


4452 


2 


240 


WMELESLSHFQIEKLLN/K PG L 
KYKPVTNQVNSIQFKGSILEEGI 
VNMGDDSSMHVSAPEDPPVGQ 
DVEAEDSDTDDPDPV 


4412 


34780 


A 


4453 


1 


1019 




4413 


34781 


A 


4454 


1 


2028 
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SEQ ID 

iNO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown. 
*=Stop codun, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4414 


34782 


A 


4455 


3 


1045 


DFTSENFSAAWYLIENHSNTSI- 

EQLKMAVTNLKRQANKKSF.CS 

LAYVKGGLSTFLEAQDALSAIH 

QKLEADGTEKVEGSMTQKLEN 

VLNRASNTADTLFQ/EKVLGRK 

DKADST\RNALNVL\QRFKFLI N 

LPLNIERNIQKGDYDVV1NDYR 

K\AKSLFG\KTEVQVF\KK Y Y A E 

V\EPRVEALRELLL\DKLLETPST 

LHDQKRYIRYLSDLHASGDPA 

WQCIGAQHKWILQLMHSCKEG 

YVKDLKGKDFSSNVFQFSGSAL 

RRVPDTVRVLDSQFSRSALRSV 

PDTVQVLDSQFSGSALRRVPDT 

VRVLDGQFSRSALRSVPDTVRV 

LDKCHCSPAKVVMNAVTIFTG 


4415 


34783 


A 


4456 


1 


440 


MQRNLARAFSPGIKKIKMMCL 

GNSEKDWPKFRGVGEDAGLLA 

ARECGALLV1RHLINA VRAIVP 

NKSNNEIILVLQHFDNCVDKXTV 

QAFMEGSASEVLKEWTVTGKK 

KLLLQGEEELARLPF1TGGSGSC 

YSSSTLAVEEECRVLA 


4416 


34784 


A 


4457 


1 


276 


MEDEMEGLTEAGFRRWV TTNS 

AELKEHVLTQCKEAKNLDKRL 

EELLSRJTSLERD1SDQME/RELC 

EAYTS1NSQINQAEER1SEFEDH 

LAEI 


4417 


34785 


A 


4458 


3 


361 


EMVHRKKKAVHRTATADDKK 
LQFSLKKLEVNNVSGIEEVNMF 
TNQGTVI H FN\A EM PAN S FTI TG 
HAETKQLMEMLPSILNQLGA1 1 
CLTSLRRLAEALPKQSVNGKAP 
LATGEDDDEVPA 


4418 


34786 


A 


4459 


1 


475 




4419 


34787 


A 


4460 


57 


820 


EDGSGGGKFPEGARQGGTGQR 
RRRXA M RRTG A PA Q A DS R G RG 
RARGGCPGGEATLSQPPPRGGT 
RGQE PQMKET1 M NQEKTRH TC 
RAQWRJGGKGTARRKKKVVII 
RG A A S/A DDKKLQF\S L K K\LG V 
KN I SG IE\E VN M\FTN\QG TSG ST 
FNNP*KFQGISWPANTFHHLQG 
HAEDKGS*QEMLAQHLKPSLG 
ADSLTSLRJILAEALPKQSVDGK 
APLATGEDDDDE\VPDLV\ENF # 
♦RLPRNEANLNLSQLLKIKP 


4420 


34788 


A 


4461 


1 


1527 
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SKQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
0V/S40.2I7 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4421 


34789 


A 


4462 


8 


327 


LI WQLTFTKTI KS/CEEYGKI VST 

KAILDKNTNQCKGMCKGIRTL 

KSCLCYLINGSSIVEVQKRLAY 

AGTLEPSLVHQVYSELSYYKLP 

GTQVVRIIAEVLRMQDSSE 


4422 


34790 


A 


4463 


2 


573 


WMEGREKWRGRRKDGRKEGR 
KEGRKERRREREKGRERK/GKE 
RKGKERKGKERKGKERKGRER 
KGTEGKGTEGKGKERKGKEGK 
GKERKGKERKGKERKGKEGKG 
KEQKGKERKGKERKGKERKGK 
ERKGKERKGKEEKGRERKGKE 
GKGRERKGKEGGKEEGRKERR 
KEGRKEGKKFSNNGMVEEMQ 


4423 


34791 


B 


4464 


I 


1344 




4424 


34792 


A 


4465 


3 


373 




4425 


34793 


A 


4466 


1 


3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTSiYRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSL1WEVLESTVWART 

NEWSPVTRTVLISALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIKIDLGKFSDN 


4426 


34794 


A 


4467 


3 


415 




4427 


34795 


A 


4468 


396 


676 


LCFPYAERPDLQFLC* DLC ARSP 

YLLQAQKYLQEF*AIPHLDQQT 

EPPDPSVSFYLLDCTLNCTAQH 

KTC*KKSIGL*EQNQQTLSS1PY 

SHT 


4428 


34796 


A 


4469 


1 


858 


MEWEDNLPLELGRTVAKLLSD 

HSQTPLGIQMFLLFSLSLRKSPL 

VCLSYLFNFRFTLESEVQHLSG 

A ITLTA WPKJ PFLG I REA KS PRS 

ENTRLATILEAGHRHLGTSVSK 

DHPVTFWRPRRDLQSDLKQIKI 

DLGKFSDNPDGYIDVLQELGQS 

FDLTWRDIMLLLNQTLTPNERS 

ATITAAREFGDLWYISQVVAAV 

AGLVSEAVKIIQG\LTVWT/SHD 

VNGILTAKGDLWLSDNHLLKY 

Q A LLLEGPVLRL RTC ATLN PAT 

FLPDNEEKIEHNCQQV1AQTYA 


4429 


34797 


A 


4470 


918 


1939 





499 

BNSDOCID: <WO 0175067A3 \A> 



WO 01/075(167 PCT/U SO 1/08631 



SKQ II) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=l/nkno\vn 1 
*-Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4430 


34798 


A 


4471 


3 


2693 


PQVCLTIESQEVNCLLDAGAAF 

SVLLSCPGQLSSRSVTIRGVLGQ 

PVTRYFFQPLSCDWGALPFSHA 

FLIMPESLTPLLEREILVKAGAII 

HLN1GEGTPICRLLFEEG1SPEV 

WATEGQYGQAKNAHFVQVKL 

KDSTSFPYQRQYPLRPEAQQRL 

QKIVKDLKAQGLVKPYSSPCNT 

PILGVQKPKRQWRLVQDLR1IN 

EAVFPLYPAIPSPYTLLSQ1PEEA 

EWFTVLDLKDAFFCIPVHPDSQ 

FLFAFEDPSNPTSQLTWTVLPQ 

GFRDSPHLFGQALAQDLSQFSY 

LDTPVLQCMDDLLLAARSETLC 

HQATQALLNFLTTCGYKVSKP 

KAQLCSQQVKCLGLKLSKVTR 

ALSEERIQPILAYPYPKTLKQLR 

GFLG1TGFCRJW1PRYGKIARPL 

YTLI KETQKANTHLVR WTPEAE 

AAFHALKKALMQAPVLSLLTG 

QDFSSYVTKNKQTKKKK\T*IA 

LRVLALV*GTSLQPVAYLSKKT 

DVVAKGWPHCLWVMAA1AVLI 

SKAVKMIQ* RDLTV WTSHDVN 

G1LTAKGDLWLSDNHLLKYQA 

LLLEG PMLRLCTCAALNLDTFL 

PHNEEKIE1TNCQQVIAQTYATR 

GDHLEVPLTDPNPNLYTDGRSF 

VEKGLQKVGYAVVSDNGILES 

NPLTPGTSAQLAEL1ALTWALE 

LGEGKRVNIYTDSKYAYLVLH 

AHAVIWREREFLTSEGTPIKHQ 


4431 


34799 


C 


4472 


11 


1639 




4432 


34800 


A 


4473 


95 


2539 




4433 


34801 


A 


4474 


345 


768 


PRGARSTRCLPVERR\CDGLQD 

CGDGSDEAGCPDLACGRRLGSF 

YGSFASPDLFGAARGPSDIHCT 

WLVDTQDSRRVLLQLELRLGY 

DDYVQVYEGLGERGDRLLQTL 

SYRSNHRPVSLEAAQGRLTVA 

YHARARSHPLMNE 


4434 


34802 


A 


4475 


47 


563 


RLRFAVFTGAFHALSFLLSFVV 

LCCTY LKGLKVA RFHC K RJ D V/ 

MHHADARAAGGPAPQCAGTLS 

\EEQKRRRQRATKKISTFIGTFL 

VCFAPYVITRLVELFSTVPIGSH 

WGVLSKCLAYSKAASDPFVYS 

LLRHQYRKSCKEILNRLLHRRSI 

HSSGLTGDSHSQNILPVSE 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodou for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence < X=lJnkmm u, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4435 


34803 


A 


4476 


1 


332 


ERGRQEMSAKLRPPAEPPCVPA 

RJSP*RPS*RQ*MERRCPPWRCS 

PMPC/CFFREHALQVRCGPTSA 

DCGRDPLFSPHPKPLPHPVPDIG 

WVATAGAQRSSSPVPSSLFVVV 


4436 


34804 


A 


4477 


297 


943 


TGSWGGGGADQLRPALT 1 ALM 

PPDN R FG ENTPAAP ANG H C A P\ 

EPDITLVQDHSELPIGAAATMA 

HEIGHSLGLSHDPDGCCVEAA A 

ESGGCVMAAAT/GVRGHPI- PR V 

FS/SCSRRQLRAFFRKGGGACLS 

NAPD/TRTPGAAALCGNGFVEA 

GEECYCVSXGQECRDLCCFAHN 

CSLRPGAQCAHGDCCVRCLVR/ 

CMEGSGSHQLPRLVPGGDSAEI 

LM 


4437 


34805 


A 


4478 


1 


836 


MGPLTFRDVKIEFSLEEWQCLD 

TAPGNLYRDVMLENYRNl.VI L 

VMCSHFAQDVWPEHSIKDSFQ 

KVILRTYGKYGHENLQLRKDH 

KSVDACKVYKGGYNGLNQCLT 

TTDSKIFQCDKYVKVFHKFPNV 

NRNKIRHTGKKPFKCKNRGKSF 

CMLSQLTQHKKIHTREYSYKCE 

ECGKAFNWSSTLTKHKIIH I GE 

KPYKCEECGKAFNRSSNLTK.H 

K 1 1 HTG EKPYKCEECG\K A FN RS 

STLTKHKRIHTEEKPYKCEECG 

KAFNQFSILNKHKR.IHMGR 


4438 


34806 


A 


4479 


1 


588 


MLGKVQQQEQTIAKDLVVTKY 

KMCGGT/DIANRVLRSLVEASS 

S\GGQDYILKEGDLVKIDLGVH 

VDGFIANVTHTFVVDVAQGTQ 

VTGRKGDVIKAAQLCVEAALC 

LVKPGNQNIQVREAWSKVALS 

FNCMPIEGMLSHQLKQHVIDGE 

KNIIQNPTDQQKKDHEKAEFEV 

HEVYAADVLVSSGEGKAKDAG 


4439 


34807 


A ! 


4480 


85 


561 


LSHCLPLQTTEVGGFGNLLGY 

WIACSIGCVLSTGMLSHQLKQH 

VIDGEKTHQNPTDQQKKDHEK 

AEFEVHEVYAVDVLVSSGEGK 

VRRVPELAKRGD*ECSPDQMLL 

KLLFQAKDAGQRTTIYKRDPSK 

QYGLKMKTSRAFFSEVERRFD 

AMPFTLRY 
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SKQ II) 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4440 


34808 


A 


4481 


1 


1408 


GTSAPQPARSQLLALACLPAPL 

LARAFARPLLEDRGDSDHSLW 

LGRETEAAAAQGKRGCSGGSR 

KMSGEDEQQEQT1VD/DSLVVT 

KYKMGGD1ANRVLRSLVEASSS 

GVSVLSLCEKGDAMIMEETGK1 

FKKEKEMKKGIAFPTSISWHNC 

VCHFSP/L*KSDQDYILKEGDLV 

KIDLGVHWDGFIANVAHTFVV 

D V AQGTQ VTGRKVA D V IKA A H 

L\CAEAA\LRLVKPGNQNTQVT\ 

EAWNKVAHSRNCTPIXEGMLSH 

SLKQHVIDGEKP*FQNPTDKQK\ 

RAHEKADFEVHXDVYAVEGLV 

KPQERARPKDAGQRTT1YKRDP 

SKQYGLKMKTSRAFFSEVERRF 

DAMPFTLRAFEDEKKARMGVV 

VECAKHEL/VWQPFNVLYSGRE 

GDFVCPVLNFTVLXLMPNGPML 

1TSGPFEPDLYKSQMEVQ\DAEL 

KALLQSSASRKTQKKKKKKAS 

KTAENATSGETLEENEAGD 


4441 


34809 


A 


4482 


3 


190 




4442 


34810 


B 


4483 


1 


588 




4443 


3481 1 


A 


4484 


1 


1312 


MSSKGSVVLAYSGGLDTSCILV 

WLKEQGYDV1AYLANIGQKED 

FEEARKKALKLGAKKVFIEDVS 

REFVEEFIWPAIQSSALYEDRYL 

LGTFF\ARPC1ARKQVEI\AQREG 

AKYVSHGATGKGNDQVRFELS 

CYSLAP\QIKVIAPWRMPEFYNR 

FKGRNDLMEYAK\QHGIPIPVTP 

KNPWSMDENLMHISYEAG1LE 

NPKNQAPPGLYTKTQDPAKAP 

NTPD1 L E 1 E F\KXG VPVEGGPTF 

KDG\TTHQTFL\ELF\MYLNEVA 

GKHGVGPYLTSWENRFHWELK 

SRG ILRRPQAGVTI LYH AHLDIE 

AFTMGGDRAQIPNQGLGFEFVE 

LGVYRFSGTAPECELVGPCLRQ 

SPQERVEGKSAGVPSLKGPRCT 

SLGPEVPHCSLYNE\ELVKHGT 

CQGDYE\PN*LPPGFIQTSISLKA 

EGNYHRLPRAKVTAQIRPRVQ 


4444 


34812 


B 


4485 


47 


482 





502 

BNSOOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/0X63 1 



SfcQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence | 


Met 
hod 


SKQ ID NO: 
in I ISSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X—Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4445 


34813 


A 


4486 


2328 


3435 


KTTTLEDNLGNTIQDIGPGKDF 

MMKIPKLANATKIKIDEWDL1KL 

KSFCTAKATTKRVNKHDESLRS 

HYE* WGMLTDCV VMRDPNTK 

RSRGCGFVTYATVEEVDAATN 

ARPHKVDGKVVEPKRTVSRED 

SQRPGAHLTVKK1FVGGIKEDT 

GGFAFVTFDDHDSVDKIVIPKY 

HTVNGHNCEVRKALSKQEMAS 

ASSSQRG RSGRGGG FGGN EN FG 

CGGNFSGHGGFGGSHDGGGYG 

GSGDGYNGFGNDGGYPGGGPG 

YSGGSRGYGSGGQGCGNQDSG 

YG RSG S Y DSCN KG G RG G FG SG 

SGSNFGGGGSYNDFGNYNNQY 

SNFGPMKGGNF/GGRRSGP*GD 

GGQYFAKPPNHSGYGGSSSSSS 


4446 


34814 


A 


4487 


1 


762 




4447 


34815 


A 


4488 


-% 
-> 


333 




4448 


34816 


A 


4489 


1 


1676 


MRDPNTKRSRGFGFVTYATVE 

EVDAAIVTNTTPHKVDGRVVEPK 

RAVSREDSQRPGAHLTVKK1FV 

GGIKEDTEEHHLRDYFEQYGKI 

EVIEIMTDRGSGKKRGFAFVTF 

DDHDSVDKIVIQKYHTVKGHN 

CEVRKALPKQEMASASSSQRG 

RRGSGNFGGGRGDGFGGNDNF 

GRGGNFSGRGGFGGSCGGGGY 

GGSGDGYNGFGNDGSNF*G\GG 

SYNDSGNYNNQSSKFEPMKGG 

NFGGRSSGPYGGGGQYFAKPQ 

NQAARCVAARWLFRTEARLVF 

LQKFPPWAVVEVVTVIVAAPA 

AATATTRJDGGGCSRNCN1PEVF 

PELLGCPNRRGPPGGVREKQQQ 

TNSKSTRRQEITKTIAELKEIETR 

KTLQKINESRSWTYEKINKVDR 

LLDRLIKKKREKSQI DA1KNDIG 

DIVTDPAEIQTTIKEYYKRLYAN 

ELENLEEMDICFLATYSLHSLNQ 

EEVESLNKPVTSSEVEAVTNSL 

PTKKSPGPDGFTVLLEVLAPAIR 

QEKEIKH1PIGREEVKLSLFADD 

VIVYLENPIVSAQNLLKLISNFS 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4449 


34817 


A 


4490 


1 


1445 


MKCLKFINHKE1LEASERKQAE 

SLDFPFKKLRWHLCEG WIEEER 

DESRKSETIFKDLFKVPVLKET1 

YYKFYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNKNNKKTHQF 

V1VFFKTDEHLSARGRRRRSIVK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFUGGLSFETTDESLRSHFEQ 

WGTLTDCVVMRDPNTKRSRGF 

GFVTYATVVEEVDAAMNARPH 

KVD\GRVV\EP1CRAVSRJEDSQRP 

GAHI/TLVKKIFVGGIKEDTEEH 

HLRDDYFEEIILNSMEKIEVMEI 

MT\DRGSGKKRGFAF\VTFDDH 

DSVDKIVIVQKYHT/VGNGHNCE 

V\RKALSKQEDG*VLHPAQRG\ 

RSGSGKLLVVGRGRWFSVGMD 

NFG\RGGNFSWSVVAFGGT\RG\ 

GG G YG WQ WG M A YNG FGN DG\ 

SNFGGGG\SYNDFG\NYKNQ\SS 

NFG PM KGGN FG\G RSSG P YG\G 

GGQYF\AKPR\NQGGYGGSSSS\ 


4450 


34818 


A 


4491 


134 


612 


TVLNSMSVILA1STLLK11TGELL 

QSFGDGLLWNLVIG1RGIDGLSP 

KVRKVLQLLRLRQIFN/GTFVK 

LIKVTVNMLRTVEPY1AWGYPN 

LKSVNELIYKHGYGKISKKRIA 

LTDNVL1ARSLGKYGIICMEDLI 

YE1YTVGKRFKEANNFLWPFKL 


4451 


34819 


A 


4492 


1 


1983 




4452 


34820 


A 


4493 


1 


1527 




4453 


34821 


B 


4494 


1 


2211 




4454 


34822 


A 


4495 


1 


2478 




4455 


34823 


A 


4496 


2 


1544 




4456 


34824 


B 


4497 


1 


2151 




4457 


34825 


A 


4498 


1 


744 




4458 


34826 


B 


4499 


1 


2172 
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SEQ 1l> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknoun, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4459 


34827 


A 


4500 


1 


2535 


MKSGHPEKEQDNSDVQETREIT 

IRGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AG H PL ETQTALCE RGRGARSLV 

GNT1MTSQPVPN ETHVLPSN VIN 

FSQAEKPEP11MQGQDSLKKHLH 

AEIKVIGVNLIQNVLERGWGKC 

QEM1YVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

RE1VPVYEVLSVITGLQIQVFSG 

KEADSVIKRSIGWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLG1DGTYLKIIRA1YD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFN1VLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENP1VSDQNLLKLISNFS 

K VSG YKJN VQ KSQ A FL YTNN R 

QTESQIMSELPFT1ASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWVGR1NIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKFIWYQKRARJTKSI 

LSQRNKAGDITLPDFKLYYICAT 

VNKTAWYWHQN RF1IDQWNRT 

KPSEITLHIYMYLFFDNPDKNKK 

WGKDSLFNKWCWENWLA1CR 

KLKLDPFLTPYTKINSRWIKDL 

N1RPKTIKTLEENLGIT1QDIGMG 

KYFMTKTPKAMATKAKIDKW 

DLIKLKSFCTGKETT1RVNRQPT 


4460 


34828 


B 


4501 


1 


1785 




4461 


34829 


A 


4502 


1 


1415 




4462 


34830 


B 


4503 


1 


3262 




4463 


34831 


A 


4504 


1 


278 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4464 


34832 


A 


4505 


3 


2528 


ENKDTTYQNLWDAFKAWCRG 

KFIALNAHKRKQEKSK1DTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKE! DTQKTLQK IN ESRS 

WFFERINKIDRPLARLIKKKREK 

NQTDTIKNCKGD1TTDPTEIQTT 

1REYYKHLYANKLENLEEMDK 

FLNTYTLPRLNQEEVESLNRPIT 

GAEIVAIISSLPT/K/KSPGPDGFT 

AEFYQRYKEE/LEKEGILPNSFY 

EASIILIPKPGRDATKKENFRPIS 

LMNIDAK1LNKILAKR1QQHIKK 

LIHHDQVGFIPGMQGWFNIRKS 

INVIQHrNRTKDKNHMIISIDAE 

KA F D K 1 QQ RFLLKTLN KLG I DG 

TYFKIIRAIYDKPTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARA1RQEKEIKGIQLGKEE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNTQTESQIMSELPFT1 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKDDTNKWKNIPCS 

WVGRINIVKMAILPKLPMTFFT 

ELEK\TTLKFIWNQKRACIAKSI 

LSQKNKAGGITLPDFKLYYKAT 

VTKTA WY W YQNRD1 DQ WN RT 

EPSEIMPPIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKTIKTLEENLGITIQDIGL 

GKDFMSKTPKAMATICAIC1DK 


4465 


34833 


B 


4506 


1 


5401 




4466 


34834 


A 


4507 


1 


5271 . 


MNIDAKILNKILPNQIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIQHINRAKDKNHMIILIDAEK 

SFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTAN1ILNGQKLE 

VFTLKTGTRQGCPLSPLLFNIVL 

EVL ARA I RQEKEIKG IQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKQISNFSKISGYK1NVQKSQA 

FLYTNNRQTESQIMSEIPFTIAL 

KRIKYLGIQLTRDVKDLFKENY 


4467 


34835 


B 


4508 


924 


3423 




4468 


34836 


A 


4509 


525 


673 


RDSWGTCPVSGAGKVDWPPSS 
*HHR*HQQWCCGMPHQLSTKE 
NISIKDHLTKEKRKGGAV*RII 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


4469 


34837 


A 


4510 


25 


1766 


GTCQFAAMNVVFAVKQYISKM 

IEDSGPGMKVLLMDKETTGIVS 

MVYTQSEILQKEVYLFER1DSQ 

NRE1MKHLKA1CFLRPTKENVD 

YIIQELRRPKYTIYFIYFSNVINSK 

SDVEVIGLKL1EQEVVAEVQEF 

YGDYIAVNPHLFSLNILGCCQG 

RNWDPAQLSRTTQGLTALLLSL 

KKCPMIRYQLSSEAAKRLAECV 

KQVITKEYELFEFRRTEVPPLLL 

ILDRLDDAITPLLNQWTYQAM 

VHELLG1NNNRIDLSRVPGISKD 

LREVVLSAENDEFYANNMYLN 

FAEIGSNIKNLMEDFQKKKPKE 

QQKLESIGS\MKA\FVENYPQFK 

KMSGTVSKHVTVVGELSRLVS 

ERNLLEVSEVEQELACQNDHSS 

ALQNIKRLLQNPKVTEFDAARL 

WMLYALHYERHSSNSLPGLM 

MDLRNKGVSEKYRKLVSAVVE 

YGGKRVRGSDLFSPKDAVA1TK 

QF L KG L KG V GN V\ YTQLQ PF\L 

HXETLDHLIKGRLKENLYPYLGP 

STLRDRPQD1IVFVIGGATYEEA 

LTVYNLNRTTPGVRJVLGGTTV 

HNTKSFLEEVLASGLHSRSKES 


4470 


34838 


A 


451 1 


1 


1335 


MAPVTMMGYRSGKMGILADV 

QLQVGPPGPWLHLVVIAPVPEC 

ITG1GIFSSWGSPDVGPLLYDIR 

AIM WGSLAPA ENTW1 LGNNHR 

RFLAQLKPRVIMQDFSNV1SKS 

DVKSLAEADEQEVVAEVQQVI 

TKJEYELFEFRRTEVPPLLLILDR 

CDDAITPLLNQWTYQAMVHEL 

LGTNNNRJDLSRVPGISKDLREV 

WSSAEIDEFYANNMYLNFAEIG 

SN 1 KNLMEDFQKKKPKEQQKL 

ESIADMKAFVENYPQFKKMSGV 

TVSK\HVTVVG\ELSRL\VSERN 

LAGRFSEVEARNWAC\QNDHS\ 

SALQNIKRLLQNPKVTEFDAAR 

LVML\YA\LHYERHSSNSLP\GL\ 

MMDLRN\KGVFWRKYSKARVL 

AVVEYGGKRVRGSDLFSPKDA 

VA1TKQFLKGLKQQEIVNCVLA 

AANVYIKQLPLSIQPSASLNGC1 

SLEKKPLVSTQRN 


4471 


34839 


A 


4512 


1 


816 




4472 


34840 


A 


4513 


26 


257 




4473 


34841 


A 


4514 


56 


236 
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SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4474 


34842 


A 


4515 


170 


373 


HSPRGSTASF/CEVSETKNPPIPD 
TPATREA EGLRSRLA V YSTRDS 
PCVACSGSYTQAQGSLGRKFQ 
DP 


4475 


34843 


A 


4516 


262 


358 




4476 


34844 


A 


4517 


2298 


2556 


NHKNPRRKPRQYHSGHRHGQG 
LHD*NTKSNGTKSNGNKSQN* 
Q\ WDL1NLKSFCTA KETT1 RVNR 
QPTE W EK I FTI Y PS DKG L 1 SRJ 


4477 


34845 


A 


4518 


801 


944 


DQEPTNSRHILATQMGPSPITKQ 

S1MPGV**KECGFSCSPRVWRYL 

VS 


4478 


34846 


B 


4519 


85 


660 




4479 


34847 


A 


4520 


693 


827 




4480 


34848 


A 


4521 


272 


339 




4481 


34849 


C 


4522 


532 


2754 




4482 


34850 


B 


4523 


1 


519 




4483 


34851 


B 


4524 


266 


935 




4484 


34852 


A 


4525 


1 


1584 




4485 


34853 


A 


4526 


1 


723 


GALPNGDRGRRKSRFALYKRP 

KANGVKPSTVHVISTPQASKA1 

SCKGQHSISYTLSRNQTVVVEY 

THDKDTDMFQVGRSTESP1DFV 

VTDTI SG SQNTD E A Q I TQ ST1 S R 

FACRIVCDRNEPYTARIFAAGF 

DSSKN1FLGEICAAKWKNPDGH 

MDGLTTNGVLVMHPRGGFTEE 

SQPGVWREISVCGDVYTLRETR 

S A QQRG K LG LQTG DM A EN T/T 

VHALPSNCMVWRRSQTRQQ1S 


4486 


34854 


A 


4527 


1 


335 




4487 


34855 


A 


4528 


328 


871 


DCGGGRARTAIFAGAARAADN 

K KC AG ARRA LG RA RGCS ATA R 

PRRRRRRPRGLAPPRPARPPPG 

GMSYKPNLAAHMPAAALNAA 

GSVHSPSTSMATSSQYRQLLSD 

YGPPSLGYTQGTGNSQVPQSKY 

AELLAIIEELGKEIRPTYAGSKSS 

\MERL\KRGIIHARGLVRECLAE 

TERNARS 


4488 


34856 


A 


4529 


1 


653 j 


MAGPAESSPQGAHPNSPFALQH 

HSSLTVKPLHRQNVIQHQVAG 

QENRRGHQAGSSTSPQPLEALK 

RPNLRAPFHSQSRRILIPPAGNP 

TPGAAAPADPSTQRRDRWGCA 

LPM PRVAAGSA H HQQAG PTAA 

AQHRTPVALFSPPLSLVYGQQQ 

RKES ETPTV PTPPA R A RG WTET 

GVEHVPAYNRTRAPEKCD1/SV 

PSPHSSPDAETSHPRH1SPCPG 
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SEQ ID 

NO: 


SEQ in NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4489 


34857 


A 


4530 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQ\QRLLARAEKKAAG 
KG D V PTKRPPV LRAG VNT VTT 
L V ENK1CAQLV VI A H DVDPI EL V 
VFLPALCRKMGVPYCMKGKAR 
LG RL VH R KTCTTV A FT 


4490 


34858 


A 


4531 


1 


2073 


MKPCAHSWNAELSRNIIRHSFN 

LVMVAASQVAVSQLLGSYEILL 

LVSIELMFCFGLGYFFIPMQEW 

PNTYGERVFVDVESSVFKWNH 

KCLHKTEAERDYTKKRLKLCG 

HKPGNAVGQQKLEEARNRFFT 

RAPGGSAALPTLRFQPSDTDFR 

LLASRT1LTFETKNPSELAERLR 

SVCGNQSNAYARLLEYRLNAL 

RG L WN AQRQLALEEQH ERESS 

G D EETL A LLKRQG L LQQP EQ A P 

FTSRMGLLLVFPLIQSQSRTDPS 

LCNITAEVLLNCLRDCQPLSLT 

KEPADCLNGIETLLCSWLEETS 

DTGRHIPHKQKENAAAALVAL 

ACARGFVYCRNEELEPGWVAF 

GSGSLLHRPVSFDNKPHSLFQVI 

DQNTLQVCQVVPMPANHLPIG 

STMSTVHLSSDGTYFYWIWSPA 

SLNEKTPKGHSVFMDIFELVTL 

KGKKAKGKKVAPAPAVVKKQ 

EAKKVVNSLFEKR\D1QPKRELT 

YFVKW/PRYVRLQQQRAILYKQ 

LKVPPA1NQFTQALNCQTVTQL 

LKLAHKYRPETKQEKKQRLLA 

Q A EKKAAGKGG V PTKRPP A LR 

AGVNTITTLVENKKAQLVVIAH 

DVDSIELVVFLPALCCKMGVPY 

CIIKGKARLGRLVHRKTCTTVA 

FTQVNLEDKGALAKLVEGIRTN 

DNDRYDEICCHWGGNILGPKS 

VACIAKLEKAKAKELATKLG 


4491 


34859 


A 


4532 


1 


2565 




4492 


34860 


A 


4533 


1 


644 


MPKGKKAKEKKVAPAPAVVK 

KQEAKKVV1MPLFEKRPKNFGT 

GQDIQPKRDLTHFVKWPCY1RL 

QQQRTILYKWLKVPPEFNQFTQ 

APDSQTATLLLKLAH/KYRPET 

NQEKKQRLLARAKKKAAGKG 

DIPVTKSPPVLRAGVNTITTLVE 

NKKAQLVVIAHDVDPIKLVVFL 

PVLCHK/MGVPYCI1KGKARLG 

HLVHRKTCTTVTFTQVNSEDK 
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SKQ II) 

NO: 


SEO l»> NO: 
(if peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in (ISSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide locution of lust 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknmvii, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4493 


34861 


A 


4534 


1 


931 


ksiqkglkmclsssllppskmp 

kgkkakgkkvapapavvkkq 

eakkvvnplfekrpxkni gigq 

diqp\krdftrfvkwprllsgc 

mr\krailykag*klppav1nq| 

hpgpwdpankllqll* awahk 

\yrp\etkakrkkqrl\lara\l; 

kkaa\gkgdvpnerdppv\lra\ 

gvntvthlwwrnkkapawvv 

iatrr w j pfelw vflpa lackkk 

wgspyciikgkarlgr\lvh\rr 

pctatvgfhtr*nskdkrrlla* 

agleairtqftidqirwrsgrmx 

wg\gnvlg\pksvarirqaskr 

qrlkelatklg 


4494 


34862 


A 


4535 


3 


227 




4495 


34863 


A 


4536 


1 


338 




4496 


34864 


A 


4537 


1 


352 




4497 


34865 


A 


4538 


2 


368 




4498 


34866 


A 


4539 


3 


468 




4499 


34867 


A 


4540 


2 


790 


PRGRNRRRXTFQERRMTLNLSH 

EKIGKW1ECYGHPPASKLVEIYI 

HTVFVEDKLSICIRSFNKKADGS 

WRMTVDYCKLNQVVTAIAAAI 

PDVVSLLEQINTSPDTWYAAID 

LANALFSIPVHKGYINSLALCH 

NVIWRELDCFSLPRDTTLVHYI 

DDIMLIGSSVQEVENKLDLLVK 

DKLLHLAPPTTKEEVQHMVGL 

FGFWRQHIPHLGVLHQPIYRVI 

RKAA/SFEWGPEQEKALQQVQ 
AAVGGKQSENNLGHQRSPGLW 


4500 


34868 


B 


4541 


179 


1219 




4501 


34869 


A 


4542 


1706 


2517 


THLLVPGMQPLTWQMPFSPFLS 

ISPTRSNLPSAATPVIAQWA/HE 

QSGHGGRDGGYTWAQQHGLA 

FTNTDL AT VN AKIGFAYPVCDA 

SAKTT1RGLLECLIRCDGIPHSIA 

SDQARJHRSRNQEVEVEVAPLT 

ITPSDPLAKFLLSVPVTLRSAGL 

EVLVPGEGMLPPGNTRTIPLNW 

KLRLPPGHFGLLLTLSQEAKNG 

VTVLAGVIDLDYQDEISLLLHN 

GGKKEYARNTGDPLGRLLVLP 

CPVIKINGKJLQQPNPGGTTNGS 

DPSGMKV 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


4502 


34870 


A 


4543 


3 


367 


DLWPFTRVTVH/WGKANDQTF 
QG LLDTG SELTL1PGYPKRHCC 
PPVKVRVYGGQTDGSWRMTV 
GYHKLNQWTPIAAAVPDVVS 
LLEQINTTPAIKWVVHSSIPSSN 
GSGVYV1RLEQVLKAQ 


4503 


34871 


A 


4544 


2 


541 




4504 


34872 


B 


4545 


1 


681 




4505 


34873 


A 


4546 


2 


1091 


PRGRNRRRKTFQERRMTLNESP 

EKIGKWIECYGHPPASKLVEIY1 

HTVFVEDKLSICIRSFNKKADGS 

WRMTVDYCKLNQVVTAIAAAI 

PDVVSLLEQINTSPDTWYAAID 

LANALFSIPVHKGYINSLALCH 

NVIWRELDCFSLPRDTTLVHYI 

DDIMLIGS1KFLGVQWCGACRD 

IPSKDPADPMVLEVSVADRDAV 

WSIWQAL1DESQQRPLGFWSKS 

LPSSADNYSPFERQLLAYYWAL 

VETERSTMGHQVTMLPELPVM 

NWVLSDPSSHK/ANGLAGWSG 

TGKKHDWKIGDKE1WRRGMW 

MDLSEWSK/D/VK1FVSHVSAH 

QRVTSAEEEFNNQVDRMTRSM 

DTTQPLYPTTPVIAQWAHE 


4506 


34874 


A 


4547 


1 


1236 




4507 


34875 


A 


4548 


1 


1467 


GEKGNDQTFRKLLDTGSELMLI 

PLRVVIPTTSLFNSP1WPVQKTD 

GSGRMRVDYHKLNQVMTPTA 

AAVPDVVSLFEPINTFLGTWYA 

AIDLANALFSIPVCKAHQKQFA 

FS WQGQQ YTFT V LPQR YINCL A 

LCHNLIQRDLDHFLLPQGITLV 

HYIDSGPF1K*PEAASFEWGPEQ 

EKALQQVQAAVQAALSIGPYD 

PADPMVLEVSVADGDAVWSL 

WQ A PKG ESQ WRPLG F WSKA L P 

SSTDNYSSSDVQLYTDSWAVA 

SSLAG*SGTWKKHDWKIGDKEI 

WGRGMWMDLSEWSKTGK1FV 

SHVNAHQLVTSAEEDFNNQVD 

RMTRSVDTTQPLSPATPVVAQ 

WAHEQSGHGGRNEGYAWTQQ 

HGLPLTKADLTTATAECPICQQ 

QRPTLRPRYGTTSQGDQPATC 

WQVDY1EPLPSWKRQRFLLTGI 

NTHSGYGFAYPPCNASAKTTIH 

GLIACLIHCHGIPHSIASLYRER 

GTHFTDKEVQQWAHAH 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEU H> NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4508 


34876 


A 


4549 


2 


1602 


NLSPILPQDLWPFTRVTVHWGK 

G N DQTFQG LQDTG SELMLI PG D 

PKRHCSPPVKVGSYGGQVINGV 

LAQVRLTVGTVGPRTHPVVISP 

VPEC 1 IDI Dl LNS WQNPH 1 DSLTG 

RVKAIMVGKLAKWKPFEPLLPIK 

IVNQKQYRIPGG1AE1SAT1KDL 

KDAGVVI PITLPFNSPFWPVKKT 

DGSWRMKVVYCKLNQVVTP1T 

AAVPDV/VVSLLEQINTSPGTW 

YAAIDLANAIFSIPVH KAHQKQ 

FAFSWQGHQNTFTVFTILLHIH 

KVGHAQQHSIIKWKWYIHDGA 

RAGSEGTSKLNEEVPQMPMVT 

TSAALPSLPRPAPMASWGVLY 

DQLTEEEKTRAWFTDGSARYA 

GTTQKWTAAALQPLSRTSLKG 

SGEGKSSQWAELQAVHLVVHF 

SWKDKWPDVRLYIDSWAVAN 

GLAGWSGTWKKHDWKIGDKEI 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFMNQVD 

KMTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

G L PLTKTG L A M A TA EC PI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vri. 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4509 


34877 


A 


4550 


1 


1891 


MLSSTQNAGGSYQRVRGALD T 
QEWKWGEVSPRTLN VDGRAL 
VSVANTHGTDRPA YTLN PQSR 
DQRSGVITLGYKRPLEREDI FE 
LKESDSFCTACPIFEKQWRKEV 
LRNQERQKVKALNKLDEALCP 
G 1 1 LTQSTDSN ANLFQKQP1 IK NT 
QTSGRWQ1I1FCEHSSDFG WNG 
YGYA VALLV V VFLQTL1 LQQY 
QRFNM LTS A K V KT A VNGLI Yk 
KLGWSGKVSWLILHDVGMGIM 
EGYIAWGKGSDVRH WEKKS I 
EMRTRPAQKMALLLSNVSRQk 
FSTGEIINLMSATHGLDSKPQSP 
LVCPFSN PNGRI SPLA R AG LAD 
HYRVTHLQILKLYAWEPSYKN 
KIIKIRDQELEFQKSARYLTVFS 
MLTLTCIPFLTK1SLGRLEDFLN 
TEELLPQSIETNYTGDHAIGI ID 
ASFSWDKTGMPVLKESIRIRIEQ 
VLNQLSLFETVDYPGSVAYVSQ 
QAWIQNCILQENILFGSIMKKEF 
YEQVLEACALLPDLEQLPKGD 
QTEIGERAVNISGGQQHRVSLA 
RA VYSGADVYLLDDPLS A I DV 
HVGKQLFEKVIGSLGLLKNR Til 
ILVTHNLTLLPQMNLIVVMKSG 
RIAQMGIYQELLCKTKNL TN\FT 
KSS VNKKK VG EWEESG RG S 


4510 


34878 


A 


4551 


2 


542 


LTSAKVKTAVNGLIYKKVSLAT 

LC V YFLLDERI I LTAPKV F ISM S 

LFNILRJPLFELPSVISAVVQTKI 

SLGRLEDFLNTEELLPQSIETNY 

TGDHAIGFTDASFSWDKTGMP 

VL/NRGSEAYVSQQAW1QNCIL 

QENILFGSIMKKEFYEQVLEAC 

ALLPDLEQLPKGDQTEIGERVR 


4511 


34879 


A 


4552 


1 


667 


IETNYTGDHAIGFTDASFSWDK 

TGMPVLKESSVAYVSQQAWIQ 

NCILQEN1LFGSIMKKEFYEQVL 

EACALLPDLEQLPKGDQ FEIGE 

R/GKETAVNISGGQQHRVSLAR 

AVYSGADVYLLDDPLSAIDVH 

VGKQLFEKVIGSLGLLKNRTSI 1 

SVCHYTLLAVPHLLEVQILTGN 

FIQSLGFNYHEYANNSNAYIVN 

LDLFPG FQTCVYKLLSPIRCLIC 


4512 


34880 


A 


4553 


201 


336 


QQTPGKAVHAPFIADQSLT*EL 
VSVFPQFQLFPYRR*DSHSGKS 


4513 


34881 


A 


4554 


-> 


515 





513 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/U SO 1/08631 



SKQ ID 

NO: 


SEO Il> NO: 
of peptide 
sequence 


Mel 
hot) 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Sfop codon, /-possible nucleotide 
deletion, V= possible nucleotide insertion) 


4514 


34882 


A 


4555 


1 


852 


MPCTTSGLDKVPTSKKALTRY 

GYGSLTLDFSGSIIPCKMCLSPS 

TRI VRPSQPRGTEDPDETG DTEF 

VNSDESFLLEGTASPSPVVAVSP 

PRPMLPSAFPPLSEDINPVLPEA 

TVLASPEVVAKQTHVDSPRKPL 

STFLFASRPV I KLKSRQTPGGE 

VDSVTCEEKTDGPWRKTVDYC 

KLNQVVTP1AALVPDMVSLLV 

QINTSSDTSYAAIDLAKAFFSIP 

VYKAHQKQFIFSWQAQQYTFT 

VLPQGY1ISPALCFTNLIRR/DLD 

HFLLPQDITLVHYIDDIRL 


4515 


34883 


B 


4556 


288 


327 




4516 


34884 


A 


4557 


51 


598 


LFGGCHTSGGLAVRVPRMPRG 

SRSRTSFvMAPSVASRAPLK*ELE 

PRQAQVAQPPA\AAPPSAVGSS\ 

AAAPRQPG/LFMAQMATTAAG 

VAWGFCCGGHTLGHGIVTGGLS 

VGGKLIA*ALRRP*HQFNQGSF 

RG TQ A KHSKQQPALPLL WRI KT 

SFREVVPPEPRVT1QGFCGGFPM 

RLLETVPDL 


4517 


34885 


A 


4558 


1 


10434 


MTV1RSGIAYILHLKSYDVNIQT 

GSNACNQPTHPNGDCSHFCFPV 

PNFQRVCGCPYGMRLASNHLT 

CEGDPTNEPPTEQCGLFSFPCK 

NGRCVPNYYLCDGVDDCHDNS 

DEQLCGTLNNTCSSSAFTCGHG 

ECIPAHWRCDKRNDCVDGSDE 

HNCPTHAPASCLDTQYTCDNH 

QC1SKNWVCDTDNDCGDGSDE 

KNC1LNCTASQFKCASGDKCIG 

VTNRCDGVFDCSDNSDEAGCP 

TRPPGMCHSDEFQCQEDG 


4518 


34886 


A 


4559 


24 


849 


ATGRCCCGLAPGFPLCWVLYP 

GGRGSAXCPEPHVLRTGSPLQRE 

QRTNGRTDLSSLLPNLNFDSPP 

RCKHKNQLAITLRKRIRKLATS 

LFSSTIFRISGTSVI1SAPGAGLPL 

PALFPTRCQPKFSRSIDPTGKAV 

QTAD1RLSARATLWLGGSIEESP 

VLCSTLRLLLRRLPPPLTWTSPN 

RPTQPCTAQTQTNQSVGIAAPS 

A1RVIYPESVVLNAV1YLPGDPE 

VSGLPRAFKRRFSVEVRLDCGT 

FKLLLVYCTHPGDKKVNTCKT 

GALVAF 


4519 


34887 


C 


4560 


192 


449 




4520 


34888 


A 


4561 


1 


786 




4521 


34889 


A 


4562 


3 


14073 
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SEQ ID 

NO: 


SEQ ID NO: 
»f peptide 
sequence 


Met 
fiod 


SEQ ID NO: 
n USSN 
19/540,217 


Nucleotide 
ocation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, Mpossible nucleotide 
deletion, \— possible nucleotide insertion) 


4522 


34890 | 


B 


4563 


58 


1282 




4523 


34891 


B 


4564 


1 


684 




4524 


34892 


A 


4565 


1 


1356 


MGRKYTLKWEFEEGFTEKKEL 

KKVTSEGYITPVEIYDYRQYCY 

ALQRPIATTQIDDVRDGHTTRL 

AKLEKQEQTHSrCASRRQEUKlR 

AEPKEIETQKTLQKFNESRSWFF 

EK17MKIDRLLARLIKKKREKNQI 

DA 1 KN DKG DITTN PTEIQTTI RE 

YYKHLYANKLENLEEMDKFLH 

TYILPRLNQEEVESLNRPITGSEI 

EAMNSLPTKKSPGPDGFTADFY 

Q\MLEVLARAIMQEKEIKGIQL 

GKEEVKLSLFADYM1VYLENAI 

ISAQNLLKLI/SNFSKVSGYKINV 

QKSQAFLYINNRQTESQIMSER 

PFTIASKRJKYLGIQLTRDVKNL 

FKENYKPLLNEIKEDTNKWKKI 

PCSWVGRINIVKMAILPKVIYRF 

NA1PIKLPMTFFTELEKTTLKF1 

WMQKRACITKSILSQKNKAGGI 

MLPEFKLY/YQGSSTQTAWYW 


4525 


34893 


A 


4566 


1 


1102 


MANCDINRKDEKX3GKEKKDRS 

KSKSLMDTLKRQLSAKQKPKG 

KAGKPSGSSADEDTFSSSSAPIV 

FKAVRAQRPIR/STSLRSHHCSP 

MPWP LRPTN S EETC I K M E\PS PP 

LNGVRKDFHDLQSETACQEQA 

NSLKSSASQNGDLYLRLDEHVP 

VVIGLLPQDYIQYTVPLDEGMC 

PLEGSSSYCLDSSSTMEVSVVPS 

QVGGRSFPEDESQADQNLVVA 

PElFVDQSlvrNGLLTGTTGVMLQ 

SPRVGPHFIVPPLSPLLPPMQNN 

QIQRNFSGLTGTEAHMAESMLC 

HLNFDFNSAPGVARVYVSVQSS 

GPMVVTSLTEELKRXLAKQGWL 

WPPLKSVRRCVLARRSLYTKQL 

NQEEGTELNLGSSCLLC 




34894 


A 


4567 


364 


661 


PFHFTCFSCKVYFADPGSAARS 
VPGSPSAVCAQCILCTGHCAVC 
PGLGEHHSSGRTLMKTKLHSK 
KLKPCYLLC* SKN* KTQGGSPK 
S*NV1MKYLVTL1 


4527 


34895 


A 


4568 


53 


470 


C1SIULPGPSAKTLSPVLSLSSPY 

TASFQPTFVRTFSHQTTYLSLGS 

VPVAQLKCSAGQQRGELLCRR 

GVWGSW1SVSHFTEIATLPAAC 

LEDGE\DFNLGGILDSSKYL*S1Q 

KTNTHR1VDGKVVSETNITDVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4528 


34896 


A 


4569 


1 


1635 


MGWTCKILFLVAAATGAHFLV 

QLVQSGAEVKKPGASVKVSCK 

ASGYTFTYCYLHWREPVSFICG 

RCILLTLLLGDCLWGEGA WTQ 

GDVLQPSDRASFLAMGVNTTG 

QQVGDLSGDFPNSVGKACKCR 

EFHTLTPLAHTSSTTHETFPGMS 

HI A LELSQGSSLLQCLEAQTQG 

QRQELTVSANEQPESRGHGCVL 

LCETQSEGKSVRAQAQTSLKGS 

QKRLGGARTLCTGLSPGQRKQ 

ERSKIDTLTSQLKELEKQEQTYS 

KASRRQEITKIRAELKEIETQKT 

LQKINESRSWFFEK1YKIDRPLA 

RLIKKKREKNQIDA1KNGKGDI 

TTDPTEIQTTLRQYYKHLYANK 

LENLEGMDKFLDAYTLPRLNQ 

EEVESLNRP1TGPEIEA11N/STPT 

KKSPGPDRFTAEFYQXRSDVLA 

RAIRQKKEIKCIQLGKEEVKLSL 

FADDMIVYLEIP1ISAQNLLKL1S 

NFSKVSGYKISVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LGIQLTKDVKDLFKDNCKPLLN 

E1KEDTNKWKNIPCS 


4529 • 


34897 


B 


4570 


] 


429 




4530 


34898 


A 


4571 


1 


897 


MDLN YTLEQM DLTD1 YRTFH PT 

TTEYTFYSTGHGTFSKTDDVIG 

HKMSLDKFKKIEMISNTVSDHS 

GIKLEINSERNLENHANTWKLN 

NLLLNECWVKNKMKMEIKKLF 

ELNDNNDTTYFTNLWDRAKVVI 

RGKCIALNTYIKKSERAQTDNL 

RIKNKNHMIIS1DAEKAFDKIQH 

PFMIKTLSKISIRGTYLNLIKDIY 

DKPTAN1MLNGEKLKAFTLRTG 

T\RMNQGCPLPSLLFNI/VLEVL 

ARA1RQEKEIKGIQIGKEEVKVS 

LFADYVIVYFENPTDSSRKLLEL 

IKEFSSFWIQD 


4531 


34899 


A 


4572 


1 


1461 




4532 


34900 


A 


4573 


49 


365 




4533 


34901 


A 


4574 


45 


534 


VCHLEPGERCGPSRGCRAVGV 

QTE K MQT AG A L F I S P AL I RCCT 

RGLIRPVSASFLNSPVNSSKQPS 

YSNFPLQVARREFQTSVVSRDI 

DTAAKFIG\AGSATVGVADSGA 

G1GAVFGSLUVYARKLSLKQQL 

LFYAILGF\ALSEGM\GLFCLMV 

AFLILFAM 
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seo in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SCQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l Jnknovvn, 
*-Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4534 


34902 


A 


4575 


98 


624 


DWYSRSHPKELWEGSKKKSIN 

HSACSLQAHGGPISTSLNPHSKP 

RGRVSPPPGKRQQECRARPGRS 

PELAGPPPANVQETSQKNACAS 

RLSEPPG EGPVEPA A HPQPH RG S 

SSGPCSRGGYRQPLFPGPAASG 

VPASGSV/RSRIPGAPQGVALAR 

RGPQGSPSPAPRFFPATERQS 


4535 


34903 


B 


4576 


1 


604 




4536 


34904 


A 


4577 


3 


331 


L APAPSA A WRTG LKA LTPSST 

WMLCASE\HHVGSGCVGDHLA 

GCRQEKTLPCQRWCVFCRRRR 

ARSLQAQCGFSLTPALELLPVPF 

LKLLCPGPPRRRRICR1LPGAGL 


4537 


34905 


A 


4578 


1 


871 




4538 


34906 


A 


4579 


3 


510 


GPPSRVDDFVAAAAAAVAPVV 

LYACPRHSPIPPWSIRGRRVVVT 

GFGPFGEHTVNANWIAVQELE 

KLGLGDSVDLHVYEIPVEYQTV 

QRLIPALWEKHSPQLWVHVGV 

SGMATTVTLEKCGHNKGYKGL 

DNCRFCPGSQCCVEDGPESIDS1 

IDMDAVCKRVTTLGQCI 


4539 


34907 


A 


4580 


1 


285 


MAPGALPALGEEEGPGASGLSA 
ELGHLSAGSRA FRETS VDSALD 
TPFPAGTFVRLEFKLRQTEXSGR 
RKDWKKPKCKVQPERRKQKCL 
TCVKLEC 


4540 


34908 


B 


4581 


1 


228 




4541 


34909 


A 


4582 


1 


697 


MGLERPVDRVM WLPGALWNS 

AVVSAPVGEEWALAGTGNQGL 

QDIQGMHCPEEGISQIHGRDHR 

NAKDSHTGVWCSCTLG1ISTI1IR 

PKCRFSIDRSDSDYLPTSSCRRD 

PGGAEPCQDRPRVEQLCSVLAN 

RSGPLAKCHWYESPVSYTQVC 

VSDLCQYGTGNRMLCTMLEAY 

VQLCALRCALPARVASQPGMQ 

LRVACPANSYYDSCGPPFPATC 

ASLNSSAPCTLQCTVSCFCLEGF 

ALEAG\SSVPHACCGCHLQGRY 

I/APGPWPSATGMRAPCPTRRC 

VSLTSASMARATACCAPCWRP 

TSNSAPCAARCLPA WRASLGCS 

YVWRVQPTATMTPVGHPSRPP 

VLASTPPRPAPSSAQ 


4542 


34910 


B 


4583 


1 


208 




4543 


34911 


A 


4584 


2 


230 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn T 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


4544 


34912 


A 


4585 


106 


669 


GCGCVLLPGGVGAPGHSPEGP 

VPPRDARQLRTCGLAGTLHLST 

SCGHPTGAWRGALGSQWNGH 

NPVQDHLQEAQPWFLEFDRG* 

RCFWRMATSFPRYPTWDDY*R 

LPCCRCLPQCKKPAETTGCLPIS 

GEKTHGGVGDLLGEAPARLRQ 

WASQRQPATDLPA*ASRGRPA* 

GKDTHRACVAGEAAQDA 


4545 


34913 


A 


4586 


2 


597 


TPKGGIRLGLAKLGCPTAWINP 

YGRGMPLAHSVLSSGARVLVV 

DPDLRESLEEI LPKLQAENIRCF 

YLSHTSPTPGVGALGAALDAAP 

SHPVPADLRAGITWRSPALFIYT 

SGTTGLPKPAILTHERVLQMSK 

MLALSGATADDVV\YTEVLPLY 

HVMGLVVGILGCLDLGTSLAS 

YG LRV YFI LWS VLGPSRRTLCL 


4546 


34914 


A 


4587 


9 


573 


EEEERKKKKKAKKKEEEEGEEE 

GGGMGEKKKKEEEEEGEEEGE 

KEREKERXEKERKKKKEERKEK 

ERERKKKRERKKEKERERKEG 

EGERERKSTECTSSSYI/1KKLVV 

KQPQAAPSGEIPEEGIAVLGGDS 

SMPV1VPEDLPVGQDVEVEDSD 

INDPDSLILVSSQAGGGGVITAY 

CNLEHLGSSDPPT 


4547 


34915 


A 


4588 


1 


297 




4548 


34916 


A 


4589 


114 


752 


DGSAAPRATSDSFTYTVCVSEF 

PVDDFMELGRS1PDTQL/DAVIE 

SQKANQCAVLIYT/SGTTG1PKG 

VMLSHDNITWIAGAVTKDFK/P 

TDKHETV VSYLPLSH I/AAQMM 

D1WVPIKIGAL/1YFAQADALKV 

RLSKDLGSDFILLGSPVGLRPST 

KRLPVLSKLGHTYRRVVWVEE 

SSGPHTISNQNNYRLQGPMMK 

LKRHFVAQKYKKQIDHMYH 


4549 


34917 


A 


4590 


1 


837 


M VTQK L PN A QENL K H A E RQ A A 

GCCPGRSHIFQHVGPGASESLR 

G EGCSTH PE AQG AQERCEQ WK 

KDQHWCLASHTDVTQQWGRH 

IVQEGGTHRGPSAVLSLRTALD 

EG/ARGGCSHPITAQLPLQLRHL 

PRPPPAPAR\PSPAPPAATSPPT\P 

PPAPAR\SSPAPPAATSPPTASSG 

ACAALPQLPLQLRHLPRPPPAP 

AR\SSPAPPAAMSPP\RPPAPARP 

RLRRSTACATALRPG ERGS AAA 

QPGARSETSFCRLG/AAAAVLD 

PAFISSQALACPVVGV1 
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SEQ ID 

NO: 


SEQ Il>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oi peptiue scmicntL 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
fl<»lf>tirwi \=rM»w«ihli* nucleotide in^ertiont 


4550 


34918 


A 


4591 


"> 
-> 


377 




4551 


34919 


B 


4592 


1 


1632 




4552 


34920 


A 


4593 


1 


1224 


MDGTNRFYLYVWETERQQDV 

EHVARC1LCYDKCRPDPECPAG 

TPG PQEVDVDLVFVVDSSYGV 

DADVYRGSLSLADAALEDLEV 

AEQPGASHRGARVALVTHTTP 

N F\GRG FH LTTYGN RKQMQRH 

VREASARPLQGTAPPGHALEW 

TLEMVLLAAPRPRKAQVLFAIV 

ASETSSWDREfCLWTLSLEAKC 

KGITLFVLALGPGVGTHELAEL 

AELVSAPSEQHLLRLQGVSEPE 

VNYAQGFTRAFLNLLKSEQSPG 

TGAPWVEWGEGFTEPGIWACR 

WTNQYPPPELTEECGGLHRGD 

TV LQLVTPVN RFM Y A A KEN SL 

KRKTKANFHLAVELELDESYFR 

AYYEGTLYEVSALPLQRSNELL 

QKWSLFHGSNGRRVSGSHPEV 

A LQQGG TG LP A V L V WQ L WRQ 


4553 


34921 


A 


4594 


266 


556 


HKVQQICYRLRLVSQILFSINQT 
LAERQ1VTFTVYPDTERDRETR 
NLADLKQIKIDLGKFSDNPDGY 
IDILRGLRQSFDLTW\RDIMLLL 
NQTLAPN 


4554 


34922 


B 


4595 


1 


735 




4555 


34923 


A 


4596 


70 


624 


PTAMVEEGIAAGGVMDVNTAV 

QEVLKTALIHDGLARGIREAAK 

ALDKYVYQSQYCGFLQPDQKL 

ATQGKKGMGVHGVKRKSS*M 

ASVLPGNLRKRRQAHXLCVLAS 

NCDEPM Y VKLVEALC A EHQIN 

LIKVDDNKKLGEWVGLXCKIDR 

EGKPRKVVGCSCVVVKDYGKE 

SQAKDVIEEYFKCKK 


4556 


34924 


A 


4597 


145 


682 


SWRNRTVSNGSAVSASSVHLCF 

AECKALCGERILTDGSDVSRPT1 

AAGGVTDVNTALQEVXLKTALI 

H DG LA R\G I S RT WPKA L\DK RQ 

A H\LC VL A SNC\D EPM Y V\KL\V 

EALCAEHQINLI\KV\DDNQET* 

EKWV\GLCKI\DREG\KPRE*WL 

VGS*CSSLRT1GKESQAKDVIEE 

YFKCKK 


4557 


34925 


A 


4598 


252 


590 


RSLDLVWWQLSGGLAGSAKPK 
PCTPVKQSTVMSFPSHKEQYFL 
MDGKKK/YDKESEKYYSILEKH 
LNLSAKKKESHLQENSSGPSVS 
TKLrNLFSKRLLCAFLPAQLTPY 
SFCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4558 


34926 


A 


4599 


1 


1662 




4559 


34927 


A 


4600 


4430 


4904 


LIKGTRCLGRRPSFAYSRSN1* A 

*S*P/EGTSAQLAELLALTLALE 

LGNGKRINVYTDSKYAYLILHD 

HAAIWKERAFLTSGGTPIKYHK 

EIMELLHTVQKPKEVAVLHCQS 

HQKESSPLEDTTTAGPLLHPYP 

AGSSPERSSPSSQQLLGDLFRGH 


4560 


34928 


A 


4601 


1 


2630 


MEQANHPVRLINVVCKDTLKKl 

VQQETSCPLTHVHYAEA1TGRC 

TAPEDKGSLDQKPPTDDPTGCP 

WQVPAHVITLTETWVCLTIEGQ 

EIDFLLDTGVQKPNGQWRLVQ 

DLIPIKEAV1PLYPVVPNPYTLIS 

QIPEKAEWFMALDLKDAFFCIS 

LHSDSQFLFAFEDPTNHTSKITR 

TVLPQGFRDSPPLFGQALAQDL 

GHFSSPGTLVFQYVDDLILATSS 

EASCQQATLDLLNFLANQGKV 

VPNLWGKLPLNTTRKSWSYCT 

QCKNPRRWQSYTAKAIKKQLA 

EAGPVTA1LLLLIFGPC1FNLLIK 

FVSSRIEAIMLQMVLQMEPQMS 

STNNFYQGPLDRCTDPLSGLES 

SPRCSEAPCLMSQWTGDIEYDL 

LLPPIPHQTTLCDLQNLKGIFSR 

YHRKWYGEILALLTPTANVCG 

HSQVPHACSIYHDPVTWNPQG 

LLPKSLYGVTKWGDKEHFEWG 

SQQQRAFYELKAKKLMSAPALG 

LPDLTKLFTLHVSDREKKMAV 

RVLTQTMGPWLGPVAYLSKQL 

DGVSKSWPPCLRALAATALLA 

REVDKLTLGQNLNJKAPHAVV 

TLMNTKGHHWLMNARJTRYQS 

LLCDKPHIT1EVCNTLNPTTLLL 

VSESPVEHNCVEVLDSVYSSRP 

NLRDHPWTSVDWELYVDGSSF 

INPQGESVWG1IQGKRP1KLWG 

KRRKVSARDLAIIGGSVEAPKL 


4561 


34929 


A 


4602 


1 


506 


FLALTSRFLFVLLNEETRSHLEK 

SLCWKVSPHIKMDLLQWIQSK 

AQSDGSTLQQGSLEFFSCLYEIQ 

EEEFIQQALSHFQVIVVSNIASK 

MEHMVXSSFCLKRCRSAQVLHL 

YGATYSADGEDRARCSAGAHT 

LLVQLPERTVLLDAYSEHLAAA 

LCTNPNLIELSLYR 


4562 


34930 


A 


4603 


3 


381 




4563 


34931 


A 


4604 


3 


483 




4564 


34932 


A 


4605 


3 


410 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4565 


34933 


A 


4606 


2 


249 


SADAPMFDMGVNHEKYDNSL 
Nll/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKV1HDNFG1VEGLMV 


4566 


34934 


A 


4607 


2 


481 


LAPLVKEIHDNFGMGEGLMTT 
G H A IT ATH KTA DG PSG K L W RD\ 
GRG A HQN 1 1 PASTG A AK A VGK 
VMPELNGKLTGVAFRVPTANV 
SVVDLTCRRQKPAKYDD1GKV 
VRQAPEGPLKGILGYTEHQVVS 
SDFNSDTHSSTFDAG AG IALND 
HFATLSPPPH 


4567 


34935 


B 


4608 


79 


278 




4568 


34936 


A 


4609 


2 


1201 


PSTACRNSARACSTVSR1FFCVA 

SRATSLRTPMGKVKVGVNGFG 

RIGRLVTRAAFNSGKVDIVAIN 

DPFIDLNYMVYMFQYDSTHGK 

FHGTVKAENGKLVINGNPITI FQ 

ER\YPSKINWG\DAGAEYVLEST 

GAFTTMENAGAHLQGGAKLRVl 

ISAPSA\D\APMFVMGVNHEKY 

DNSLK1ISNA\SCTTNCL\APLVA 

KVIHDNFG\IV\EGLMTTVH\AIT\ 

ATQKT V\DG PSGK\L W ALMG PR 

GFFQEHQSLPFTGGC/ARVVGQ 

GSSPELERGKLTWAWAFRCPQ 

LPKRVMGWDL\TCRL\EKPCPK 

YD*HQGRVVKAGRRKGPLQGA 

ILGLQLSNPGGSPSGLSTSDNPL 

LPPFDAWGLAFALQRTHFCSKL 

IFLG1DNGILGYSNQGGWDLHG 

PPWPTWAFQGS 


4569 


34937 


A 


4610 


61 


226 


WRIMPTKKVM1TMGRTTQRRM 
LES/SQQF WPCHLH * KL V PSCLQ 
LGCLVFHFRRER 


4570 


34938 


A 


4611 


153 


495 


QHAAECKAHAGLPGLPLPARK 

LASRHGAPRWRQSGVGPGGKV 

ENYGRRRLVPGTRHPQSLSHKP 

AKKIDVARVTFDLYKLNPQDFI 

GCLNMKATFYDTYSLSYDLHC 

CGAKRIMK 


4571 


34939 


A 


4612 


1 


643 




4572 


34940 


A 


4613 


286 


698 


ESD!MNLTQGTS1*QGTRHPQSLF 

PLSPAKKI*CGPVLTFLTCYKLN 

PQGLSLGCLNIEGRFFMDYVIPF 

PIDLALLLGAKR1MKGVTLHWA 

LFSMQTTGPRA/VFTSCYLQQL 

LDATEDGHPPKGKASSL1PTCL 

KILQ 


4573 


34941 


A 


4614 


59 


294 




4574 


34942 


A 


4615 


1 


2253 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/USO 1/0863 1 



StQ ID 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ M> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino aeid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4575 


34943 


A 


4616 


2 


197 


LARSGMGFYRRGLLGEVKGk V 
EGNRMWHV1 VRTSPNHRYTF-T 
LKTHPSVVPGSIAFSLPQ\RPWS 


4576 


34944 


A 


4617 


302 


441 




4577 


34945 


A 


4618 


944 


1257 


RLPFSPRSVGPTPQAPRLLCNCi 

WRQLPTTFFTELEKITLKFIWN 

QKRALiAKTI/LKPKNKAGGITL 

PDFKLYYKATVTKTARFLLYK 

VSQIDNTDLFDPVKIKFE 


4578 


34946 


A 


4619 


I 


1370 


MN1DAKILNKJLANRJQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSM 

NVIQH1NRTKDKNHMIISIDAEK 

AFDKIQQPFMLNTLNKLGIDGM 

YLKIIRAIYDKPTANIILNGQKL 

EAFPSKHGTRQGCPLSPLLFNIV 

LEVLARAIRQEKElKGIOLGKr.fi 

VKLSLFADDMIIYLENPI VSAQN 

LLKLIGNFSKVSEYKINVQkSQ 

AFLYTNNRQTESQIMSELPFTIA 

S1RIKYLGI*\LTRGVKDLFRFNY 

KPLLNK1KEDTNKWKNIPCSVVV 

GRN\NIMKMAIL\PKV1YRFNAIP 

IKLPMTFFTELEKVTTLKFIWNQ 

KRARIAKSILRQKNKAGGITLP 

DFKLYYKATVTKGA WFQ1 II IK 

HTLIKEPLLDSVFSPNRPDI IGK 

KQ DKQPQTKN 1ANASADSKNT 

QQMNGFVTGAATSF1PKDRTAS 

SLCGCTGRRRQSVAKYLRIRPIII 

NVPSFTYYK 


4579 


34947 


A 


4620 


2 


671 


WHQNLALTRASGSFHS/WEEG 
KGGADMSHEICVANLQVYVRS 
TDFDRTLMSAEANLAGLFPPNE 
VQHFNPNISWQPIPVHTVPITED 

RLLKFPLGPCPRYEQLQNETRQ 

TPEYQNRSIQNAQFLNMVANET 

GLTNVTLETIWNVYDTLSCEAP 

SPPWGRKPPLERLWPRPRELTC 

PLRYT\QTHGLLLPPWASPQTV 

QRLSQLKDFSFLFLFG 1 H E QVQ 
KARLQG 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SV.Q H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon lor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn ? 
*-Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4580 


34948 


A 


4621 


1 


1923 


DSVAFEDVAVNFTQEEWALLG 

PCQKNLYEDVMQETIRNLDCG 

HETEFVEYENLRDPMTMMPLHT 

TDGPHKCKICGKGFDCPSSLKS 

HERTHTGEKLYECKQCGKALS 

HSSSFRRHMTMHTGDGPHKCK 

ICGKAFVYPSVFQRHEKTHTAE 

KPYKCKQCGKAYRISSSLRRHE 

TTHTGEKPYKCKCGKAFIDFYS 

FQN HKTTH AG EKP Y ECKECG K 

AFSCFQYLSQHRRTHTGEKPYE 

CNTCKKAFSHFGNLKVHERJHS 

GEKPY ECKECG KAFSWLTCFLR 

HERIHMREKPYECQQCGKAFT 

HSRF LQG H ERI HTG E K P Y EC KE 

CRKAFSWLTCLLQHERIHTREK 

PYEGKQCGKAFTHSRFLQGHE 

RTHTAKKLCECLSTVSARKSVD 

LIIASYPLFLNLFSTPKTLRNCSY 

RRHERMHTGEKPYECKQCSKA 

LPDSSSYIRHERTHTGEKPYTCK 

QCGKAFSVSSSLRRHETTHSAE 

KPYECKQCGKTFHHLGSFQIHM 

KRHTG DRPH KCKICG KG FDRPT 

LVRYHERISTGEKPHECKOCGK 

AFDHLGSFQRHMIRHTRDGPH 

KCKICGKGFDCSSTLQSHERTH 

TGEKKLYECKQCGKALSHSSSF 

RRHMTMHTGDGPHKXCKTCGK 


4581 


34949 


A 


4622 


1 


256 


MGKGSFKYAWALYKQKAECE 
RG VTI DTSL WKFETSKC Y VTI\K 
DFIKNIITGTSQQGQTASVAAFC 
ILSSCPASWKNQVSHRLGG | 


4582 


34950 


A 


4623 


173 


717 


SINAVASTRRTIEKFEKEAAEM 

GKGSFKYAWVLDKLKAERERG 

ITIDISLWKFETSKYYVTI IDAPG 

HRDFIKNMITGTSQADCAVLIV 

AAG\VGEFEA\SICQNG\QTREH 

ALLAYTALGVK\QLICRVNKMD 

STEPPYSQKRYEEIVKEVSTYIK 

K 1 G YN PDTRA F V P\I SG LNG DH 

MLEPKC 


4583 


34951 


A 


4624 


3 


525 


GCPSGPGHRCVAGHGAPGAVC 

RHVPTAWPGYSRCSPGPGPRGV 

E A VG HQ RH RA PETH STP A ADR 

HRRGLPGSXKSDSAMEPSPSPAP 

QAQPPKPVPKPRTVFGGLSGPA 

TTQRPGLSPALGGPGVSRSPEPS 

PRPPPLPTSSSEQSSALNTVEMM 

PNSIYFGLDSRGRAQAAQDK 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Ami no acid sequence < .V-Un known, 
*=StO|> codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4584 


34952 


A 


4625 


2 


448 


RRAHACARRRRKKEMLGVNVL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

IAVDGEPLGCVSFEVRGLESKK 

*LLI*SIKLC*QIG\LFADKVPKT 

AENFHALSTGEKG FG YKGSCFH 

RJ I PG FTCQSG DFTR PTA 


4585 


34953 


A 


4626 


1 


751 


GTRDATAEENRVLLAMVNPTV 

FFDIAVDGEPLGRVSFEVRGLD 

TKK*LLI*SIKLC*QIGGSSIFITS 

D*KNSCLPLIVQQCLLFLRILP\L 

FADKVPKTAGV*FFFKQK1FRA 

LSTG\EKGFG\YKGFPAFHRIIPG 

FMCQGW*LSHRHNGTGWQVH 

LMGRNFEDEMM FILKAYGVLGS 

LSMAKCLDPTK1GSPVFPSCTA 

KT\EWL\DGQALWCFGK\VKKG 

LNIVEAMERF\GSRNGKTS\KKl 

TIADCGQLE 


4586 


34954 


A 


4627 


3 


615 


PECIIGIDILSSGQNPHIGSLTGR 

VRAIMVGKAKRKPLELPLPRKI 

LNQKQYRIAGGIEEISATIKDLK 

DAGVVIPTTSLFDSPIWPVQKT 

DGSWRMTVDYRQINQVATPIA 

AAIPDVASLLKQ1NTSPDTW/PI 

RPPISNGD*GVSGR*ACCLEPLA 

GPHR*ITSEASRILEQGPAIFCR* 

LLSF*ETALGLLLGFGGN*TFDY 


4587 


34955 


A 


4628 


-» 


354 


DSWA\VANGLA\GWS\GTWKK 

HDWK1\>JDNEIWGK\SMWIDLS 

EWSKTVKIFVSHESAHHIT*KSS 

AEEDFNNQVDRMIHSVDTTRPL 

SPATPVIAQWTHEQSGHGGRD 

GGYTWAQQHGL 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=ljnknown, 
*=Stop codon. /^possible nucleotide 
deletions-possible nucleotide insertion) 


4588 


34956 


A 


4629 


281 


1529 


VRVLSPVEKELKLWKN I HKLL 

SYPTVGAAVTQLQN LTA MGVl 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTLIPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQH V 

GPQTHPV VISPVPECNG 1 Dl LSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKI VNQKQYI ML 

GGTVEISATIKDLKDTEAVTPIT 

SPFNSPIWPVQKTDGSWRMTV 

DYCKLNQVVTP1AAAVPDVVS 

LLEQ1NTSPGTWFEWSPK\KAL 

QQVQAAVQAALPFGPYDPADP 

MVLEVSVADRDAI WSLWNAAI 

GESQRRPLGFWSKALLSSADNY 

SPFERQLLASYWALVE TERL TV 

GHQVTLRPELPIMNWVLSDPSS 

HKVSGAQQRS1IKLKWYIHDW 


4589 


34957 


A 


4630 


453 


719 


ARGSKHTGLIAQWAHEQSGHG 
GRAGGYAWAQQHGLPLTKAD 
LPVAMATAECPICQQQRPTLSPR 
YGTI PW/WA WDA PGG RGCWRI . 
QKAGE 


4590 


34958 


C 


4631 


122 


325 




4591 


34959 


A 


4632 


1 


346 


MAGEKVEKPDTKEKKPEAKKA 
DAGGKVQEGTGRYSRSAMYSR 
KAMYKRXYSAAKSKIEKKKEK 
VLATVTKPVGGDKNGGTQVIA 

QIITYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4592 


34960 


A 


4633 


1 15 


905 


EAFQTLHFCCLGLRQGTRRMA 

GEKVEKPDTKEKKPVEAKKVDA 

\GGKVKKGNIrCA\KKPKKG\RPH 

\CSRNP VLCS EG FGRYSRSVAMY 

SRKA1\YQEGSTFSPLKSKVEKK 

KKEKVLATVTKPVGGDKNGGT 

RVVKLRKMPRYYPTEDVPRKL 

LSHGKK\PFSQ\HVRKLRASITP\ 

GTIL\IILTGRHRGK\RVVFLK\QL 

AKLAYLLC*LGPLVLNRVPLRR 

THQKFCHLPLSTKIDISNVKIPK 

HLTDAYFKKKKLRKPRI IQEGEI 


4593 


34961 


A 


4634 


2 


350 


FVALAAVLCRQCLPRAWVCRR 

AGQGSGRHYRAAICAELKKPLT 

IEEVAP/DPVGPHEVRVDVHFC 

GVNFGDILICRDQYQERPHLPFT 

PGPVADSRKGLPIRSCCPPYNL 

WHCDFCS 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Me! 
hod 


SfcQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Dnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


4594 


34962 


A 


4635 


1 


556 


MGLKLNTHMDQTRGSLSGDTL 

EGSPSKRAKIILKRGGFRGILGG 

VGVQERRTGQRPALPCHDLRR 

AEVVPDHRRGGPRPVGPHEDL 

WQIPEKVSLQEAAVLPITYGTE 

SFALEHRARTQPGEIVLVTAAA 

GATGLAVMWQQISSGQGNIAA 

AGSDEKCKLAM\EKGAQSSVN 

YSQGSLKDSATDQ 


4595 


34963 


A 


4636 


1 


142 




4596 


34964 ... 


A 


4637 


2 


368 




4597 


34965 


A 


4638 


2 


504 


HKVGHAQHHSFITWKWYTRD 

WSRAGPEGTXGVPYDQLTEEEK 

TRAWFTDGSARYAGTIRRWTA 

AALQPLSRTSLKESGEGKSSQW 

AEVRAVHLVVHFTWKEK*PDV 

RLYTDSWAVANGLAGWSGTW 

KKHDWK1DDNEIWGRGMW1DL 

SEWSKTVKIFVSHESAHHIT 


4598 


34966 


A 


4639 


182 


840 


RTA V KG N L PTTP V I/SQWA H EQ 

SGHGGR DSG YTWAQQHGL L I T 

KADLAMTTAECLISQQQRPRLS 

LQYSSIPWGNQPATWWQIDYIR 

PLPSWKGQSQDSQDRSRNQGV 

KVKVAPLTITPSDTTAKFLLHV 

PAALHSAGVDVLVPEGGMLPP 

GGTTT1PLNWKLRLPPGHFGLL1 

PLSQQAKKRVTVLAGVIDLDC 

QDEISLLLYNRDAKELYRYTAH 


4599 


34967 


A 


4640 


3 


283 


SRVSCSPPPLSPPPPLSPPPPLSPP 
PLLSPPPPPLSPPPSPPPPVSLPPP 
PPVFSFPSSCP/PPFPPPLLPPLPPP 
PPLSPPPPPPPWSPSPPI 


4600 


34968 


A 


4641 


1 


531 


MGSSHCTQPGMLAAAVGQAVP 

GTDTGADSVSLSASCCHQHAIH 

CAQAIRAKGHLQAHTELPSAPT 

QPPSCARQCPKSGGDLGGRELY 

NNHEIRSGKHIGVC1SFANNRLF 

VVSIPKSKTKEQ1LEEFIKVTGS 

YWVLGLSFDFRKWPV/GQCCQ 

SFHGRLRATPARRAERRDARSF 

AL 
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SEO H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 

in USSN 
09/540,217' 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for Inst simino acid 
of peptide sequence 


Amino ncid sequence ( \=IJn known, 
* -Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


4601 


34969 


A 


4642 


115 


2405 


ATAEGSGSSGVKERGAGIRKAE 

RRRTEASGGGGGRGRRRSWRR 

AGAEGVSEADARGRGGKGREG 

KGGSRGGARAHRERARRRVEL 

DRVCCQRRELRPPFYNSSTRAG 

HREQRARVSRNPIPSDRJSPPQP 

NGEISGNMATEHVNGNGTEEP 

MDTTSAVIHSENFQTLLDAGLP 

QKVAEKLDEIYVAGLVAHSDL 

DERA1EALKEFNEDGALAVLQQ 

FKDSDLSHVQNKSAFLCGVMK 

TYRQREKQGTKVADSSKGPDE 

AKIKALLERTGYTLDVTTGQRK 

YGGPPPDSVYSGQQPSVGTE1F 

VGKIPRDLFEDELVPLFEKAGPI 

WDLRLMMDPLTGLNRGYAFV 

TFCTKEAAQEAVKLYNNHEIRS 

GKHIGVCISVANMRLFVGSIPK 

SKTKEQILEEFSKVTEGLTDVIL 

YHQPDDKKKNRGFCFLEYEDH 

KTAAQVA RRRFN * VGKVQG FG 

GNVGTVEWADPIEDPDPEVMA 

KVKWLFVRNLANTVTEEILEK 

AFSQF\GKLERVKKLKDYAF1HF 

DERDGAVKAMEEM1MGKDLEG 

ENIE1VFAKPPDQKRKERKAQR 

QAAKNQMYDDYYYYGPPHMP 

PPTRGRGRGGRGGYGYPPDYY 

GYEDYYDYYGYDYHNYRGGY 

EDPYYGYEDFQVGARGRGGRG 

ARGAAPSRGRGAAPPRGRAGY 

SQRGGPGSARGVRGARGGAQQ 


4602 


34970 - 


A 


4643 


2 


369 




4603 


34971 


A 


4644 


1 


1002 


MNAGCGQTHDCAYRQKRPED 

VN EEG RLEQRN RK RQDEWG PR 

DKPASSGYKAGTLDVENWNRA 

GEGLICHAHQKGLKVDSSAFCT 

CSLIRTVLMPLSPYYSAGQQAE 

SKNLKESVVPPTAS1ENKKQER 

EDKNWPILPPPVAETSVPPPSVA 

GIETP1QRJLRSAAIAGEPSGPCA 

FPISVRPDSNNPQQFIHEHTPLEF 

KLLNELKTSVVN1GVQSPFTLG 

LPESAFGAMRLLPFDVKHWAR 

TCLSASAYLTWNLNGQEMCTD 

QVRQNRAAGHGDIAEDMLLGN 

G P/YFRPGTSNGTKRA WATI PEE 

GVPVQSFLPFMEGSQEPSAQFL 

ARLREAV 


4604 


34972 


B 


4645 


1 


575 





527 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4605 


34973 


A 


4646 


1 


776 


VVLMRNLMSGTlFSMLATsllSML 

GSLV11IQYITQEIPDPSRVPLVA 

SWKTYPLFFGTAIFSFESIGVDL 

PLENEMKNARHFPPILTLGMP1 

VTTLD1G MAALGYL RFG D\DTK 

GS1ILSLPICWYLHGLSGEGPSQ 

SFSERETICAQVIVPRSEVNVPRR 

PVSEHSGRGEQLCGLSCRLYQS 

VKLLY1AGILCTYALQFYVPAEI 

IIPFA1SRVSTRWALPLDLSIRLV 

MVCLTSAPMTRSTPFCKYSTRG 

RRRWLEIPV 


4606 


34974 


A 


4647 


1 


1294 


MGKDFMSKTPKAMATKTKIDK 

WDLIKRKSFCTAKETTHVNRQP 

TEWEKIFATYSSHKELISRIYTE 

LKQIYKKKTNNPINKWAKDMN 

RHFSKEDIYASKKHMKKCSSSL 

A1REMQ1KTTMRYHLTPVRMEII 

KKSGNNRQP1VGPCDNSVILLY 

KILANRIQQHIKKLIHHDQVGFI 

PGMQGWFNTCKSINVIQHINRT 

KDKNHM1IS1DAEKAFDKJQQPF 

MLKTLNKLGIDGMYLKII1AIYD 

RPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGSQLGKEEVNLSLFADN 

MIVYLENPI1SAQNLPKL1NNFS 

KVSVCKINVQKPQAFLYTNNR 

QTESQ1MSELPFT1ASKR1KYLV1 

QLTRDVKDLFKENYKPLLNE/I 

K/EDTN K WKN 1 PCS WVG R IN I V 

KMAILSK 


4607 


34975 


A 


4648 


2 


711 


WNRRRPCIAKTIL/SQKNKAGGI 

TLPDFKVYCKSTVTKTAWYWY 

QN RHIDR WS RTETS EITPHIYMH 

Q1VDKPHKNKQWGKDLLFSKW 

CWENWVAICRKLKLNLFLTRY 

TK1NSRWIKDLHEKLKTIKTLEE 

NLGNTIQDIG IG KDFMTKMPKA 

IATKAKJDKWDLIKLKSFCTAK 

ETIIRVNKQPTEWENISAIYPSD 

RSLISRIYKE\LKNIYKRLDAVA 

HTCNPITLKGQGRWIT 


4608 


34976 


A 


4649 


1 


576 




4609 


34977 


A 


4650 


1 


771 
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SEQ ID 

NO: 


SVQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4610 


34978 


A 


4651 


1 


887 


FPEDSEPISISHGNYTKQYPVFV 

GHKPG RNTTQRHRLDIQMIMIM 

NGTLYIAARDHIYTVD1DTSHTE 

EIYCSKKTAWEILDRPMVATCR 

MKGKHKDFACHNFIKVLLKKN 

DDALFVCGTNAFNPSCRNYKM 

DTLEPFGDEFSGMARCPYDAK 

HANVALFADGKLYSATVTDFL 

AIDAVIYRSLGESPTLRTVKHDS 

KWLKEPYFVQAVDYGDYIYFF 

FREIAVEYNTMGKLLGLHHELL 

RRTQDYGHKAGCPESCLLSVRR 

CPPPQSKAHRESVEELFKGCRR 

HAGFCACGHITT 


4611 


34979 


A 


4652 


1 


2890 


MVLLKVDPGLWGSSLRVLLKA 

DPPYGTQAHAERHGRALAGGL 

GVGEQSQSLDLLRMSHTYGAL 

FLPRAAVSSWCASVRJRK1KKSP 

LLDGAPLLYEPDTWLGKWSSS 

WTLVFTHPFSAALTHSALTARS 

DTGSLTLSPDGKLYSATVTDFL 

AIDAVIYRSLGESPTLRTVKHDS 

KWLKEPYFVQAVDYGDYIYFF 

FREIAVEYNTMGKVVFPRVAQ 

VCKNDMGGSQRVLEKQWTSFL 

KARLNCSVPGDSHFYFNI 


4612 


34980 


A 


4653 


1 


480 


MEGVEEKEKVPAVPETLKKKQ 

GNFAELKIK\PKMAFVLRIRGVS 

GVSPKVRKVLQLLRLHQ1FSGT 

FVKLN/KASVNMLRIVEPYIAW 

GYPNLKSVNELIYKRGYGK1NK 

KRIALTDNTL1VPSLGKYGILCM 

EDLIHEIYTVGKHFKEANNLLW 

PFKLSSP 


4613 


34981 


A 


4654 


3 


279 




4614 


34982 


B 


4655 


1 19 


177 




4615 


34983 


A 


4656 


157 


359 


HQRCRK**TKLEG*TCRKIEVN 
TDYIKP*E*EFWMIYYISIYLTSI 
CSSICNENILQLENREKSRNT 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4616 


34984 


A 


4657 


65 


900 


GLAFPPILQKESPHPCLWILFTSP 

VALSTSRPPCVISSAALCPRRHG 

FLPPRLLAPLAAAFCPRPRCFLP 

LPPRJLFA PAPVDFCPRRCGFLPL 

PPRVFAVSCPRRRGLLPPLLFAP 

SAAAFCGFLAPSPWLFAAFGTR 

CRGFLGLLVPAAAAFFPRRLRF 

FLPRLFSPAAAVTFCHPCFLPPP 

PRLSVPAAASFCRRGFQQEIRTV 

EIRGSGTRVGLQHQTGHLPRGP 

SSLPAELHA*ARVSPLEASPPSC 

TR/WMQQPEDLGPALTLGR1CG 

VGACWEL 


4617 


34985 


A 


4658 


927 


1157 


ARRSTAPVDCK*LQP*AQAAL 
WVLVWDHEAARQPEGVVQPA 
PGLWPSSRRWRKFQAPGSSGV 
CHPGALQACPEELS 


4618 


34986 


A 


4659 


1 


563 


MKLVAVFDKQDLHHGGDD1SA 

SSMHTQSPERFTSASELGTNNV 

SAFSVXYQAASEIEVTSSVLHAS 

SQKGLSSQHLGFGAPQAGGGSF 

RHLAPQRKEVLEEYFKYDPEH 

KLIFRFVRTLFKAMRLTAEFAIE 

ITHGGRDVERATGLVNK1HRQG 

CGDSFCN IGGN AKPY VCCGKE 

YVSSSKHQNGIAI 


4619 


34987 


A 


4660 


1 


681 


MGKYAEALRSQQKAVLMSVR 

VMGIEHPNTIQENMHLALHCFT 

SRQLSL A LSLLQG AH YLM/LL V 

LGE/DHPEVA/LLDNIRRVLHRV 

MEYDLSLCFLDNALAVSTKYQ 

GPKALKVALGHHLITSVYESKA 

EFXRSALQHQKEGLAAH/TSLGE 

DQEKTKESSEYLKCLTQLAVAL 

RRAMHEIYRNGSSNNIPPLNFT 

APSMASVLEQFKGINGILFIPLS 

QKDLESLKAEVAQ 


4620 


34988 


A 


4661 


2 


443 7 


V WQSGGDSITSKTN I ITC VNC Y 

LYTCIDSSFNQYHSIL1VRARQD 

1WLPVALHRPWESSPFIHVIKNI 

LQKILKRSTQFIFTLIAIIMGLIA 

VTVIAATAGVALRQSIQTVHFV 

DKWQKNSTRMWNS/QRIDQKL 

ANQINDLRQTVIW 


4621 


34989 


A 


4662 


2 


377 


FA FT WTDPDTHQ AQQ1 T W A L L 

PQGFADSPHYFSQAQISSSSITY 

LGIILHENTRALPADHV*LISQT 

PISSTKQQLLSFLGMVRYFCLWI 

PSFTILTKPLY*FTKANLADPTD 

PKSFPHSSFRSL 
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SKQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4622 


34990 


A 


4663 


1 


1095 


MAKAVLSKKNKTGSTTLPDFKI 

YYKD1VTEEPGIETLRHTSSTKF 

SKGLPSRESFSEKQNKTTTHLH 

PGEINSF1AHTK.PA WRSLHTDA 

H EI WCRDSDQVNSPGRSI PCPPA 

LCSMRKIHLRPLVLRPASPRNIS 

PILNPLHLIAALLPNPKPPFRPPL 

VSPDLNPQVKDISTPSWATDHV 

HLTVSLKPYHPYPAQCQYPIPQ 

HALKGLKPVITRLLQHGLLKPI 

NSPYNSHILPVLKPDKPYRLVV 

ODI Rl ITsIHlVI I PIHPMVPNPVT 

LLSSI PASTTH YSVLDLKH AFFT 
I PLH PSSQPLFAFTWTDPDTHQ A 
QQIT*AVQPQSFTDSPHYLNQA 
QISSSSVTYLGIILIKAHVLSLPIV 


4623 


34991 


A 


4664 


655 


2417 


KKRESMNIDAKILNKJLANRJQ 

QHIKKLIHHDQVGFIPGRQGWF 

NICKSINVIQHINRAKDKNHMII 

SIDAE KAFDKIQQL FM LKTLNK 

LGIDGTYFKIIRAIYDKPTANIIL 

NGKKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLKEIKEDANKW 

KNIPCSWVGRINIVKMAILPKVI 

Y R FN A I PI KL PM TF FTELEKTTL 
KLFI WNQKRAHITKA I LSQKNKA 
RGITLPDFKLYYKATVTKTAW 

Y WYQN RDI DQ WN RTQPS E I TP 
HIYNYLIFDKPDKNKQWGKGS 
LFNKWCWENWLAICRKLKLDP 
FLTPYTKINSRW1KDLNVRPKT 
TKTLEENLGITIQDIGMGMDFM 
SKTPKAMATKDKIDKWDLIKL 
KSFCTAKETTIRVNRQPTKWEK 
\FSQPTHLTKG*YPESTMNSNKF 
TRKKQTTPSKSGRRVNEQTLLK 
RG HLCSQKTHEKM LTI TG HQR 
NANQNHTMEIPSHTC 



BNSDOCID: <WO 0175067A3_IA> 



531 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4624 


34992 


A 


4665 


1 


234 


MQNQEKFGELISEWAPYGRPRP 

QIAVGDHHISVYDGEVNWRMS 

SLQASAAGKDYANRGTEWGEE 

PSQMLRHELLSGEMCVSRNRG 

QPLANSERRSEALSPVTPKKLIP 

ADGHKSDPGRTWMKLET11LSK 

LTQEQKTKHHMFSLISG*FAEN 

DGFQLHPCPS\GSLLWPSAGISF 

FG VTG LRASDLLSLLARGCPRF 

LDTHISPLSSS 


4625 


34993 


B 


4666 


1 


2553 




4626 


34994 


A 


4667 


33 


272 




4627 


34995 


A 


4668 


1 


3045 




4628 


34996 


A 


4669 


1 


334 




4629 


34997 


A 


4670 


159 


245 


FPI VASP WLLC* LMSFAGTWVK 
LETI1LSKLSHGQKTKHRMFSLI 
DTVVVGSDDFPLLRVPGCCASS 
LNAAHTSVNIKLELT 


4630 


34998 


A 


4671 


1 22 


359 


TANLKNGRJCFL*PIHLTKG*YPE 
STKN VN KFTRKKQTTPSKSGQK 
I*TNTSQKKTFMQPTGT*KNAH 
HHWSSEKCKSKP 


4631 


34999 


A 


4672 


2 


66 


RLVYADTCFSTIKXKAEDASTS 
ENMRCLVFCACDSLLRMIVSSF 
IRVPTKDMYSSFFMAA*YLLQY 
HQVKSRRCFYE 


4632 


35000 


A 


4673 


519 


899 


SALVCHTCSNWQVHLGDSVFY 

RSEEQPLEPLPFSYLSSLFPGLHP 

DP VSSG SQQPS* M PHTD A S VTS 

SHGLGGLAGRNSCIYPCCAPAL 

CADYLWGSPDLFLLLSFQHKG 

NVGVGLAHSPQFQQGN 


4633 


35001 


A 


4674 


1 


278 




4634 


35002 


A 


4675 


158 


592 


G Y Y W RPS FQS LRENN ECQRKS 

NSVNAGCLNCDHCVLGIYQQH 

♦QNYFSFDIHYFLSETGRKVSSS 

I/AYFT1GETEALSGKVVPYWQQ 

AAGQGCTLHLLLPQTRLFPGKG 

RRQPGLLREF 


4635 


35003 


A 


4676 


302 


721 




4636 


35004 


B 


4677 


I 


871 




4637 


35005 


B 


4678 


1 


559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4638 


35006 


A 


4679 


3 


2386 


RVATMAPHRPAPALLCALSLAL 

CALSLPVRAATASRGASQAGAP 

QGRVPEARPNSMVVEHPEFLK 

AGKEPGLQIWRVEKFDLVPVPT 

NLYGDFFTGDAYVILKTVQLRN 

GNLQYDLHYWLGNECSQDESG 

AAA I FTVQLDDYLNG RA VQH R 

EVQGFELAP\FLGYFKSG\LK\Y 

KKGGVASGFKHVV\PNEVVVQ 

RLFQWKGRRVVRATEVPVSWE 

SFNNG\DCFIL\DLGN\NI\HQWC 

GS\NSNRYERLK ATQ VSVKGJ RY 

NERSGRA\RVHVSEEGTEPEA\M 

LQVLGPRWALPAGTEDTAKED 

AAN\RKLAKLYKVSNGAGTM\ 

YVSL WA D\ENEFTQGA\LKSED 

CFILDHGKDGK1FVWKAGKHAN 

TEERKAALKTASGFHSPRWDY 

PKQIQVSVPFLEGGXETPLFKQV 

FKNWRDPDQTDGLGLSYLSSHI 

ANVERVPFDAATLHTSTAMAA 

QHG MDDDGTGQKQl WR 1 EG SN 

KVPVDPATYGQFYGGDSYI1LY 

NYRHGGRQGQIIYNWQGAQST 

QDEVAASAILTAQLDEELGGTP 

VQSRVVQGKEPAHLMSLFGGK 

PMIIYKGGTSREGGQTAPASTR 

LFQVRANSAGATRAVEVLPKA 

GALNSNDAFVLKTPSAAYLWV 

GTGASEAEKTGAQELLRVLRA 

QPVQVAEGSEPDGFWEALGGK 

AAYRTSPRLKDKKMDAHPPRL 


4639 


35007 


A 


4680 


1894 


2161 


MFGLPNARAATSTAPFASHSLC 
LCFRILLLLGPGINLANPRNHLV 
LHQKFSILGRHFSLVATEEPCISL 
ALAPSKRWECNSSS*RYENN 


4640 


35008 


A 


4681 


1 


1803 




4641 


35009 


A 


4682 


1 


501 


MTFQCVVNTHYLTYPRPQRFL 

YLVVVRPSCASWIMFVL1DRGY 

VFSYFPQSYGGFGSRILSKPIEV 

QVGGRSVVAQMWSNKCGQYS 

DLASLGCISR/YSAGSVYYYPSY 

HHQH/NPVQVQKLQKELQRYL 

TR/KIGFEA VM RI RCTKAKPTRH 

RHYGELEISITIIRAIGK 


4642 


35010 


A 


4683 


350 


623 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X- Unknown, 
*-Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4643 


3501 1 


A 


4684 


1 


3252 


PPGPERSRLGLGVSL1 1QRSCTK 

CIAVFTRVSEPRIQFPASRILPSS 

NTSKDFDPVSGQSNYGGSQGS 

GQTLNRPPVASNPVTPSLHSGP 

APRMPLPASQNPATTPMPSSSF 

LPEANLPPPLNWQYNYPSTASQ 

TNHCPRASSQPTVSGNTSLTTN 

HQYVSSGYPSLQNSFIKSGPSVP 

PLVNPPLPTTFQPGAPHGPPPAG 

GPPPVRALTPLTSSYRDVPQPLF 

NSAVNQEGITSNTNNGSMVVH 

SSYDEIEGGG 


4644 


35012 


B 


4685 


51 


236 




4645 


35013 


A 


4686 


1004 


1405 




4646 


35014 


A 


4687 


1 


771 




4647 


35015 


A 


4688 


1 


405 


SENVDDVSVMMG/TPANKALL 

DTTGFWHD/DFNNATPNDICVA 

IRSE/AADAGIAQAIMQQLEEA/ 

L KQQA/LDRN LNVMM FSDNVT 

LE/DEIQLK/TRAREKGLLV/MG 

PDCGTSM 1 AGTPL A FA/N V M PE 

GNIGV1GASGTGFRR 


4648 


35016 


B 


4689 


1 


1656 




4649 


35017 


A 


4690 


1657 


2259 


LPQPQPATPWPSAPTPRFASPAA 

AMATLWSGTCRIRLWSGSSRA 

TRT A P AA L I FP1TA LG SGQGAW 

TTRCAAGTCGRA ASCSSM1 SA/ 

AQIFSPCHCPNQDWLAVGMESS 

NVE1LHVGKPEKYQLHLHESCV 

LSLKFAPCGRWFVSTGKDNLL 

NAWRTPYGASIFQSKESSSVLS 

CDISRNNKY1VTGSGDKKATVY 

EVVY 
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SKQ in 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown T 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4650 


35018 


A 


4691 


62 


1371 


QNQST1SVMLRSAMTTTMAAD 

LITA1/MGQRKQHIDTGFWHDD 

FNNATPNDJCVAIRSEAADAGI 

AQA1MQQLEEALKQLAQGSGS 

SQALTQVRRWDSACQKLPDAN 

LALISVAGEYAAELANQALDR 

NLNVMMFSDNVTLEDEIQLKT 

RAREKGLLVMGPDCGTSMIAG 

TPLAFANVMPEGNIGV1GASGT 

GIQELCSQIALAGEGITHAIGLG 

GRDLSREVGGISALTALEMLSA 

DEKSEVLAFVSKPPAEAVRLKI 

VNAMKATGKPTVALFLGYTPA 

V A RDEN/V WFGSSLDEAXSLAG 

CFSVRARSPLTRJDGMM1LGMF 

GGCFAASLWANNVKf RMPR^R 

1RIMQA1IGGIIAGFGARLAMGC 

NLAAFFTG I PQFSLH A WFFANP 

LLIGQTLEDPHEYIDYLDKEFPL 

YQLVECVVSLNYSYHWECTEI 


4651 


35019 


A 


4692 


1 


1 125 


MEAEVDKLELMFQKAESDLDY 

IQYRLE YEI KTNHPDSASEKNPV 

TLLKELSVIKSQYQTLYARFKP 

VAVEQKETKSR1CAGMTKTMN 

VIQKLQKQTDLDLSPLTKEEKT 

AAEQFKSHSFGMWPCKLKYRQ 

NKKKK KK LSQNRSTTWKLNN L 

LLNDYWIQNEMKAEIKMFFET 

1MENKDTTYQNLWDTFKAVCRG 

KFIALNAHKRKQERSKJDTLAL 

QLKELEEQEQTHSICASRRQEIT 

K I RA ELKEI ETQKN LQKINESRS 

CFFEKINKMDRLLARLIKKKRF 

KNQIDAIKNDKGGITNDPTEIQT 

TIRE Y Y KHL YANKLENLEEMD 

KFLDTYNLPRLNQEEVESLNRPI 

TGSEIEARINSLPTUCKSPGPDGF 


4652 


35020 


A 


4693 


2 


421 ; 


G RVGGRVG KI RT* LN* IETKKY 
KR*N ETKS WFFEKI KM DRPL AR 
LTKKRIKEIQITSLRNETGNIITD 
TTEIHKIIQG*SSSSSSSSSSSSSSS 
SSXFSSSSSSSSSSSSSSDTFKRPIT 
GIKI EM VF*KLPTKKSRISL 



535 

BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 PCT/USO 1/08631 



SEO ID 

ISO: 


SEQ ll> NO: 
oT peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon tor peptide 
.sequence 


Nucleotide location of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


4653 


35021 


A 


4694 


1 


654 


MEYYAAIKNNTFMSFAATWM 

KLEAllLSKLTKEQKTKRHMFSL 

VSTLELGALTALVRCGRWRRQ 

CDDEAMACVTQGRPLARLTKK 

RREKIQITSLRNETGDITTDTTEI 

QKIIQGYDEHTYAHKVENLEG 

MDKLLEKYNPPRLNQEELGTL 

NRPITSYEMEMIIKKL/PNEKSP 

GPDGFTAEFYQTFKEELVPILLA 

LFHKTEKEGILPNSFYEASITL 


4654 


35022 


A 


4695 


I 


786 


MPPSLAYKNPRPQQADTQVA/T 

MSRGVHWRKKMQAAGPREDV 

KRSTQAEEHTDRHQH I SR\HQL 

LLMRIFEMGWKKPSPFQEESIPI 

ALSGRDILARAKNGTGKSSAHD 

IPLLKRLDLKKDTIQTIVIVPTG 

GPALQVSQIC1QVSKHMGGVK 

VVMTTGGTNSGDDVLRLDDTV 

HMVIAAPGRILNLIKKGVAKLE 

ETYLRHIGRPGHFGHFGLAINLI 

TYGDHFNLKG1EEQLGKEIKPIP 

SNIDKSLHVAEFHSKAVENEKP 


4655 


35023 


B 


4696 


1 


501 




4656 


35024 


A 


4697 


2 


573 


YSACFFLFSIAMGILLTVPPSFWI 

PTSFSAFLGFFSSFSLLVLHQPD 

FSFVLGLWR1ISLLVLKIVEGSS 

NQGMQMASRSWEWPSSSRKM 

ATSVRTLPEP/GPSGCRAPSAFPF 

RKEAGADPSGCPGGRQVPLVA1 

GRGGALEPQRWELRAPGSAGR 

LPREGGRTFPGAQSPAGAQSPA 

GKQSPPGAQSPLH 


4657 


35025 


A 


4698 


2 


346 


PPINISVPHC*PFGG/EPLEILIPAP 

ERSSHVLSQSPVRTHSSAVHQS 

VGASLNCGDKQPPNFSGSKIFF 

LIYLHLMTGQVRGSSVLCHPNT 

GIQKEGGTVTMEIPIAIEKRKKHA 


4658 


35026 


B 


4699 


1 


468 




4659 


35027 


A 


4700 


2 


284 


ETGEFTQLKELNIQGNCWTLLL 

PELGNLYLTGQKJCVCKVENSP 

WVTP1AGQFQLDVSCVSECVCS 

ETYEYLYGQHMQ\ANP\EPPKH 

HNHKSGKD 


4660 


35028 


A 


4701 


5 


189 




4661 


35029 


A 


4702 


38 


190 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /-possible nucleotide 
deletion, \=possinle nucleotide insertion) 


4662 


35030 


A 


4703 


2 


882 


WPSVSSG/PSSAVSFSSFDPGVA 

SCTSSSASGIQRPMASEVPCASG 

IPIKK1GHRGVDSSGETTYRKIT 

SSALKCAIQLCITHTVGSLDP TP 

ERHVLIEPLIELSSSGADGSLLII 

VSIHDEFI1KTVQHKQAEFLQKL 

IPGYHIDLNQNSWTLLPKFYGL 

CCVKAGGKNTQIAVMKNLLLR 

LNSEGFRII LCIGITDII OSYKI'V 

KKLEHSWKALVCDGDTVSVHK 

PGFYTFRFOCF'MCNTA FK K I PA 

RTLTTPNAGKDVEQQELSSLLM 

GMRSGTATVEDSLVVSYKTKH 


4663 


35031 


A 


4704 


2 


410 




4664 


35032 


A 


4705 


2 


728 




4665 


35033 


A 


4706 


1 


1208 


MKMEKVNTSWLLPPSSISVLIR 

RGAGSMVLLLQSQRQYIFEYDS 

SDRLLAVTMPSVARHSMSTH 1 S 

IGYIRNIYNPPESNASV1FDYSD 

DGRILKTSFLGTGRQVFYKYGK 

LSKLSEIVYDSTAVTFGYDErF 

GVLKMVNLQSGGFSCTIRYRKI 

GPLVDKQIYRFSEEGMVNARFD 

YTYHDNSFRJASIKPVISETPLPV 

DLYRYDEISGKVEHFUITTAEM 

TLSKHFDTHGRJKEVLA/YEMF 

RSLMYWMTVQYDSMGRVIKR 

ELKLGPYANTTKYTYDYDGDG 

OI OSVACNDRPTWRYSYFI MH 

NLHLLNPGNSVRLMPLRYDLR 
DRITRLG D VQ Y/K I DDDG Y LCQ 
RGSDIFEYNFNGAPTKTLSQAS 
GILQSLQGLHEVHRNPACSDFA 


4666 


35034 


A 


4707 


1 


663 


MMLLLLALLGAGLLGASLLTS 

WHAPARNKIPRAQKWREEPDL 

DPKPILELPLAELAQQLRTEELS 

LESILCSYLKQALKVHQEVNCL 

MDFLGECEEELQALKKLKKSE 

RGLLYGVPMSLKDTYDSMFLE 

KPATKDGVIMKVLKAQGAIPFV 

KTN1PLTLLRSLKRASWALNAA 

TPJYGQMLSPLNLKKTCGGSS/G 

GDHGG WPHGPGRGEPGAVPCK 
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SEQ in 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
locution of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=l <nkno\vn. 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4667 


35035 


A 


4708 


2 


624 


SDARLHKDDTDICFSKTLNSCK 

VPQIRYASVERLLERLTDLRFLS 

IDFLNTFLHTYR1FTTAAVVLGR 

LSDIYKRPFTSIPVXRRARKLSLT 

SPLNSK1GALDLTTSSSPTTTTQ 

SPAASPPPHTGQIPLDLSRGLSS 

PEQSPGTQPEVSGSSPHSTAQSK 

1WSLVWKQYWLMAPSHALKT 

CHAARLARTFVTSSSATKVHCA 

ISLK 


4668 


35036 


A 


4709 


1 


195 




4669 


35037 


A 


4710 


1 


1845 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEE1VICDRASVKE 

FKEEISRRFKAQQDQLVLILSGK 

1LKDGDTLNQHGIKDGLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQ1MENPLVQDMMSNPDL 

MRHMIIAKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGNNPFSSLAGNSDSSSSQPLR 

TENREPLRNP/WSPSPPTSQAPG 

SGGEGTGGSGTSQPNGSGMFNS 

PEMQ A LLQQ1 SENPQLMQNVIS 

APYMRSMMQTLAQNPDFAAQ 

MMVNVPLFAGNPQLQEQLRLQ 

LPVFLQQMQNPESLSILTNPRA 

MQ A L LQ I QQG LQTLQTE A PG L 

VPSLVSFGMSRTPAPSAGSNAG 

STPEAPTSSPATPATSSPTGASST 

QQQLMQQMIQLLAGSGNSQVQ 

TSEVRFQQQLEQLNSMGFINRE 

ANLQALIATGGDINAAIERLLGS 


4670 


35038 


C 


4711 


59 


464 
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SKQ II) 

NO: 


SEQ ID NO: 
of pep title 
sequenee 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codori for peptide 
sequence 


Nucleotide location of last 
corion for hist amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion. \=p»ssible nucleotide insertion) 


4671 


35039 


A 


4712 


1 


1902 


MAEAEPGRPGERGGGGAGRAG 
GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEEISRRFrCAQQDQLVLILSGK 

ILKDGDTLNQHG1KDGLTVHLV 

1 KTPQKAQDPAAATASSPSTPDP 

A S A PSTTP A SPTTPTQPSTS DS A 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQIMENPLVQDMMSNPDL 

MRHMI1AKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGNNPFSSLAGNSDSSSSQPLR 

TENREPLPNPWSPSPPTSQAPGS 

GG EGTGG SGTSQ V H PT V LN PFG 

1NAASLRSGMFNSPEMQALLQQ 

ISENPQLMQNVISAPYMRSMM 

QTLAQNPDFAAQMMVNVPLFA 

GXNPQLQEQLRLQLPVFLQQMQ 

NPESLSILTNPRAMQALLQIQQ 

GLQTLQTEAPGLVPSLVSFGMS 

RTPAPSAGSNAGVYPPRPPLPHP 

ATPSHIFSNRG/SPAPQQQLMQQ 

M IXQLLAGSGNSQVQTPE VRFQ 

Q\QLEQLNSMGFINREANLQALI 

ATGGD1NAA1ERLLGSQLS 


4672 


35040 


B 


4713 


309 


527 
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SEQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide: 
deletion, \=possible nucleotide insertion) 


4673 


35041 


A 


4714 


mi 


2506 


KKDQRETRNQKGLGFLRDRPQ 

WVSGKMKQECLQ/HWNAMAI 

KNHRAVAIFPKRRHGREDGLLS 

NLPTFGSYAPLRRVSNEFIASAV 

QRILLERRALPHGNCKLGGLTP 

QFMNRKNALVLEVLARA1RQE 

KE1 KG IQLGKEE VKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKRJKYLG1Q 

LTRDVKDLFKENYKPLLNEIKE 

DTNKWKNIPCSWVGRINIVKM 

AILPKV1YRFNA1PIKLPMTFFTE 

LEKTTLKF1WNQKRARIAKSILS 

QKNKAGGITLPDFKLHYKATV 

TKTAWYWFQNTDIDQWTMRTEP 

SEIMPHIYNYLIFDNPEKNKQW 

GTDFLFNKWCWENWLAICRKL 

KLDPFLTPYTKIKSRWIKDINVR 

PKT1KALEENLGNTIQDIGMGK 

DFMSETPKAMTTKVKIDKWDL 

1KLKSF 


4674 


35042 


A 


4715 


3 


372 


SVGVALRPWKRE/RAASERRSS 

SGGGGGGGGGGGGGGGGSGS 

GQ/HAPAAPAGGIEAVNMASAS 

YHISNLLGVLAAAALAVTQALP 

\PPSAVAGSFSAPKSPAHRSAGL 

PIPAEPLSSPLLQPPPP 


4675 


35043 


A 


4716 


I 


1008 




4676 


35044 


A 


4717 


1 


2619 




4677 


35045 


A 


4718 


449 


801 


VLLLSSMSRRKCQSLYVDLLM 

KKETE*SMEKEKLTMHPLSCTH 

I*PRPQAPEADKQMRR*TEEQN 

CRMMWQKKEKEHLNAKRSLA 

GSGWRDQPLDGKAPGEDHLPIP 

SPFQLPIHPI 


4678 


35046 


A 


4719 


1 


1255 




4679 


35047 


A 


4720 


2 


843 


CLHGFGYRIRDSELQKJHRAAV 

KGDAAGVERCLARRSGDLDAL 

NK/TAQIAGAQPRJEEACTV1LLE 

HGTNPNLKDIYRNTALHYAVY 

SESTSLAEKLHFHGANIEALDK 

VLSISFLSKILMSSLKTCGRDAE 

D YT1 SH H LTK 1 QQQ1 LERK K K I L 

KKEKRGKASESEFLNSLGGPTL 

DKK1RNVE1SDESAVSILHELCV 

DSLPALDDEVLSVATKCVPEKV 

SEPLCRPSHEKGNRIVNGKGEG 

SEECLCPAAHRLRCGERLYLPP 

RLGCERLCLATTPSEK 


4680 


35048 


A 


4721 


295 


1050 
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SKQ in 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 

melon tYkt- iteitti/lit 
iiruuii mm peptKH. 

sequence 


Nucleotide location of las 
corinn for last amino acid 

OI |)t.|)lltH MtjUclilc 


f Amino acid sequence ( X=lln known, 
*=Stop endon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


4681 


35049 


B 


4722 


306 


554 




4682 


35050 


A 


4723 


2 


7973 




4683 


35051 


A 


4724 


2 


316 




4684 


35052 


A 


4725 


81 


228 


DPPLCLGLL\LHRASIVQKRI1YF 

QDEGSLTKKLCEQGKTLKHSQ 

QMFFK 


4685 


35053 


A 


4726 


1 


1043 


MELEWKVNVKVNSQDTNHHG 

SLQLARGEAAAVKFGRMSKKQ 

RDSLYAEVQKHQQRLQEQRQQ 

QSGEAEALARVYSSS1SNGLSN 

LNNETSG I YANGHVIDLPKSEG 

YYNVDSGQPSPDQSGLDMT\GI 

KQIKQEP1YDLTSVPNLFTY\SSF 

NMGQLAPGl RMTEIEIVAAEKJ 7 

PLIYKQSFLLTVLSFGGGGSVIC 

GPTFAKVSSSRRFIHHGDKIQPS 

INALGWTFMEETPQIFKCRTNT 

HGKELEHDLPEHSSGQGSTRRK 

SSCLRRDNNPMLLSGGRFYEKI 

HTMFITGTFDVRKMEHAEGKTSD 

L VH VG FQ A 1 KM PSSLKQEA SNG 

LJKLEEASGARMKTGHIK 


4686 


35054 


A 


4727 


467 


584 




4687 


35055 


A 


4728 


1 


1794 




4688 


35056 


A 


4729 


110 


1797 


PSQQEPGSGTSCLRYCWTAQTL 

PSVTMKLWVSALLMAWFGVLS 

CVQAEFFTSIGHMTDLIYAEKE 

LVQSLKEYILVEEAKLSK1KSW 

ANKMEALTSKSAADAEGYLAH 

PVNAYKLVKRLNTDWPALEDL 

VLQDSAAGFIANLSVQRQFFPT 

DEDEIGAAKALMRLQDTYRLD 

PGTISRGELPGTKYQAMLSVDD 

CFGMGRSAYNEGDYYHTVLW 

MEQVLKQLDAGEEATTTKSQV 

LDYLSYAVFQLGDLHRALELTR 

R\LLSLDPSHERAGGN/LCRYFE 

QLLEEEREKTALTNQTEAXELTTP 

EGIYERPVDYLPERDVYESLCR 

GEGVKLTPRRQKRLFCRYHHG 

NRAPQLL1APFKEEDEWDSPHI 

VRYYDVMSDEEIERIKEIAKPK 

LARATVRDPKTGVLTVASYRV 

SKSSWLEEDDDPVVARVNRRM 

QHITGLTVKTAELLQVANYGV 

GGQYEPHFDFSRNDERDTFKHL 

GTGNRVATFLNYMSDVEAGGA 

TVFPDLGAAIWPKKGTAVFWY 

NLLRSGEGDYRTRHAACPVLV 

GCKWVSNKWFHERGQEFLRPC 


4689 


35057 


B 


4730 


1 


2433 
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SEQID 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


4690 


35058 


A 


4731 


425 


1079 


PMGTSFLYECANFQSVSLGDPQ 
EPSCLCGGQPQGAAGGSSGSED 
ALLCLWDLQARKWKFEMSYTS 
GNIRGSSFCQFKSSFLVYFKALL 
KFRELFAQFKSFMGEKKLSLAP 
PMSDSSGDGIIRKIDYASCKRSG 
XSSI R ALPKTYQQP/E V LN DT W V 
SFPSWSEDSTFVSSKKTPYEEQL 
HRCEDERFEEMKTAGFASFGER 
SKTGVPNLRVTDWYRJLVAC 


4691 


35059 


A 


4732 


3 


425 


GASSEEAEGASEGP\GAPGGWG 

APGSQGAQEGGDLQEAEESQE 

GGDPRKPRSPRKVERHRKAGA 

PGRDLGRPSLTVLL\NHCVLQR 

LRKIYHSSIKPLEiQSYKYNELRQ 

HEITGQRCPCCEEPKPQHQERA 

LFVVVSENRMI 


4692 


35060 


B 


4733 


1 


1056 




4693 


35061 


A 


4734 


171 


51 1 


LLSVRHVVRNTQETANDVQVW 
/LDR EGGS KAN TGVCFLDHMLD 
QIATA VSRMEVIN VKGDLYI DD 
HHTVXEDTGLAALGEALKIAPGD 
KPGICRFGFVLP\MDECL\ACAL 
DISGGPH 


4694 


35062 


A 


4735 


563 


763 




4695 


35063 


A 


4736 


365 


1644 


RTSQMSSS A WRQQN RARPSS A I 

LPSSLSLGHPALPQFSQRMPAT 

ASQLPGMVGVLEGYGQTAASP 

GSVSSCSPACSSCCLGCWWPSS 

WPSCRLHPHLGRPIAHCLPE/VL 

TTTTTTPTITTSQAAGTPKGQQE 

SGVSPSPQSTCGGLLSGPRGFFS 

SPNYPDPYPPNTHCVWHIQVAT 

DHAIQLKIEALS1ESVASCLFDR 

LELSPEPEGPLLRVCGRVPPPTL 

NTNASHLLVVFVSDSSVEGFGF 

HAWYQAMAPGRGSCAHDEFR 

CDQLICLLPDSVCDGFANCADG 

SDETNCSAKFSGCGGNLTGLQG 

TFSTPSYLQQYPHQLLCTWHIS 

VPAGHS1ELQFHNFSLEAQDEC 

KFDY VE V Y ETSSSG A FSLLG RF 

CGAEPPPHLVSSHHELAVLFRT 

DHGISSGGFSATYLAFNATERL 

CLVESTSS 


4696 


35064 


A 


4737 


1 


154 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4697 


35065 


A 


4738 


I 


700 


GSRPQFPGHTRVRASGWRPCSL 

KPQLLGPVHPVSPYLLFLSSSDC 

AMGLIDGEWQLVLNVWGKVE 

ADIPGHGQEVLIRLFKGHPETLE 

KFDKFKHLKSEDEMKASEDLK 

KHGATVLTAVLGGILKKKGHHE 

AEIXKPRGTVSNATKHKIPVKVT 

WRSSPECII\QVLQSKHPGDF\GA 

\DAQGAMKQGPGSCFRKDNWP 

PTYKELGLSRAKPLAGFPTPNPS 

WAPGFKRERGLISV 


4698 


35066 


A 


4739 


1 


154 




4699 


35067 


A 


4740 


1 


617 


GSRPQFPGHTRVRASGWRPCSL 

KPQLLGPVHPVSPYLLFLSSSDC 

AMGLIDGEWQLVLNVWGKVE 

ADIPGHGQEVLIRLFKGHPETLE 

KFDKFKHLKSEDEMKASEDLK 

KHGATVLTA\LGGILKKKGHHE 

AEIVKPRGTVSNATKHKIPVKVT 

WRSSPECI\IQVLQSKHPGDF\GA 

\DAQGAM\NKALE\LFRKD\MAS 

NYKELGFQG 


4700 


35068 


C 


4741 


46 


522 




4701 


35069 


A 


4742 


78 


617 


TKELLHSKRNCHQSEQATYKM 

GENFCNLLI*QSANIQNLQRT*T 

NLQEKNKQPHQKVGEGYEQTL 

LNRRSLCSQKTHEKILIITGHQR 

NANQNHNEIPSHTS*NGNH* KV 

RKQQVSYKLL*MRPRRTRQVT 

Q*RREPETSLAKETPGNPTNTN 

AKFKTRGARISHYSSGNGERLP 

RTVC 


4702 


35070 


B 


4743 


1 


6477 




4703 


35071 


A 


4744 


1 


623 


MSSDISEVEDKNEFLTEQLSKP 

QI KFNTLKDKFLKTRDTLXRKKS 

LALETVHNNLSQTQQQIKEMK 

EM YEN A E A KENNSTG K WSC VE 

E RICQLQHEN PCI EQQLDD VH Q 

KECLPSRKEKFKSEPPAFLSGN 

QVKSSSCSLQTLFPPDDL1LYLE 

NPKDSTKKLLELINKFRVTGYK 

IKLQKSVAFLNDKNEQSKEENQ 

ECNPIYNNYK 


4704 


35072 


A 


4745 


2 


3272 




4705 


35073 


A 


4746 


1 


579 




4706 


35074 


A 


4747 


3 


510 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


4707 


35075 


A 


4748 


1 


1261 


MEAVDTFLVFNALNFLLTSQTT 

GCSSSCDPGHGLGQGSGNRFPI 

AAASARTAEEAKWFFSNKDYS 

NVLQLPDPKKTEYHIHEKRFSD 

SRILCYYPEFGKVEEIILTAMKH 

DWFGKHRKDDKIEKTGKIKIQE 

SFTSEEERIRMKQEQER1QAKTR 

EFREVRQARERDYAEIQDFHRTF 

GCDDELMYGGVSSYEGSMALN 

A RPQS P REG HMM D A\L Y A Q V K 

KPRNSKPSPVDSKGKVLGEADP 

VYPRRNPGTEGNASSLPSVSFSE 

SPPVRAAFAGYHYVAFPWLQK 

LMSGTSGKDPEKEADLARVVT 

LRVVTLRJETHVKTLAFTAALL 

QQLACIDVGMDKQNDVYTYN 

KILLSFKRKEILTHTTTRMSLED 

IILSEINQWQEDKYRFGLYEVA 

QVVKLIETESKVVVSRDGGRG 


4708 


35076 


A 


4749 


10 


2051 




4709 


35077 


A 


4750 


2 


2118 




4710 


35078 


A 


4751 


1 


658 


MWNSKTLAAFRPCPKDPLNFE 

LERDNLAYLAEE1PKQQSIQYIT 

WMILKAFSHMHLQRDNLKLEL 

MFKRKAKHKGLKNLHPDHVIE 

KKNLFSAEKFKPAAEIYISNEEP 

NVNSQDNGKKCLQGMSEIFAA 

APA1TDNTSDKTTLIKVSSWPYI 

ADRRCPLVNVTREDSPSEDPVF 

LRTLGKGDWFGEKALQGWGL\ 

KGIHHVSAQEPVCLLLPFMTPR 


4711 


35079 


B 


4752 


1 


471 




4712 


35080 


A 


4753 


315 


407 




4713 


35081 


A 


4754 


411 


1042 




4714 


35082 


A 


4755 


1 . 


423 




4715 


35083 


C 


4756 


202 


321 




4716 


35084 


A 


4757 


5 


413 


CFFFFFFETESHFVTQAGVQWR 

DLGSLQSPPPGFTPFS/SPQPPKE 

PGPQAPATTPGQSFAFLVEMGF 

HHVSQ\EVSIS*PRDPPASASQS 

AGTTGVSHRAWTFCFLRQSLA 

LSPDWSAVARSQLTATSASWV 

QVSRR 


4717 


35085 


C 


4758 


150 


491 





BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*— Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4718 


35086 


A 


4759 


1 


548 


G1AFCLNLIKTLKLPNFKSCVIL 

LGLLLLYDV/FFVF1TPFITKNGE 

SIMVELAAGPFGNNEKNDGNL 

VEATGQPSAPHEKLPVV1RVPK 

L1YFSVMSVCLMPVS1LGFGDI1 

VPGLLIAYCRRFDVQTGSSYIY 

YVSSTVAYAIGMILTFVVLVLM 

KKGQPALLYLVPCTLITASVVA 


4719 


35087 


B 


4760 


642 


1985 




4720 


35088 


A 


4761 


39 


252 




4721 


35089 


A 


4762 


1 


783 




4722 


35090 


C 


4763 


218 


358 




4723 


35091 


B 


4764 


372 


374 




4724 


35092 


B 


4765 


129 


1036 




4725 


35093 


A 


4766 


121 1 


1983 


SQSCLLLQEDFAPIAGEQEAEQ 

HQEDLRALLRASLQGQCSRQP 

GTRLHGSAPWPGEAQNRSRPLP 

GDSPSLDRYRGI/SDAVGKSRSG 

DIGSSLRVEAGDKRTQASPERQ 

PHCGAHDAQDISGGREIFKPRQ 

LPGSAIWSIKVGHGSGFPGKRR 

PRGAGLSGRGGRGRSKLKSGIG 

AVVLPGVSTADfSSNKDDEENS 

VLDMVVLFSSSDKFTLN/QVCG 

SFGQGAEGRLLACSQCGQCYH 

PYCVSIKMDACSSSELKY 


4726 


35094 


A 


4767 


1 


603 


MANFNDCVLDKEKVCIAAKFIT 

HAPAGEFNEVFSDIRLLCNNDS 

LLRERAARAFAHYNMDQFTPV 

KMEGCEDQTI1ACIESHECQPKN 

FWNGRWRSEWKFTITPPTAQV 

VGVLKIQVHYYEDGSVQLVSH 

KDVQDSLTVSNDAQTAKEFIKII 

EN A EN E YQTAISENCQTMSDTT 

FKVLRRQLPVTRTKIDWNKI\LS 

YNI 


4727 


35095 


A 


4768 


1 


867 


MADFDDRVSDEEKVRIAAKFIT 

HAPPGEFNEVFNDVRLLLNND 

NLLREGAAHAFAQYNMDQFH 

AVK\IEGYEDQVLITEHG\DLGN 

SRVLDPRNKISFXKFDHLRKEAS 

DPQPEEADGGLKSWRESCDSA 

LRAYVKDHYSNGFCTVYAKTI 

DGQQTIIACIESHQXFQPKNFWN 

GR\WRSEWKVP\1TPPSAQ\VVG 

VLK1QVHYYEDGNVQLVSHKD 

VQDSLTVSNEAQT\AKEFI\K!IE 

NAENEYQTAICGNYQTMSDTT 

FKALRRQLPVTRTKIDWNKILS 

YKIGKEMQNA 



545 
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SEQ "> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


StO H> NO: 
in USSN 
09/540,217 


Nucleotide 
location ot" first 
codon for peptide 
sequence 


Nucleotide location oMast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4728 


35096 


A 


4769 


2 


690 


WPSGSASRPRHLRAPEPV\GKA 

GKNKGAGLTPA/AGTSGCAGR 

AESRGPPTGSHGSEPSRGSKGL 

CGRGTRSLPERGAEVLPHLPAQ 

TSPQLGSQGAWP/RHPRKPFRP 

AARAGTQPPGFVPSTPALLKVL 

YRSAHTQHSGRAAPEPSRLALG 

PTLQQKRH M G H RRN LTFS STY 

NKJCCGFG WA V EMRFSALLDVT 

TTPSRVAFWGSRGPPLGMERQL 

QLLSGYSPDGWLSTSM 


4729 


35097 


A 


4770 


1 


590 


M DTR I GTTDTG T YG K V EG A RR 

MRJ_,KKLPIEYYAYYLDDEIICTS 

NPCEFPGYGIEREYPCETSGPLE 

LTVQEDQGEEPQREELTRKKTS 

KVCRGSPLAWATGVKPCLKKK 

RRRRKEERRKKKEEGEGEGEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EE/EEEEEEEEEEEEEEEEEEEEE 

EEEEEESDPCTSWNTSQP 


4730 


35098 


A 


4771 


1 


288 




4731 


35099 


A 


4772 


1 


237 


MRSSVIGPRSH1PSQRXSGIQEE 
EEEEEQEEEEEEEEEE/EEEEEEE 
EEEEEEEEEKGLLDQEAARHLV 
LPAATQCKPKM 


4732 


35100 


A 


4773 


1 


794 


MASHSSPMGSQYYYGFPGPDS 

AMHALNTVVSEKDLTLDLSGL 

VARNKRCGPHSYSLNTHLLHA 

CLRLPTQRENTTLKTFIPQGWEI 

HTDQVEREAECQPGRLKICVHD 

TAQELPLASTARNALLGRNLCP 

FRQSSTTQMPDEIP1SLDDRMRP 

PSLKKKK/V VG EEEEEEE\EKEK 

EEEEEE/DEGEEEEEEEEEEEEE 

EEEEEEEEEEGGGGGVGEEEEE 

EEGEGEGGGGEEDEEE* EEEEE 

EQKKKEKKKKEQEEGGGEGG j 


4733 


35101 


A 


4774 


115 


341 




4734 


35102 


A 


4775 


1 


651 




4735 


35103 


A 


4776 


189 


618 


SLCHKEAEGGHGKAHVEGKRA 

PSNLQPSAPAELSGNMS1SRHHE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEDLLYNFI 

YI1FSKMPTKVPSLWDSKLGAE 

QAAPEENNKKEQQEEYQGKSF 

SFLNLTECWP 


4736 


35104 


A 


4777 


1 


414 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firsl 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4737 


35105 


A 


4778 


189 


692 


SLCHKEAEGGHGKAHVEGKRA 

PSNLQPSAPAELSGNNSISF\HHE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEDLLYNF 

IYIIFSKMPTKAMS1SSMFKFAT 

KIRMTVTPNPKCCWIPVFPAYL 

STSKA AKCMHHTA HHGQEKSD 

HCISPSPIPAP 


4738 


35106 


A 


4779 


2 


3815 




4739 


35107 


A 


4780 


957 


1493 


KNRNYNKLSLRPQCNPTRTQD* 

ETHSKPLNYMETEQPSPE*LLG 

T*RNEGRHKAVL*NQ*EKRHNI 

PESLCHI/AKQCVEGNL*H*MPT 

RESRKDLKLTP*/PSQLKELEKQ 

EQTHSKAGRRQE/TN*DQSrllEG 

DRDTKNPSKNQ*IQELVF*KDQ 

QN * * T A S KTN KEEK REESN RRN 

KKC 


4740 


35108 


A 


4781 


1 


4962 




4741 


35109 


A 


4782 


2421 


301 1 


NQACQPGQAGAARAGQCFPRV 

AQRPGPGPAGMALAHPDLYLC 

HSAGDQCR*DEEADPPEGQAPT 

HFQVHPAGGLHLLDRLAAPQH 

QAGTQGQGQPGRH H * PAARSS 

PVEPPSTGSPSRPTTTMWPSCSR 

RQGGLGPGL*CVQQPHLLDAP 

GTLPVLGALVCRLQPWRCLPL 

GGGGGVGGSQRPPGGGGGNG 

GRNWG 


4742 


35110 


A 


4783 


1 


932 


MRTPKSSIKPSLGEEKENYRGS 

LKETAPSLQKEWAEQSSKSQET 

VGVKGITRHFQVSTLLERREDR 

KSKEPPLLIPRQTVSGVDLQQTP 

TDLQLSVLTVRRKTNKQKGHP 

HQKPICTSPSSNTKVKNLEKQL 

DEWLTRITNAEKSSKDRMELKT 

KARELHDECTSLSSRCDQLEER 

VSVTEDEMNEMKRGEKFREKR 

IKRNEQSLQEIWDYVKRPNLCL 

IGVPESDGENGTKLENTLQD1IQ 

ENFPNLARQANfQIQEl/RENAT 

KILLEKSNSKTrTNCQIHQS*NEG 

KNVKGSQRERSGYPQREAHQT 


4743 


35111 


A 


4784 


477 


638 


LLCCGFELPLLARRSL1V*SLLLS 
THQSHSPSSFVPLLVRSC1PLEEE 
RRSDF 


4744 


35112 


B 


4785 


1 


1509 





BNSDOCID: <WO 0175067A3_IA> 



547 



WO 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4745 


35113 


A 


4786 


-> 


832 


ERHHPPPQAGPHPPRRRKERNT 

HRQPTPQPHGA/WKISVPQTTN 

KGISSSITSTQRNQPQATTVEKA 

HIM ESTRTPEEPKG A VRGTR* KK 

KKTSRDTPPQTP* EKSSS ATR.N K 

AGGKDSDKRERKLATEDQTTPS 

KRRKLHPMAKKLKTL1CKN*M>J 

G*LE*PMQRSP*RT*WS*KPRHE 

NYVMNAQASVTDAINWKKGPP 

PRPTTNDAKIVTRPTH PTCSHH 

RPPRKPPRTHPTPTPTQNKISQ* 

NGYTPPRGKRVREDRCKPPQAP 

TSAPRAAKQRQS 


4746 


35114 


B 


4787 


1580 


4673 




4747 


35115 


A 


4788 


1 


462 


MKLEHQEAQRRSGQGREKRR 

WPEGKAGPGCEGAWILCPESQ 

DDSKQEGDNNM1VVSRNAVRS 

VKAEFQGDNLEN WESCSEAIIV 

QGRDNGVPHKAHGLGTEEEGT 

VLK1SERQNWLDLVDF1LLGGD 

LFHENKPSRKTLHTCLELLRKY 

CMGDRPVQFEILSDQSVNFGFR 

KLTNRKDIHTKNPSVRHHHQRP 

KVDETIKMGKTQSRXTRNSKN 

QSTSPPPKERSSSPA1EQSWMEN 

DFDELKEEGFRRSNYSELKEEV 

RTNGKEVKNLEKKLDKWITR1T 

NAEKSLKDLMELKTIAQELRDE 

CTSLSNQCDQLEERVSVMEDQ 

MNEMKREEKFREKRIKRNEQS 

LQE1WDYVKRPNLCLIGVPESD 

G ENGTKLENTLQD I IQ VN FPN L 

ARQANIQIQEIQRMPQRYSLRR 

ETPRH 1 1 VRFTK VEMKEKM LRT 

AREKGLECSGAGLAHCKLWLL 

GPSDPPDCSSVSPVLRVHLVLPS 

SLPHSVGTPFLGSVS1PPSVPRFP 

DRVFHPYPYTHYCDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKD1R 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

YSVHiNPYLlPFFIGLQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


4748 


351 16 


A 


4789 


1314 


2221 


KNRNYNKLSLRPQCNPTRTQD* 

ETHSKPLNYMETEQPSPE*LLG 

T*RNEGRHKAVL*NQ*EKRHNI 

PESLGHI/AKQCVEGNL*H*MPT 

RESRKDLKLTPVPSQLKELEKQ 

EQTHSKAG RRQ E/TN * DQ S R 1 EG 

DRDTKNPSKNQ*IQELVF*KDQ 

QN*H ASKT/IQRRKERRIK*TQ* 

KMLKEDITTDPTEIKTIIREYYK 

HLYAHNLENLEEMDKFLDTY T 

LPRLNQEEAESLNRPITNSEIET 

VINSLKEKAQDQKDLQLNSTRA 

LFTIAKA WNQPKCPSMTDE1K/1 

NVEHIHHGILCSHQKE 


4749 


351 17 


A 


4790 


2 


2260 


TKDKNHMIISIDGGKAFDK1QO 

PFMLKTLNKLGIDGTYLKRIRA1 

FDKPTANIILNGQKLEAFPLKTG 

TRQGCPLSPLLFNIVLEVLARVI 

RQEKEIKG1QFGKEEVKLSLFA 

DDMTVYLENPIFSAQNLLKL1S 

NFSNVSGYKINVQKSQAFLYTN 

NSQIMSELPFTIATKRITYLGIQL 

ARDVKDLFKENYKPLLNEIKED 

TNKWKNIPCSQIGRILWPYCPR 

QEDENFNSLLQNGDILNSSTEE 

KFICAHDKKDFNLPEYDLNVEE 

RLVLIEKSVDSTATADDTHKLD 

HINMNLNKLITNDTFQPEIMERS 

KTQDIVLGTSFLSINSKEETE1IL 

ENGNKYPNLESVNKVNGHSEE 

TSQSPNRTEPHDSDCSVDLG1SK 

STEDLSPQKSGPVGSVVKSHSIT 

NMEIGGLKIYDILSDNGPQQPST 

TVK1TSAVDGKNIVRSKSATLL 

YDQPLQVFTGSSSSSDLISGTKA 

IFKFDSN HNPEEPN 1 1 RG PTSG PQ 

SAPQ1WGPPQYN1QYSSSAAVK 

DTLWHSKQNPQIDHASFPPQLL 

PRSESTENQSYAKHSANMNFSN 

HNNVRANTAYHLHQRLGPARH 

GEMWAISPNDRLIPAVTRSTIQR 

QSSVSSTASVNLGDPGSTRRAO 

IPEGDYLSYREFHSAGRTPPMM 

PGSQRPLSARTYSIDGPNASRPQ 

SARPS1NEIPERTMSVSDFNYSR 

TSPSKRPNARVGSEHSLLDPPG 


4750 


351 18 


A 


4791 


1516 


1729 


ILAPHSLLACRVSAERSAVSPM 
GFPLWVTQPFSLAALN/DFFLHF 
NFG/RJ*QLCVLELLFSRSIVVAF 
SEFP 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/LJ S0 1/08631 



SKQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in I ISSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of lust 
codon tor hist amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possinle nucleotide insertion) 


4751 


351 19 


A 


4792 ! 


3 


1426 


RRYDELQNSSGRDGKPRAMAV 

TRSTSSTSSGSNSNVLVPVSWK 

RPQYSQKRAKEKLVHVLSLCG 

QEVGLSKNPSV1FSSCGDLDLLE 

HQ TSLVSSEDGAREQENMDDT 

NSEQQFRVFRDFDFLDVELEDG 

EELQGESMDNFNWGVRRRSLD 

SLDKCDMQILEERQLSGSTPSL 

NKMHHEDFDESSEEEDLTASQ1 

LEHSDLIMTLSPSEETNPMELLT 

TACDSTPPEPHSFNTRMSSFDAS 

LPDMNNLQISEGSKAVEAVREE 

EDTTVHEDDLSSSINELPAAFEC 

SDSFSLDMTEGEEKGNRALDQF 

TLASFGEGDRGVSPPPSPFFSAI 

LAAFQPAACDDAEEAWRSHIN 

QLMCDSDGSCAVYTFHVFSSLF 

KNIQKRFCFLTCDAASYLGDNL 

RGIGSKFVSSSQML TSCSVLDKL 

KFSVLELQEYLDTYNNRKEATL 

SWLANCKATFAGGSRDGVITC 

QPGDSEEKVIKAC 


4752 


35120 


C 


4793 


60 


164 




4753 


35121 


B 


4794 


44 


2547 




4754 


35122 


A 


4795 


401 


9546 


PRADITTCDRR1TPGTCSRPLPV 

LPASLYAADMASQQDSGFFEISI 

K Y LLKS WSNTSP VGNG YIKPPV 

PPASGTHREKGPPTMLPINVDP 

DSKPGEYVLKSLFVNFTTQAER 

KIRllMAEPLEKPLTKSLQRGED 

PQFDQVISSMSSLSEYCLPS1LRT 

LFDWYKRQNG1EDESHEYRPRT 

SNKSKSDEQQRDYLMERRDLAI 

DFIFSLVLIEVLKQIPLHPVIDSLI 

HDVIMLAFKHFKYKEGYLGPNT 

GNMHI 


4755 


35123 


A 


4796 


2 


6107 


GERKPKIDLFRTCVAAIPRLLPD 

GMSKLELIDLLARLSIHMDDEL 

RHIAQNSLQGLLVDFSDWRED 

VLFGFTNFLLREVNDMHHTLL 

DSSLKLLLQLLTQWKLVIQTQG 

KVYEQANKIRNSEARDLELDV 

GVDVDVGVDVDADVDVDVDL 

GVDVDVGVDVDADVDVDVD 

MGVDVDVDRIYGFGCKCGCDR 

DVDRVVDVDVDIDVDVDVDM 

DVNIDVDVGLGAGVDVDMDV 

H1DMDMDVD1GSDNILQSALRR 
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BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SLQ ll> NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4756 


35124 


A 


4797 


3 


565 


MLPGHLFCLAKAGKEEQEEKG 

QIITRKT1TPQN 1 PG PGAHITATH 

RGRCTVATKFSGGLCKEPNRLT 

WY/GPPLKGAHGGR/GPSSRVPS 

FPAAGQPPIGGALHGAGSRGLA 

RTRAQLGGPPGGELRGT/SGNG 

DGQGPDGDSRKSGSPLRPSHL/P 

DPAAVAGAPVSGHLQTPGHHA 

GRRQQAGPRGAGLP 


4757 


35125 


A 


4798 


1 


417 




4758 


35126 


A 


4799 


1 


1069 


MPRPPVPANALGARGEAVRLQ 

LQGEELRLQE\ESVRLHQIN1YL 

SDRISLHRRLPVRWNPLCKEKK 

YDYDNLPRTSWTKAFYNEAWS 

TLLRTV YSVLETSPDI LLEEVIL 

VDDYSDREHLKERLANELSGLP 

KVRLIRANKREGVLVRARLLGA 

SAARGDVLTFLDCHCECHEGW 

LEPLLQRIHEEESAVVCPVTDV1 

DWNTFEYLGNSGEPQIGGFDW 

RLVF\RWHTVPERER1RMQSPV 

DVIRSPTMAGGLFAVSKKYFEY 

LGSYDTGMEVWGGENLEFSFRl 

WQCGGVLETHPCSHVGHVFPK 

QAPYSRNFCALANSVRAAEVW 

MDEFKELYYHRNPRARLGLAC 

DECSI1CAGWWL 


4759 


35127 


A 


4800 


1 


1152 


MFTNSDG1EVMRQQKAEIGRVG 

GLEGIQLGVTEVIVNGARMLES 

YNCKAELGATGLVNYQISVKC 

SNQFKLEVYLLNAENKVVDNQ 

AGTQGQLKVLGTNLWWPYLM 

HEHPAYLYSWEGRPDGAQAVG 

ALTPGTLAV\EVWLTAQKSLGP/ 

SDFYTLPVGLRTVAVTESQFLIS 

GKPFYFHGVNKHEDADIQGKG 

FNWPLLVKDFNLLCWLGANTF 

CTSHYPYTEEMLQICYRYGIVVI 

DECPAPSGHTVGPSVPSLLARW 

QLFNNVSMHHHMWVVEEPVL 

RDKNHPAMVMWSLAKEPASFL 

ESAGYSFKSLTMEQTARVLDLD 

TGEAVLQYRSLPRGAHKTLGK 

KRKISSYNVDLTSCQLAKEKCL 

KGPSSFLQSRQERMNSELRDN 


4760 


35128 


A 


4801 


293 


535 




4761 


35129 


A 


4802 


94 


686 




4762 


35130 


B 


4803 


1 


2187 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4763 


35131 


A 


4804 


596 


1789 


MFHVIERPYECKECGKNFRSGY 

QLTLHQRFHTUjIHKGGKPYEC 

KECKKTFTLYRNLTRHQNIHTG 

EKLFECKQCGKTYTTGSKLFQH 

QKTHTGEKPYECKECGKAFSL 

YGYLKQHQKIHTGMKHFECKE 

CKKTFTLYRNLTRHQNIHTGKK 

LFECQECGKAYSTGSNL1QHRK 

THTGEKPYKCKECGKTFSLHG 

YLNQHQKIHTGVKPYECKKIHT 

GGKPYECKECGKAFSRASNLV 

QHERIHTGEKPYVCKQCGKTFR 

YGSALKAHQRIHRSIKVNQWL 

DSPRHKSINCDPMSPRTRKTRE 

RSHVSGRSLCQRLLGQGAQLRE 

FKQPPRNRFRRVCGLVARNTFP 

RGLRGRRASRRNAAASRLEDA 

VAELLKARCSALGGSGLPEGLS 


4764 


35132 


A 


4805 


2 


489 


CQGEGAKWEQGMTGRRWVVG 

PPASSTPPHS/HFWLLVLSRGLV 

GIGEASYSTIAPTIIGDLFTKNTR 

TLMLSVFYFAIPLGSGLGYITGS 

SVKQAAGDWHCALRESFLQLV 

RLLKVTHLLQQLQLLYPTNGK 

RQDTNHTRSQCAHYLPHLDFQ 

VALCAYAVLQC 


4765 


35133 


A 


4806 


1 


327 




4766 


35134 


A 


4807 


899 


1219 


ANRKASTMRWYVRPFCSGLST 

LSREKLYPLRMLRMRASTGPLS 

GALGMYSTASPRLMFSGCSISS 

AR*LFRSSAVTMPPAAWMSFT1 

WAVRLPL*KAWAPSMASVS 


4767 


35135 


A 


4808 


2152 


2633 


SRLDCGQGLVNGSCDYHHGCT 

GDTPRRPEWHRSLAHCMSPVD 

SLPGCAVSGSSDPWEVSWLWQ 

Q/VDRCDNREE/VMW*QRLGFP 

SPTVSFPQRAVSASKPLQ*APS 

WISLHSTLSQCRASDLRGRHTV 

PEVVYEWSPCALPTHREHPNAI 

MEGWPPPQAWWA 


4768 


35136 


A 


4809 


2 


387 


SNASVILEGEDLRFSCSVRMAG 

RLQGRFSVIWQLVDRQNRRSDI 

MWLDR\DGTVQPGSSYWERSSF 

GSVQMEQVQPNSFSLGIFNSRK 

EDEGQYECHVTEWVRVVDGE 

WQIVGERRASTPISIIALGE 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
seq ue net* 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


4769 


35137 


A 


4810 


46 


3753 


E1RSWEKRKRLVLCLLEAADM 

KCFFPVLSCLAVLGVVSAQRQV 

TVQEGPLYRTEGSHIT1WCNVS 

GYQGPSEQNFQWSIYLPSSPER 

EVQIVSTMDSSFPYAIYTQRVR 

GGKIF1ERVQGNSTLLHITDLQA 

RDAGEYECHTPSTDKQYFGSYS 

AKMNLVVIPDSLQTTAMPQTL 

HRVEQDPLELTCEVASETIQHS 

HLSVAWLRQKVGEKPVEVISLS 

RDFMLHSSSEYAQRQSLGEVRL 

DKLGRTTFRLTIFH 


4770 


35138 


A 


481 1 


1 


3728 


MKCFFPVLSCLAVLGVVSAQR 

QVTVQEGPLYRTEGSHITIWCN 

VSGYQGPSEQNFQWSIYLPSSP 

EREVQIVSTMDSSFPYAIYTQR 

VRGGKIFIERVQGNSTLLHITDL 

QARDAGEYECHTPSTDK.QYFG 

SYSAKMNLVVIPDSLQTTAMPQ 

TLHRVEQDPLELTCEVASETIQ 

HSHLSVAWLRQKVGEKPVEVIS 

LSRDFMLHSSSEYAQRQSLGEV 

RLDKLGRTTFRLTIFHLQPSDQ 

GEFYCEAAEWIQDP 


4771 


35139 


A 


4812 ! 


897 


1217 


ANRKASTMRWYVRPFCSGLST 

LSREKLYPLRMLRMRASTGPLS 

GALGMYSTASPRLMFSGCS1SS 

AR*LFRSSAVTMPPAAWMSFTI 

WAVRLPL*KAWAPSMASVS 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4772 


35140 


A 


4813 


1 


1507 


MWNSKINHDHDDQFLKTYYVL 

ESSISVGVASNASVILEGDDLRF 

SCSVRMAGRPQGRFSVIWQLV 

DRQNCRSNIMWLDRDGTVQPG 

SSYWERSSFGSVQMEQVQPNSF 

SLGIFNSRKEDEGQYECHVTEW 

VRVVDGEWQIVGERRASTPISII 

A L EMG F A VTA I S RTPG VT Y SDS 

FDLQC 1 1 K PH Y PAQ VP VS VT WR 

FQPVGTVEFHDLVTFTRDGGV 

QWGDRSSSFRTRTATEKAESSN 

NVRLIISRASDTEAGKYQCVAE 

LWWKNYNNTWTQLAERTSNL 

LVIRVLQPDRMGVSARALRGEP 

SPSQMPQACCHGNTGALVIGIN 

EPESLPCLQTVTKLQVSKSKRT 

LTLVENKP1QLNCSVKSQTSQN 

SHFAVLWYVHKPSDANGKLIL 

KTTHNSAFEYGTYVEEEGLRAR 

LQFERHVSGDLFSLTVQRAEWL 

LSPNYAWYKLAEEVSGRTEVT 

VKQPGGSLGLGC\SVSGWAAEP 

VCTQGPRPCSWNTPLALTAAC 


4773 


35141 


A 


4814 


1 


627 




4774 


35142 


A 


4815 


166 


435 




4775 


35143 


B 


4816 


1 


240 




4776 


35144 


A 


4817 


1 


288 


VVPASSPGAASEPRRRRRCLQP 
EKSVSPGSGGGHRDPPKARPPR 
PPSAP1CP*RPRPFS*LARSLCFPA 
AGCAYGVGVGGAGGGRAGLR 
QPVPAVAE 


4777 


35145 


A 


4818 


206 


1041 


VSVGSAPSDMPAAATRW/CNSR 

CQHGQRLSAR/PVAGPGT/RTSS 

FPWLAPRNVVVPGSLEMPGTA 

GPQRGSHSSPQGSSALLSFS/CV 

HNVESKEPVCLLLPSMASRLLT 

PRGTCRPVPGCLQHPLSLPPVL 

VGTQSPSQAPKSAKRPSPQPQL 

GWLQLHPGGSGLCLLPAPAGS 

MECAALESVPSQLGIGAPGPCW 

AQAGVQGWSNVATSSPSGPSA 

QGQPRAPPCLVCGPAQCGTSGS 

RSRATGLRPSCLECQVWWSPQ 

CGANPGDTTSSQDAGTRCSKV 


4778 


35146 


A 


4819 


2 


487 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
tiod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


4779 


35147 


A 


4820 


152 


758 


RGARGPEWDGQLDGPGSQMC 

GMASAPRLRRSGVRAAAGHPV 

QQPRLLDGLSLTDESDSCVSFEP 

PSHPSSSSGPVTALSRGWNFLK 

AFPLMGETQERER/VLTHFSRR 

RTDKQQNRTEQSKRQANADltH 
N EH ANN EQQH EH DKDNDTRTR 
DTEMRHAKRDNA 


4780 


35148 


A 


4821 


100 


220 




4781 


35149 


A 


4822 


100 


1588 


CLKISTGYTGSMAEEASGNLTI 

MA EG EG E AGTSTHGQS R R K RE 

KEEVLHPFKQPDLVRSHYRENS 

KEETCPH DS VTSCQTPPPTLGITI 

RHEIAASICHVADTAGVAGDA 

MMRKTDLI PPFIGLTLQGGRSA 

DMGNQKKWRKGSENLATLVA 

MASERFHWQYSGNSTIQPKQK 

QHGMITRJLVTAPVCPGLVQPSL 

CAVGLRNIMSLSSHTCALQNTK 

QAWEGYDDCHSQRVSQPGEN 

MTKLSFLNLLNQMPSWGEGKM 

VPADFSGSCWEGTGTGSPAGSQ 

VSFLNRHNDGQLAGDSPGLPPP 

PCPRGLQGAEQRSALRRHKAD 

VHRDQWLV1SFSKKLRTSARK 

WYEAGPFSGVPRVLPAAAQGG 

TDFPFSPSEEPFQPSPFSMVQAH 

TVR9KPOFHFPA AHF1MPI TvJRvF 
l v i\iji\r r aavj elin v^hn Iv3J3 

LSRNQGLQARVGPLAIMSSDPS 
GDFVLYTPTILGFVGLEVLVSR 
EGTFLWRYSTCP\LNYKLWLPP 
GYLGLLVPKDQKVRAVFLGM 


4782 


35150 


A 


4823 


1329 


1881 


AHLEAAGWSSSVQPGPSPRVLG 

RAEEHGQQSGRAKEIGHK1PKE 

TFDELTA ELETISSKAC L Y LA KK 

NQVIQQELLSMKEVQQKCKKL 

EEVNK1LEOFVVNI KTHFKNM 

VEFGDVEECKLQLEERAGQEIE 

KLEE1NLQRACLSAKKVRAEGE 

LEPRJvHHNHTLGFTEGPWGLM 

SVITGAYDLIR 


4783 


35151 


A 


4824 


176 


308 


LGNLTSPFFN*KHRSTKGFTTLS 
TVALLLTGHVGIKTSNCHPGY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \— possible nucleotide insertion) 


4784 


35152 


A 


4825 


1467 


1890 


DWFDELTAELETISSKXCLYLAK 

KNQVIQQELLSMKEVQQKCKK 

LEEVNK1LEQEVVNLKTHEKN 

MVEFGDVEECKLQLEERAGQEI 

EKLEElNLQRACLSAfCKVRAEG 

ELEPRRHHNHTLGFTEGPWGL 

MSVITGAYDLIR 


4785 


35153 


B 


4826 


1 


753 




4786 


35154 


A 


4827 


225 


410 




4787 


35155 


A 


4828 


225 


410 




4788 


35156 


A 


4829 


225 


411 




4789 


35157 


A 


4830 


141 


1001 


GGVRGVQQKETCAFKVLESIG 

KLG\LALSVAGGAENSALY1MVD 

AGHRAVIFDRFRGEQDIVVGEG 

THFLIPWVQK/PP1IFDCRSRPRN\ 

VP V 1TG S KDLQN VN ITLR1 LF\RP 

VASQLPRIFTS1GEDYDERVLPSI 

TT\ENLKSVVAPFDAGEL1TQRE 

LVSRQVXSDDLVTERAATFGLIL 

DDVSLTHLTFGKEFTEAVEAKQ 

VAQQEAQRARFVVEKAEQQKK 

AAI1SAEGDSKAAEL1ANSLATA 

GDGLIELRKLEAAEDIAYQLSR 

SRN1TYLPTGXQSVLLQLPQ 


4790 


35158 


A 


4831 


194 


453 


QPLPEPLELRPKAL*LTPSQIFSA 
♦RLKTAARLPRKPWAVLPQGFT 
DTPPHFSQAQISSSSVTYLSIILV 
KTHVLCSPEFHRTGVV 


4791 


35159 


A 


4832 


1 


86 


PCESYLEHL*WSCRLLRRLGSV 
SLQLLS 


4792 


35160 


C 


4833 


191 


263 




4793 


35161 


B 


4834 


1 


741 




4794 


35162 


A 


4835 


3 


96 




4795 


35163 


A 


4836 


1 


301 


QEQQKMNTLQGPVSFKDVAVD 
FTQEEWRQLDPDEKITYGDVM 
LENYSHLVSLAYEVATSCTSEIL 
KPSN LPKSFFFSH * QDM I S PSQT 
SSLSWSRERSCG 


4796 


35164 


A 


4837 


3 


273 


VLHFISAGNTFAHQQEHSPRKG 

PNNLSKRKLLPAVXGPRVFHGE 

DRHL/LFSTRKE*ARSLCYVQG 

GVQAPAAAFCSLLSLWGWAGC 

AFWC 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4797 


35165 


A 


4838 


3062 


3688 


RSVTRAPPRSTFPLAQAPSPRSH 

HIREPTPSPHLGPLRGSHRGPPS 

RPLPPALAALSLLETLQPRLLHP 

HLHL\LHDQGRACVRAYAHPS 

YLWRCHALGVWVES/ARLRPS 

A! PPAPCDDT A Apt | CCCVADDA 

PA I PPPDDPDA Af,A A ADH a a r\ 
r/VLCrrrlvrrAAuAAAKL LA AC^J 

HHUPQPl f^\/T?PlDDI A\/r. A l ^ct 
nnnrDlU^UVKyrrLAVuALub 1 

WPPQAPAPPPELSALEQDRVGA 
QPPPPPSQGA 


4798 


35166 


A 


4839 


1 


197 




4799 


35167 


C 


4840 


26 


358 




4800 


35168 


A 


4841 


84 


433 


PASAPLGLSATVSACFQEQQKM 

IN 1 L^Ur V or KLI V A V Dr 1 t^h/b W 

RQLDPDEK1TYGDVMLENYSH 
LVSLAYEVATSCTSEILKPSNLP 
KSFFFSH*QDM1SPSQTSSLSWS 
RERSCG 


4801 \ 


35169 


A 


4842 




372 


VQWLFMQ1CLGGKHQQLRHQG 

V l^fciS>lvll^r Ltuo V ItAuor 1 LIU 

CTl CI P I I'M "VI Tf~I A n\ CC\/UTUI/e 
dai r.r. WTR PH Q U FA A\/T ID A UT 

PMNLEPSQLSLEPRLVPAQQSL 
PSAPTPSKALSQ 


4802 


35170 


B 


4843 


7 


267 




4803 


35171 


B 


4844 


213 


3895 




4804 


35172 


C 


4845 


141 


359 
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NO: | 


SKQ M> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletions-possible nucleotide insertion) 


4805 


35173 


A 


4846 


83! 


3017 


RRRLHYSGSTRPWRTRAMLPR 

TLSLRPHLSLSLHLPLPCLLLHLV 

LPTHLPPGPKHQPTVREL/ARRC 

RLPRACHPAQNLLEQQPLRPSH 

LQRH/LSLLPPLGLSQSGPPG/LA 

PQPLL*LQTPDHFAGADPCSIHG 

TSH*HQGTSNPSGRDGYQTPSH 

ICPXSPAPKQSFLFGTQNTSPSSP 

AAPAASSAPPMFKPIFTAPPKSE 

KEGPTPPGPSVTATAPSSSSLPT 

TTSTTAPTFQPVFSSMGPPASVP 

LPAPFFKQTTTPATAPTTTAPLF 

TGLASATSAVAPITSASPSTDSA 

SKPAFGFGINSVSSSSVSTTTST 

ATAASQPFLFGAPQASAASFTP 

AMGSIFQFGKPPALPTTTTVTTF 

SQSLHTAVPTATSSSAADFSGF 

GSTLATSAPATSSQPTLTFSNTS 

TPTFNIPFGSSAKSPLPSYPGAN 

PQPAFGAAEGQPPGAAKPALAP 

SFGSSFTFGNSAAPAPATAPTPA 

PASTIKIVPAHVPTPIQPTFGGAT 

HSAFGLKATASAFGAPASSQPA 

FGG STA VFSFG A ATSSGFG ATT 

QTASSGSSSSVFGSTTPSPFTFG 

GSAAPAGSGSFGINVATPGSSA 

TTGAFSFGAGQSGSTATSTPFT 

GGLGQNALGTTGQSTPFAFNV 

G STTES K P V FGGTATPTFG QNT 

PAPGVGTSGSSLSFGASSAPAQ 

G F VG V APFGNTFA HQQEHSPR 

KGPNNLSKRKLLPAVRAQGPPR 


4806 


35174 


A 


4847 


9 


935 


IPCFGCAMPMYQTRRQENDLR 

TASIAV*RRKQQDDH*KQRRW 

QN I QRKG PKR Y I V I AGN SQSH Q 

PMIFSMLRKLPKVTCRDVLPEIR 

AICIEEIGCWMQSYSTSFLTDSY 

LKYIGWTLHDKHREVRVKCVK 

ALKGLYGNRDLTARLELFTGRF 

KDWMVSMIMDREYSVAVEAVN 

RLLIL1LKANMEGVLMDVDCES 

V Y Pl\ V * A SN * A LA S A VG EFL Y W 

KLFYPECE1RTMGGREQRQSPG 

AQRTFFQLLLSFFVESKSHFVTQ 

GGGSGQFSAHRNLCLPGSGNFH 

VSASRVAGIAGAPPHTWLIYVF 


4807 


35175 


A 


4848 


1 


1749 




4808 


35176 


B 


4849 


282 


1227 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4809 


35177 


A 


4850 


221 


907 


FEDSFNRGVKKKAAKRPLKTTP 

VAKYPKKGSQAVHRHSRKQSE 

PPANDIFNAAKAAKSDMQHRE 

VRVKCVKALKGLYGNRDLTAR 

LELFTG RFKDWMWSM IMDRE 

YSVAVEAVRLLIL1LKNMEGVL 

MDVDCESVYPIVLFYPECEIRT 

MGGREQRQSPGAQRTFFQLLLS 

FFVESJCLHDHAAYLVDNLWDC 

AGTQLKDWEGLTSLLLEKDQS 

TCHMEPGPGTFHLLG 


4810 


35178 


B 


4851 


1 


2361 




481 1 


35179 


B 


4852 


1 


878 




4812 


35180 


A 


4853 


1 


313 


M PHTPRC LFRPQ ASCL VHFLEQ 

QNKLLETKLQFFQNRECCKSNL 

EPLFEGYXTLRREAECMEANSG 

RLASELNHVQEVLEGYKKKYE 

EEVALKATAENEFVALKK 


4813 


35181 


A 


4854 


188 


354 




4814 


35182 


A 


4855 


405 


647 


LPLISDQVSYSPPLMSKSLASLY 
QESY*TILARIPLPLISPFVNSLST 
DLFILLIGNTSIAIFAEFGVSAISL 
PSCNSLE 


4815 


35183 


A 


4856 


1 


585 


MSSGEGKRTWLGSLWGGVRVP 

VPPPICGLRVAVTSAGTSSFSLA 

PKPTRIRGERGKGQGRG/SSGN 

GGRGRAGASAGGSRGEVVSVA 

NDGRWRGRGRGVGCPRSSKRE 

DNRFAKHGRASGKAWEPHPPS 

Q A LRA LFGP1 RRRG RAAETRJ V 

YWIKDRQLTNRDST1LELQKVL 

KTCCAQSMKIFCCLWNFVYKQ 


4816 


35184 


C 


4857 


12 


468 




4817 


35185 | 


A 


4858 


1 


1156 


MAFRKKIITAGC1DH VLSVSDS 

QQMQANLTQRTEAEIRKQTQIA 

PTFPAHSLPDKYLGFALLNRKII 

GTFLVFNMCKRNHEDKNEAFT 

VLREKKVFNLEFCTLQNYSSEV 

KEKERQRFSDKQTLREFATRKP 

ALKEMLKVLQRYKERKHIRKR 

NVKYSADHTTDHTANQADPNQ 

QEPHVPGHAPDNKTIRQKQNQ 

HKDNTTRKHNQMTSDTSRTNT 

KVSGQPRGKQTRRRHERQQKA 

RERGQH RQK/RDAQTREHTQR 

Q RQ A R A EE\Q V I EN K RE EKRTS 

ERTNDSTRREGTRRPRRTEKGE 

RQEEGDRATATHRKDHDRQQP 

HGAPHCSRSSRHGAPTGPLYCC 

SPLPGTPSCTICTVQYGRLWPH 

MATEQLNMAGPNQDFQDVVW 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,2 1 1 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkiio\vii. 
*=Slop codon, /=possinle nucleotide 
deletion, \=possihle nucleotide insertion) 


4818 


35186 


A 


4859 


1 


1580 


MAPALLLLLLASGAAACPLPCV 
CQNLSESLSTLCAHRGLLFVpp 
NVDRRTVELRJLADNFIQALGPP 
DFRNMTGLVDLTLSRNAII RIG 
ARAFGDLESLRSLHLDGNOAG 
GAGHPRALRGPVNLQH LILSGN 

qlgriapgafddflesledldls 
ynnlrqvpwag1gampa1.h1 l 
nldknlidalppga\faqlgqls 
rldltsnrlatlapdpll srgr 

DAEASPAPLVLSFSGNPLHCNC 

ELLWLRRLARPDDLETCASPPG 

LAGRYFWAVPEGEFSCEPPLIA 

RHTQRLWVLEGQRATLRCRAL 

GDPAPTMHWVGPDDRLVGNSS 

RARAFPNGTLEIGVTGAGDAG 

GYTCIATNPAGEATARVLLR VL 

ALPHGGNSSAEGGRPGPRTSPP 

PL A LLPR YNSS EDETL 1 Y R 1 V PA 

SSHHFLLKHLVPGADYDLCLLA 

LSPAAGPSDLTATRLLGCAUFS 

TL PA S PLC HALQ A H VLG GTLT V 

AVGGVLVAALLVFTVALLVRG 

RG AGNGRLPLKLSHVQSO TNA 


4819 


35187 


A 


4860 


2 


403 




4820 


35188 .__ 


A 


4861 


87 


442 


PVFPWHPYSKDQKEESQSVLVI 
WQKTAGGGWSTWWILSFSPET 
EKVVKK/AHVDTL*NEM WDVT 
K*TAFKIPSCT*HQQHP*SFFRK 
SESQV1VFAGQGVKIH* Y1LLMS 
NVIHYMNEI 


4821 


35189 


A 


4862 


2 


651 


EFIKQWDADKFEHIQTLEGHHQ 

EI WCLA VSPSGDYVVSSS1 IDKS 

LRLWERTREPLILEEEREMERE 

AEYEESVAKEDQPAWPGEIQG 

D\SYFT*KKTIETVK\AAER1MEA 

FELYREETAKMKEHKA1CKAA 

GKEVPLPSNPILMAYGSISPSAY 

VLEIFKGIKSSELEESLLVLPFSY 

VPDILKLFNEFIQLGSDVLLICR 

CLFFLLRIHFGQITS 
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SEQ ID 

NO: 


SICQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
(19/540,2 1 7 


Nucleotide 
locution of first 
endon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4822 


35190 


A 


4863 


1 


703 


MGLTKQYLRYVASAVFGV1GS 

QKGNIVFVTLRGEKGRYVAVP 

ACEHVFIWDLRKGEKGLKQEV 

TCLCPSPDGLHLAVGYEDGSIRI 

FSLLSGEGNVTFNGHKAAITTL 

K YDQLGGRL ASGSK/RQPGG 1 V 

FTFSN AV^^ArnnkOTsIHVU/P.Q 

J i L>olUA I OOnV»,yL/iVyiNn I W VJO 

H*NMEQVYTAVYSHNDL*ICTL 
LILCTW* *TGSHRNKAPKTMFP 
RCTEGLDRGNRPATHS 


4823 


35191 


B 


4864 


1 


2616 




4824 


35192 


A 


4865 


3 


674 


PECTG RTLRS ASQQH DTF Yl L A 

CELNSLADDAQR\YDVP\NSCL 

YPPDLPWRPVMQAKKKELARR 

DDIEDGDSMISSATSDTGSAKR 

KSKKNIRKQRMKILFNVVLEAR 

EPGSGRRLCDLFMVKPSKKDYP 

AGFFGMIFnMkTI MPRN1A puvxi 
EEGSQVYNDAH1LEKLLKEKRK 
ELGPLPDDDDMASPKLKLSKA 
ASHFU 


4825 


35193 


A 


4866 


3 


425 




4826 


35194 


A 


4867 


1 j 


1 115 


LCSVPTLCLASSHLVSNLSTFKQ 

\TSSFI RHVVATLLG L YL ALFC F 

GWYALHFLVQSGISYCIMIIIGV 

ENMHNYCFVFALGYLTVCQVT 

RVYIFDYGQYSADFSGPMMIIT 

QKITSLACEIHDGMFRKDEELT 

SSQRDLAVRRMPSLLEYLSYNC 

NFMGILAGPLCSYKDY1TFIEGR 

SYHITQSGENGKEETQYERTEP 

SPNTAVVQKLLVCGLALLFHLT 

ICTTLPVEYN1DEHFQATASWPT 

KIIYLYISLLAARPKYYFAWTLG 

TAPRKWSPCPGPOOIOLRAADP 

SGPEPLLMLSSOFROPKAKPPK 

E A HADIA GTPR FG F K TR TCC, PP. 

KAFLRDPGASSSVELSRTQLWV 

LTPPPIAKAPCECLQ 


4827 


35195 


B 


4868 


218 


656 




4828 


35196 


A 


4869 


1 


180 




4829 


35197 


A 


4870 


12 


199 


GLFPLEPGANGI*GC/SGRJRAQ 

RWLPGRPKFTGESFIR*PPRVAK 

ESGQLIWFGCVPTQISS 
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SEO !■> 

NO: 


SEO ■» NO: 
of peptide 
seq ue net* 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on lor peptide 
sequence 


Nucleotide location of last 
codon for List amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=$top codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


4830 


35198 


A 


4871 


1 


5058 


MKLRGVSLAAGLFLLALSLWG 

QPAEAAACYGCSPGSKCDCSGI 

KGEKGERGFPGLEGHPGLPGFP 

GPEGPPGPRGQKGDDGIPGPPG 

PKG I RG PPG LPG FPGTPG LPG M P 

GHDGAPGPQGIPGCNGTKGER 

GFPGSPGFPGLQGPPGPPGIPGM 

KGEPGSIIMSSI PGPKGNPGYPG 

PPGIQGLPGPTGIPGPIGPPGPPG 

LMGPPGPPGLPGPKGNMGLNF 

QGPKGEKGEQGLQGPPGPPGQI 

SEQKRPIDVEF 


4831 


35199 


A 


4872 


*» 
J 


1646 


EDEGRAKGHHTWQQTRENESQ 

AKGETPYKTIRFRETY YHKNSM 

GETTPMIQLSPTGSLPQHVGIM 

GATIQDKIWVTPGLPGFPGTPG 

LPVKRGFPGSPGFPGLQGPPVIP 

GPTGIPGPIGPPGPPGLMVTPGP 

PGLPGPKVNMGLNFQGPKGEK 

VKQGLQGPPGPPGQISEQKRPJD 

VEFQKGDQV1PGDRGPPGPPGI 

RGPPVTPGGEKGEKGEQGEPG 

KRVKPGKDGENGQPGIPVMPG 

DPGYPGEPGRDG/EKGNAVMG 

PPGPPGFPGERGQKGDEGPPGIS 

IPGPPGLDGQPGAPGLPGPPGPA 

GPHIPPSNKGDTCFNCIGTGISG 

PPGQPGLPGLPGPPGMPGAPGA 

PGFPGSKGEPGDILTFPGMKGD 

KGELGSPGAPGLPGLPGTPGQD 

GLPGLPGPKGEPVRITFKGERGP 

PGNPGLPGLPGNIGPMGPPGFG 

A V_J i ^ 1 VJ 1— 1 VJ J — * K VJ 1 T I V_J 1 l»I VJ- 1 M. V — ' 1 VJ 

PPGPVGEKGIQGVAGNPGQPG1 
PGNKGDPGQTITQPGKPGLPGN 
PGRDGDVGLPGIPGLPGOPGLP 
GIPGSKGEPGIPGIGLPGPPGPK 


4832 


35200 


A 


4873 


110 


256 


CSGTYRCYSF/HSRDPYLWSAPS 
DPLE/LVVTGPARQYYTKGNLV 
RIASGL 


4833 


35201 


A 


4874 


2 


2888 


LSDPCSSRWDERSLSQRSRSWS 

YNGYYSDLSTARHSGHHKKRR 

KEKKVKHKKKGKKQKHCRRH 

KQTKKRRILIPSDIESSKSSTRR 

MKSSCDRERSSRSSSLSSHHSSK 

RDWSKSDKDVQSSLTHSSRDSY 

RSKSHSQSYSRGSSRSRTASKSS 

SHSRSRSKSRSSSKSGHRKRAS 

KSPRKTASQLSENKPVKTEPLR 

ATMAQNENVVVQPVVAENIPV 

IPLSDSPPPSRWKPGQKPWKPS 

YERIQEMKAKTTHL 
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SEQ in 

NO: 


SKO II) NO: 
of peptide 
sequence 


Met 
hot! 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
ol peptide sequence 


Amino acid sequence ( \=IJnkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


4834 


35202 


A 


4875 


350 


986 


LWGGGSARLLRLPRGPCLPPAS 
PSSPSSSSELS*SCSLGPSSSSSSS 
SSSCSLCPSSSSSSSSP*LPPSSSS 
SSSRPLPPPSSSSSSSSSSSSSSSSS 
S ECLCSPSSRPRTT V AG LG PA PG 

i i our v ui L/jv WL,L,i\r loiivuvv 

DCSLRL*VPEPPSSSSNSSPPSSL 
HKLAGGPPASSTPPSFSSLKKG 
WAGPMVAGTVPPA VPAPSSTR 
TE 


4835 


35203 


A 


4876 


I 


496 


SQSYS\RGSSRSRTASKSSSHSRS 

RSKSRSSSKSAVLASTARCAGS 

RKQCVPLP1RLCQLQSRSLQPS 

MVPWRWPil THPRniA! PPAAR 
ivi vrwrvwvjL,! vjr rvvj 1 / \ I - 1 1 /\ /\t\ 

PGPLHEAPRWGPPPRRAPRPWP 
PGARPGRRRRRAAASPA PSSCG 
PRASGAAGGGRGAPIGARASA 
GAAVWTPISTT 


4836 


35204 


A 


4877 


3 


4578 


TLAVFVPTLAGFSVALGGPAW 

GRRRRSVSGVGVWLQWQCFW 

CSRGPAQAGGQPALAATSVAM 

GAQDRPQCHFDIEINREPVGRI 

MFQLFSDICPKTCKNFLCLCSG 

EKGLGKTTGKKLCYKGSTFUR 

VVKNFMIQGGDFSEGNGKGGE 

C 1 r.VFk'nPMPII fUHD API 1 c 
ol Tuu i r NUtlNr ILMIUKAr LLo 

MANRGKHTNGSQFFITTKPAPH 
LDGVHVVFGLVISGFEVIEQIEN 
LKTD A A SRPYA D V R V 1 DCG V L 
ATKSIKDVFEKKRKKPT 


4837 


35205 


A 


4878 


1 


1689 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEO H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vii, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4838 


35206 


A 


4879 


1 


1604 


MG1SCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGKFVCVLYNGQQSPEY 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSVIVIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEKITS 

GGEQYPSFSAIKQGPKEPYIDFI 

ARLQESLKKMIADSAAQDIVLQ 

LLAFDNANPDCQAALRPIRGKA 

HLVDCIKACDDIGDGSSNGKAS 

YFGSKSKVFQTSYTSAQKAELV 

AVJEVLTAFDMPFNVISDSSYM 

VYSTQLIENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFY1TH1RA 

R\HTPLPGPLTEGNQMADCLVA 

NA1SNARHFHNLTHVNASGLK 

HRYSITWKEAKNI1QRCPTCQM 

VHSSSFRGGVNPRGLEPNSLWQ 

MDVTH1PLFGRLAYVHKRRRIR 

GGGGGEGEGEGEGEGEEEEEEE 

EEEEEEEEEEEEEEEEQEQEQEE 

QEQEEQEQEEQEQEERRRKDTE 

ELSYSLPLNRTQPCWHPDFGLP 


4839 


35207 


A 


4880 


1 


1146 




4840 


35208 


A 


4881 


1 


1577 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGEIQIVTS 

TSVPWKAKPGDH1AQLLIVPKK 

FXEGLKEPLQVERQSSCQGLGY/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVFIIKK 

KS A EQDCE WF VFTI LAVNNLQL 

KPAKRFHWKVLPQGPNQQPIW1 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

H RTQPPT WG Q I EK L PQ M A EEN L 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYS1T 

WKEAICAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQP1WIPSKHLKPYHKPDA 

GEKISGGNCGPHPHPRLQPCPD 
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SKQ ID 

NO: 


$EQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=( Jnknovvn, 
*-Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4841 


35209 


A 


4882 


1 


420 


MTNISTTLKDLKDAGMIDPIKS 
TFNL/PI WIPQKPDGSWKTTANN 

/R /k' 1 XIO A TI<vI A A n\/AQI D/^ 
/ rv/ l\LlNy/\ 1 lolAAl V LUV AoLru 

KARSYHGFSSHAGRVIDSNNQK 
DIEGCTYILNVAGKNMFGIQLR 
RSVIFPCPNLMYTDNCSSHGPR 
GPSDYDSDP 


4842 


35210 


A 


4883 


213 


687 


PEHILPGAQEGPSC/PLEPELE/V 

♦NMSSWNTLSESCKLMHGDLKY 

LFVITAKDQQ/VS1AAST/*GFC 
WKin*\/QA<vP?nA pr.MPi \/i t> 

WInV^ V oAor o^ArulvlrL V LUK 

RLWQGSRLGGLSISLSDDCHGA 
HNHSFKRVTTTLQVFSWTVPQ 
AEPAMDCIHTA/DSPRQRLP*QA 
HESVAEVIIT 


4843 


3521 1 


A 


4884 


1 


648 


MSSWNPLPESFKKHGYLLYLFV 
IT AKDQQ/VS 1TA STWGFYWN H\ 
SQGKNPEQMEASQKPVAGLWA 
WWLNISLSAASHGAQNHPFKR 
VTTTLQSQGWTvJKDLWIMRELL 

PWSQEVIYNFCKAVSSVSCMPF 
N1HFNSN1PPESSGDWRMQQPC 
KVEQSILGAQRGGGGCRPGSLR 
ELFPCLLAEPNMEEEVAALRA 


4844 


35212 


A 


4885 


3 


597 


GTLEPAAEWSVLLGV\HSQDGP 
LDGAHTRAVAAIVVPANYSQV 
ELGADLALLRLASPASLGPAV 
WPVCLPRASHRFVHGTACWAT 

GWGDVQEADPLPLPWVLQEVE 
f rt i HPATrnn vcnDr. dctxm T 

i on pr^. \a t fAr.vPFr.DDnTpnD 

L^lLrUlVlLLAU Y rfcOKJvLM L,^r 
or CrUr iVH_Ii>/ V oril^KLfvL/A Vo 

HTWQRGTEPARLGSWERRQRQ 
QQQGPV 


4845 


35213 






JO/ 






4846 


35214 


A 


4887 


20 


619 




4847 


35215 


A 


4888 


7Q7 




I ULoooylNrlVA 1 rvoli W il IN IvL. L. 

PMvn^nvnnM^riA nvTM*n>jQ 

rlS V LJov^ V v^V^lNOfV^All I 1 IN UINo 
F^HYPF^k M HT 

C/»3V^ I i r*3 IV 1VIL/ 1 


4848 


35216 


A 


4889 


268 


500 




4849 


35217 


A 


4890 


1 


529 




4850 


35218 


B 


4891 


259 


1672 




4851 


35219 


A 


4892 


480 


657 




4852 


35220 


A 


4893 


2 


377 


WCDFSSSLH RS VQA LRTFC VTL 

SGAFVRDCTTVLSSTTCRPSTD 

V/CWAMN1VTSVLLLYGSEEEA 

FWLLVALC\ERMLPDYYNTRV 

VV1RTYDQRYEQCVDLYDGLP 

TTLFTTDDWHVWPDLTGLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4853 


35221 


A 


4894 


I 


251 


TEARKAAAVMPKTAVLAAERP 
KKAWGVL1PKKSTKRTPKAFA 
GGGCW/TKVGWSKVAKKVPKP 
EASKPKICAAPKTRRYKSTLKTK 


4854 


35222 


A 


4895 


283 


427 


PSVSKESPLNSPASQAGSATFAT 
TPLTPPK7PAATSSVAAAALLPA 
LPR 


4855 


35223 


A 


4896 


111 


1095 


SRGWSRLPVPCCAPALLSPWAV 

NG 1RRRG AG DGTRRGGSGCAG 

AHSAGLVASGPESWIPGPVPPG 

AEPPRRG DSGL A RCPAPG H PSR 

ASPQRPAEGFDALAAPSRVPGD 

SRQLSRNNTRSRCEGRGGKTPP 

AWAGVHRHGPPPAAPPGRARV 

HGHRLRGGLGPGGGKRGLPGC 

CPRAADPRGRP/GETSRSGERGP 

PGRSAPLSLQPRHRTGLET/RQP 

SPLARSRPGLGPRPSARRPSRPA 

PPPPPPELHRGAPQRGRVASQT 

RPGARARPAADTHSSLKSPASQ 

AGSAAFATAPLTPQKPQLRAP 

WQPLHSFRPCRGVTSRJLRTAPP 


4856 


35224 


B 


4897 


243 


452 




4857 


35225 


A 


4898 


3 


353 


RRYLSPKYIKMFVLDEADEMLS 

RGFKDQIYDIFQKLNSNTQVVL 

LS ATM PS D V LE VTKKFM RDPI R 

ILVKKEELTLEG1RQFYINVERE 

EWKLDTLCD\LSAMHGDMDQK 

ERDVIMR 


4858 


35226 


A 


4899 


3 


410 


NLQEWKLDTLCDLYETLTITQA 

VIFINTRRKVDWLTEKMHARDF 

TVSAMVCLPAASLLWVCPSEV 

SYLKPGFLEPRCLPGLLHICFLF 

QHGDMDQKERDVIMREFRSGS 

SRVLITTDLLVSRGN**QRQKG 

GSKVI 


4859 


35227 


A 


4900 


1 


235 


MLSYVLEVTKKFMRDPIWILVK 
KEELILESIHQFCINVEQEKWKL 
DTLRDLYETLTITQAWIFTNTR 
RKCCSKVREI 


4860 


35228 


A 


4901 


3 


48 


NSNVEREEWKLDTLCDLYETL 
TITQAVIFINTRRKVDWLTEKM 
HARDFTVSAMHGDMDQKERD 
VIMREFRSGSSRVLITTDLLVSR 
GN**QRGTRGVEAGHTM 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4861 


35229 


A 


4902 


2 


879 


AQFPTRLDLKATQALVLAPTRE 

LAQHIQKVVMALGDYMGASC 

HAC1GGTNVRAEVQKLQMEAP 

HIIVGTPGRVFDMLNRRYLSPK 

YIKMFVLDEADEMLSRGFKDQ1 

YDI FQKLNSNTQ V VLLSATM PS 

DVLEVTKKFMRDPIRILVKKEE 

LTLEGIRQFYINVEREEWKLDT 

LCDLYETLT1TQAVIF1NTRRKV 
DWI TFk' IV/IH AT?r»PT\/Q A \A urn 

MDQKERJDVIMREFRSGSSRVLI 
TTDLLARGIDVQQVSLVINYDL 
PTNRXENYIHRJGRGGRFGRKGV 
AINMVTEEDK 


4862 


35230 


A 


4903 


1 


1764 


MASLEEGIYSLKINSKRSSYMS 

MNPQFTAGSEGQNETEEPNKFQ 

SRKGRPQDSGSSLSLSVLQEILG 

DDIPKVKEEAV1SSQSDLGECPY 

CGERPARNATIFAPQKEKESAP 

EMSSSCDKRVTVNPPEKFSEGR 

PKTQNTLICEKCSQPSNFLDDY 

NPHVIIQKRLSNQSRVICEKSSP 

PLNVPDNYNSHSVIQKHKEKM 

A1ERPSSGSDWSDVGGTTVIFSE 

EKPFSLCLPVVSEPPYYATDYT 

TFPPHYSPWHDYTSSWFSSTKS 

SCYPSLGSSSNTLQAGKSSCSSS 

SRSNNNIFQGERSSHQSFLSDYS 

TSFPVSSENTSRDLKMTEEGRS 

KNSSLFYYSRNVEAEAKEERVY 

QEETLG H P YGG RA SS F PPRTI W 

QPEQPGFIDTHCHLDLLYSRLPF 

KGTFTKFRKIYSNTFPKEFQGCI 

SCFCNPQNLSDNLWEDQLICDD 

LVWGVFGCRPHFAHYYNNYQE 

RSILKALRHPKAVAFGEMGLD 

YSSKCTTHIPEQQKVFKRLLRL 

AVSLKNKPMMIHCREADEDLLG 

ILKKYVPSDHKMYQHCFTGSYP 

VIKPLLSCFPNLYVGFMAILTYS 

SAEQARETVKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=poss»ble nucleotide 
deletion, \=possiblc nucleotide insertion) 


4863 


35231 


A 


4904 


125 


820 


VLAPNYHITFRNLSSVSSPVTSA 

EPVLQAGQARELSFSSLHPASPL 

LVPSTPALTLHAFNALVLFPSFP 

LEKAAKRERPKSKIQJTARVGK 

MRRTWSPHTTISAGGSVNGAST 

LKNSLVWEAKPADTTNPTPPTT 

HPN PG PTPPTNTN RHPPPHH PLT 

NTPAPPHQPPATTP/SPQTQTPN 

YCPNTDHTTPTHDTPNPVPPTR 

RTPPNRTG ICRTNTSQN YRL VSP 

APKIHWEA 


4864 


35232 


A 


4905 


407 


757 




4865 


35233 


A 


4906 


5 


426 


GKTSTKSQNASSPPKDHNSSPA 

REQN/WIENEFNELTEVGFRRIT 

SLEKNINDLMELKNTARELREA 

YTSINSQINQVEERISEIEDQLNE 

IKHEDKIREKRMKR1MQQSLQEI 

WDYVKRPNLRLIGVPESDIENG 

TKLEMTL 


4866 


35234 


A 


4907 


1 


2267 


MTGQFQDVVREEARPLPNRIM 

RLRFNHFATECSWDHLYVYDG 

DSIYAPLVAAFRCEVENRYQGN 

PLRGTCYYTLLIDYQFTFSLSQE 

DDR Y YTA 1NFV ATPDEETPPI RG 

RQTAHTGELQLTSGGYPSGMK 

LPEEGTGERNRITINKKDVHTET 

PSKGHQHQRPKVDKSTKIKKN 

QRKKAENSKNKNASSSPEDHN 

SSPAREQNWMENEFDELTEVG 

FRRWVITNSSKLKKHVLTQCKE 

AKNLEKRLGQLLTRITSLEKNV 

KELMELKNKAQELCEAYTSINS 

QIDQAEESISEIEDQLNEIKHED 

KIREKRMKRNKQSLQEIWDYVK 

RPNLRLIGVPESDGENGTKLEN 

TLQDIVQDNFPSLARQANIQIQE 

ILKTPQRYFSRRATPRNIIITFTK 

VEIKGKMLRAVREKDHSA1KLE 

LRIKKLTQNCTTMWICLKNLLL 

NEYWVrfNEIKAElNKFFETNEK 

KDTTYQDLWDTAKAVFKGKFI 

ALNAHRRKWERSRIDTLTSQLK 

ELEKQEQTNSKASKRQEITKIR 

AELKEIETQKTLQKrNESRSWFF 

EKINKIDRLLARP1KKKREKNQI 

DTIKTMDKGDITTEPTEMQTTIRE 

YYKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPTTSSE 

IEA1INSLPTKKSPGPDGFTAKL 

YQRYKEEVVPLLLKLFQTVGK 

EGPLPNSFYWANIILIPKPGRHT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4867 


35235 


C 


4908 


605 


760 




4868 


35236 


A 


4909 


94 


400 




4869 


35237 


A 


4910 


1 


1538 


MPIQMQYPQYKLVENKTQPPVI 

YQYWPPADLQYRPPPEVKYRP 

QVVCPVPNSTAPYQQPTAVVF 

NPTAPPSGQGI1AQNTDLVEWF 

FLPHSTIKTFTLYLDQMATLIGQ 

ARJLRIIKLCESDSDKIIVPLNKEQ 

VRQAFINSGAWQIGLADFVGH 

DNHYPKTKIFQFLKLTTWiLPKi 

TRHKPLEN A LTV FTDG S SN G KA 

AYTRPKERJLIETQYHWAQRAE 

LVAV1TVLAQDFNQS1N1VSDSA 

YVVQATKDVETALIKYS1DDQL 

NQLFNMLQQTVRKRNFPFYVT 

H1RAHTNLPEPLTKANEQVDLL 

VSSAFLEAQELHALTHVNATGL 

KNKFDITWKQAKNIVQHYTQC 

QIPHLPTQEAGVNPREQHFTGK 

KNSPHEGKLIWWKDKKNKTW 

EIGKVITWERGFACVSQGENQL 

rUWir 1 KJNLvlvr YiNtrLOUANNb 

ASAETKNPQLS1IDSPGKAPGCL 

MPTTQNWLVEVPTVSATSKFT 

YHMVYPPAPKRQRPARTGrTND 

DGSFVKKGDM 


4870 


35238 


A 


491 1 


1 


759 


FRMVIRCLPQRELDCDRGNWT 
ATSAELTGIKWRRYNFGGHGD 
CGPIISVPAQDDPILLSF1RCLQA 
NLLCVWRRDV*PDC*ELW1FW 
WGDEPNLVGVXYIMNCRLWKK 
DSGKMAFPMNVGRC/FFKAIHN 
LLERCLMDKNFVRIGKWFVRP 
i n.ivutls.r V IN ls.bt,tiLbCAr\ i r r L 
\HGESNVCTSVEIAQHQPIYLIN 
EEHIHMAQSSPAPFQVLVSPYG 
LNGTLTGQAYKMSDPATRKLIE 
EWQYFYPMVLKKKKK 


4871 


35239 


A 


4912 


1 


539 


MRHPCDGNSLYFDHISVNMLA 
VMLYYGFGRVSIGKTGLRGVQ 
RHLWPLPLDASSTKTVSSSHSD 
KGEIFSPFPCSL1NCNNFEMRNT 

TI/pi N/f P>k^ M Ipl/ \1/I7\/D D\/ C 

I IS^LJVl UKINr VKIuKWr V K.r Y t 

KDEKP VNKRVTSQE1 WLFDEY\ 
GVSLPCFAVERCALLPLCLLPR 
LMISISSTSRQPQYISRRGLKAK1 
SWVV 


4872 


35240 


A 


4913 


198 


620 
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SEO II) 

NO: 


SfcLQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ U> NO: 
in USSN 
09/540.217 


Nucleotide 
locution of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. \=possinlc nucleotide insertion) 


4873 


35241 


A 


4914 


63 


1267 


RNRILRMEFFDWFWAFWSWLL 

NMIRSQNAKDSSSNSMENTDSP 

WCELFRELCKINALDVPDSLLV 

RGNEFSASVHNTFDHMWRTKE 

RYEAGWLLLSSADRVMKENDE 

LRDSVSWLQKQILSLKSAKIAL 

SGSLISYRERAEIVEKQTQTLIM 

RVADLQQKGYINSPALCHNLIW 

RDLDHFSFPYDITLFHYIDDIML 

IGSSEQEVANTLDILKGQRFVLT 

VIDTYSRYWFASPECNASA/KT 

TIHGFTECIIHYHGIPHSIASYQG 

THFMAEEPGWXSKNQGVEVTPF 

TITPSDPVATFLLPVPMTLRSAG 

LEVLVPEGGTLPPGDTTMIPLN 

WMLRLPPGHFGLLLPLSQQAFC 

KGVTVLAVVIDPDYQDEISLLF 

HNGAIISDGNGVILIGLLQWFST 


4874 


35242 


A 


4915 


2 


2210 




4875 


35243 


A 


4916 


I 


2036 


MDTFLDTYTLPRLNQEEVESLN 

RPITGAEI V A I INSLPTKKSPG PD 

GFTAEFYQRYKEELVPFLLQLF 

QSIEKEGILPNSFYEAS1ILIPKPG 

RETTKKENFRPISLMN1DAKIVN 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWLNTCKSINVIQH1NRA 

KDKNHMIIS1DAEKAFDKIQQPF 

MLKTLKKLGTDGTYFKJVRAIY 

DK PT AN 1 1 LNGQKLE A FPL KTG T 

RQGCPLSPFLFNIVLEVLARAIR 

QKEIKGIQLGKEEVILSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKTNVQKSQAFLYTNNI 

QTGSQIMSDLPFTIASKRJKYLG 

IQLTRDMKDLFKNYKPLLTEM/ 

KTKKWrCNIPCS/WELEKTTLKFI 

/WNRKRARIAKSILSQKNKAGG 

ITLPDFKLYYKATVTKTAWYW 

DQNRDIDQWNRTEPSEITPH1Y 

NYLIFDKPEKNKQWGKESLFN 

KWCWENWLAICRKLKLDPFLT 

PYTKINSR Wl K DLN LRPKTI KTL 

EENLGITIQDIGMGKDFMSKTP 

KAMATQAKIDKWELIKLKSFCT 

AKETIIRVNRQPTKWEKIFTTYS 

SDKGLISR1YNELKQ1YKKKKQP 

HQKDFAYHFTVFVFYFGAFLLE 

AAATSLHDLHCNTTITG/HATPE 

**PV*HKRSSLTITYLCRSG*iIW 

WCDPHTHS 


4876 


35244 


A 


4917 


1 


1359 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=po$sible nucleotide insertion) 


4877 


35245 


B 


4918 




948 




4878 


35246 


A 


4919 


1 


98 1 




4879 


35247 


A 


4920 


"j 


3747 




4880 


35248 


A 


4921 


"j 


1875 




4881 


35249 


A 


4922 


"j 


2238 




4882 


35250 


A 


4923 




3924 




4883 


35251 


A 


4924 




1068 




4884 


35252 


B 


4925 


62 


389 




4885 


35253 


B 


4926 




3663 




4886 


35254 


A 


4927 




1474 


MAVSTTVRVDMPCCAVMLYC 

WGRSGKEQQPDEALKGKGFTV 

CFEGLRFGQKPGSYFSLDQIGH 

VEIQMITPPWRGTTLSTKRGGR 

KRGKTESDREHNLAPPKGRDTP 

KKEG A H V RGG PLSGTPPTEKK 

G KA RSPRYG DTH RG EG LNKTH 

RAPQNFSESPEPTINKJDRPLAR 

LIKKKREKNQIDTIKNDKGDITT 

NPTEIQTTIREYYKHLY ANKLE 

NLEETDKFLDTYTLPRLNQEEV 

ES LN RP 1 TG SE I E A I IN S L PVTKK S\ 

PGTDGFTAKFYQRYKEELVPFL 

LKLFQSIEKEG1LPNSFYEASIILI 

PKPGRDTQKKENFRPISLMNID 

AKIVSKILANRIQVHIKKLIHHD 

QVGFIPGMQGCVGSSARAIGQE 

If CMS (~*. ini n^CCA l^i CI CAnnTi 
ls.tillvOI^LOKtt.AK.L,bLr ADD J 1 

ECLENPIVSAQNLFKLISNFSKV 

SGYKIHVPKSVSFLYTNNIQAES 

QIKNAIPFTIASKRIKYLGIQLTL 

EVKELYNKNYKTLLKEIRDE ! 


4887 


35255 


A 


4928 


419 


1002 


CYQRWKVLKKSSGPLARL/IKK 

REKNQIDA1KNDKGDITTDPTEI 

QTTIREYYKHLYINKLENLEET 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIEAJINSLQTKKSPGPDG 

FTAKLYQRYKEELVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RIRIAKSILSQKNKAGGITLPDF 

KLYYKATVTKTAWYW 



BNSDOCtD: <WO 0175067A3_IA> 
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NO: 


SKO H> NO: 

of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X -Unknown. 
*=Stop eodon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4888 


35256 


A 


4929 


1 


2502 


MFFEITslENKDTTYQNLWDTKK 

AVCRGKFIALNTHKRKQERSKI 

DTLTSQLKEPEKQEQTHSKASR 

RQEITKIRAELKEIETQKTLQKIL 

QKINESRSWFFEEINKIDRLLAR 

LIKKKREKNQIDAIKNDKGDI IT 

DRTE1QTTIREYYKHLYANKLF 

NLEEMDKFLDTYNLPRLNQEi: 

VESL\HRLITGSEIEAIINSLPTKK 

SPGPDGFTAKFYQRYKEELVPF 

LLKLFQSIEKEGILPNSFYEANII 

LIPKPGTDTTKKEMFRPISLMNI 

DVK1LNKILANRJQQQIKKLII II 1 

DQVGFIPGMQG WFNll IKSIN VI 

QHINRTKDKNHMIISIDAEKAI 

DKIQQPFMLKSLNKLVLEVLAR 

AIRQEKEMKGIQLGKEEVKLSL 

FADDMI VYLENPIISAQDLI.KLI 

SNFSKVSGYEINVQKSQASLYT 

KNRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKEN YKPLl . 

NEIKEDTNKWKNIPCSWVGRIN 

IVKMAILPKVI YRFNAILIKLPM 

TFFTELEKVTTLKFIRNQKRACIA 

KS1LSKKE\KAGGIMLPEFKL* Y 

KATVTKTVWY WCQN R Y 1 DQW 

NRTEPSEIIPHIYMHLIFDKPDKN 

KKWGKDSLFNKWCWEHWLAI 

CRKLKLDPFLTPYTKFNSRWIK 

DLN VRPKTI KTL AGH LGNTI R Dl 

G LG K DFMTKTPKAM ATK A K I D 

KWDLIKLKSFCTAKETAIRVNR 


4889 


35257 


A 


4930 


1 


4187 


MGDFNTPLSTLDRSMRQKVNK 

DSQELNSALHQADLTDICR I LI 1 

PKSTE YTFFA APH HTYSK IDI 1 1 V 

GSKALFSKCKRTEIITNCLSDHS 

AIKLELRJKKLTQNRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVY 

RGKFIAFKAVCRGKFIALNAQN 

RKQERSKIDTLTSQLKELEKQK 

QTHSKASRRQEITKIRAELKFIF 

TQKTLQKMSESRSWFFEK'FNKI 

DRPLARLIKKKR 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
(►9/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4890 


35258 


A 


4931 


1 


1818 


MSSRGPCTLETL1NPSPSVADDI 

PH LRPKPV YITTTRD1M ENI YSTK 

IPYMAARVVFIKWIVTFFLEKK 

YLTATQNTKNGVDVLPKI1QTV 

GGGAVQERAPELDGGGPTEQD 

KSHSNSSTLSDRRLSNSSLCSIE 

EEHRMVYEMVQR1LLSTRGYV 

NFVNEVFHQAFLLPSCEIAVTR 

KVVQVYRKWILQDKPVFMEEP 

DRKDVAQEDAEKLGFSETDSK 

EASSESSGHKRSSSWGTH\NSFT 

SAMSRGCVTEEG/T1QMLKAGV 

QALLQPVLCVFPLIPLPPLCNQA 

ARPAVVSIPLGDLLPWLSVLGG 

PADQWHLSYLKPEGSSAYACIL 

EALESAGKGLWKVSAVGRKP 

WTRGRSDRKGTVGHQVQFLFF 

KDEGRVDSRJLTLMVAWIRPNX 

LCVYISRELWDDFLGVLS\SLTE 

WEELINEWANIMDSLTAVLAR 

TVYGVEMTNLPLDKLSEQKEK 

KQRGKGCVLDPQKGTTVGRSF 

SLS WRSH PDVTEPMRFRSATTS 

Ct A PCS VFK A RXI 1 V R CiK A T A R Q 

O^il^KJPVHf QpAl PATk'QVPl I 1 
V^OlkMN*^- V nLoC/\LrA 1 Fv£> Vr L,L,L, 

HTLYKNKALKAALGQPVGKAD 

QLVVAGSPSVCCVEDQWGRSN 

LEAMVLWLYCIPPDGDVLYL 


4891 


35259 


c 


4932 


96 


278 




4892 


35260 


A 


4933 


j 


261 


kri ri ppnwFni t i t t QnnAi^kT. 

VTVI APiVinPHVI-TMPIQI T I 14X1 

GGKKKTRPAEMLAEGKGNTE 
WVGEEVSHQYQL*PHDQLQKR 


4893 


35261 


C 


4934 


36 


385 




4894 


35262 


A 


4935 


1 


2349 




4895 


35263 


A 


4936 


207 


561 


QLAEPPHWIPGTRKDAQCLVGL 

FGFWRQHIPHLGGLLWPIYRVT 

QKAASFEWGPE*EKALQQIQPS 

VQAALPLGP*DLADPMVLEVS 

MADRCAGWSLWQAPIGELQQ 

KPLGFWSKALP 
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SEQ II> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4896 


35264 


A 


4937 


I 


1375 


MSTTQLDTMGAESLCNMETVQ 

VEDEGIQKLKEIRMVEWITPFRP 

THPSCEGPEDIPLTNALQNTFVR 

AAPASLKSPVVALLLSPVGYRT 

HAVVISPVPECRFGIDILSSWQN 

PHIGSLAGRAHQKQFVGSWQG 

QQYAFTVLPQGH1NSLALCHNL 

IWRDLDHFLLSQGITLVHYTDD 

IMLIGSNLADPMVLEVSMADRC 

AGWSLWQAPIGELQQKPLGFW 

SKALPSSADNYSPFERQFFACY 

WALVETECLPTGHQLTMQPEL 

PIMNWVLSDPSSHKWVHGQSG 

HGGRDSGYSWTQQHGLPL TKG 

DLSMTTAECQIFQQQRPILSPRY 

G TI P WG DQ PATWRQKWQ R F V L 

TGIDTYSRYEFAYPACHASTKT 

TIHGLMEFL1HHHG1PHSIASDQ 

GTHLMAKEVRQWAHAHGIHW 

SYHVPHHPEVAGLIERWNE\GL 

LKSQLQHQLVNRLRRELQCWL 


4897 


35265 


A 


4938 


1 


324 


1NCLRNCKTYQA/RKPLWFYNT 

SLKFFLNKP/MLADVVFEIQGTT 

VPAHRAILV/ARCEVMAAMFN 

AG1FQAMCLLICAE/MYQVSRL 

QHICELFII/TQLQSMPSRELASM 

NL 
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SEQ Il> 

NO: 


SKQ II) NO: 
(if peptide 
sequence 


Mel 

hod 


SKQ ll> NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4898 


35266 


A 


4939 


108 


2304 


VAAAYPPPASPPWSPARSLAGA 

A PA PLC VGPA A V EAR EG DA AG 

DER1AGELAARGPREA VSRCFS 

PS RR P A LG FE 1 M S I H 1 V A LG N EG 

DTFHQDNRPSGLIRTYLGRSPI . 

VSGDESSLLLNAASTVARPVIT 

EYQASAFGNVKLVVHDCPVW 

DIFDSDWYTSRNLIGGADIIVIk 

YNVNDKFSFHEVKDNYIPVIKR 

ALNSVPVIIAAVGTRQNEELPC T 

CPLCTSDRGSCVSTTEGIQLAKE 

LGATYLELHSLDDFYIGKYFGG 

VLEYFMIQALNQKTSEKMKKR 

KMSNSFHGIRPPQLEQPEKMPV 

LKAEASHYNSDLNNLLFCCQC 

VDVVFYNPDLKKVVEAHKIVL 

CAVSHVFMLLFNVKSPTDIQDS 

S 1 1 RTTQDLFA IN RDTA FPG A S H 

ESSGNPPLRVIVKDALFCSCLSD 

ILRF1YSGAFQWEELEEDIRKKL 

KDSGDVSNV1EKVKCILKTPGKI 

NCLRNCKTYQARKPLWFYNTS 

LKFFLNKPMLADVVFXEIQGYG 

QCPA HRA 1 L\V A PCE VM\A A M F 

NGMLHGKAKSVL1PVYG VSKLT 

FLSFLEYL YTDSCCPA\G I FQA M 

CLLICAEMYQVSRLQHICELFII 

DLL*KGPSFHHSWIAFSTWA YK 
H FH C Y LT Y LI FQ F K RPG 1 PR DL F 
S/EG RNGSFLFG KRH RWGPSNM 
LLGRQLAGITGKYYFTSPGNVG 


4899 


35267 


B 


4940 


1 


31 17 




4900 


35268 


A 


4941 


1 


1162 


MRVCARACVRTRTRMC V YAI 1 

TC VC VRT Y A Y V RVRVRVHVRA 

RVRVCAYARTRVRNSLSILPFIQ 

LTLATPIHHIHQEEFNIRGI VPVL 

RRVKPDLAIGIDITPSCDTPDLM 

D YSE VRINQG VG 1TCLNY HG RG 

TLAGLITPPRLIRMLEQTALEHN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGONPRA 

AAAIAGELGLEFKAGLLPEDK V 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIGIAMGSGTDVAI 

ETADAALTHNHLRGLVQMIEL 

ARATHANiRQNITIALGLKGIFL 

VTTLVMTG L WL A V LA DTGATV 

LVTANALRLLRRR 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vii, 
*~Stop codon, /=possiblc nucleotide 
deletion, \— possible nucleotide insertion) 


4901 


35269 


A 


4942 


1889 


3387 


QWAIKQFKHAEKENPYLFGGG 

HLRAIFR*SGFQ*RQLHTMHWG 

AS/QQAEHP/LAQPS TRAQLRTPI 

P/TADS/QRALVGSGMKPRLNG 

ERVLICAAGKHPADAFTGLINE 

LESAGQTVVLVVRNDDVLGVI 

ALQDTLRADAATAISELNALGV 

KGVILTGDNPRAAAA1AGELGL 

EFKAGLLPEDKVKAVTELNQH 

APLAMVGDGINDAPAMKAAAI 

G1AMGSGTDVALETADAALTH 

NHLRGLVQMIELARATHANIRQ 

NITIALGLKG1FLVTTLLGMTGL 

WLA VLADTGATVLFFPRJLFEAR 

NSQVGNGETNQTRFRLCAAPG 

GTFIADFTAGTGRRARPRRNRR 

RVVVSFDFHQNMRRFLMEIVA 

ARFVVSKVAAHFRTFHYGGVIF 

ISRENVIWRGFESIFDHLEQRFR 

LLFTIDNPVGVKNFVAAVLGVR 

LGKHIQFDVVRVTTKLCES1LQI 

VNFIFRQSQAKTQVSVDQRLTA 

LPQQINAGNRSRLMVGKQLLCI 


4902 


35270 


B 


4943 


1 


2104 




4903 


35271 


C 


4944 


1 


1215 




4904 


35272 


A 


4945 


-» 
j> 


268 


YEFNRPYPEIQRSGISUCLLEPLL 
FA ATSDSQLSKTEISSI KINSETV 
PVYQLRYNGKNALMFATYQD 
KMLVFSSTDMLFKDDQQDTEA 


4905 


35273 


B 


4946 


1 


1725 




4906 


35274 


A 


4947 


1 


1437 




4907 


35275 


A 


4948 


2 


736 


QC P Y P Y 1 A ATG Rl L V VTH L I CL A 

PQIVENQVTYPLTTTMLSVPGA 

KTVRGFSQFGDSYVYV1FEDGT 

DPYWARSRVLEYLNQVQGMLP 

AGVSAELGPDATGVGWIYEYA 

LVDRSGKHDLADLRSLQDWIL 

KYELETIPCVSEVASVGGVVKE 

YQVVIDPQRLAQYGISLAEVKS 

ALDASNQEAGGS\SI\ELAEAEY 

MGGTCSAHGRALSRGVLWCRF 

SAIVRGPPRGMFCGAGAAPNLI 


4908 


35276 


A 


4949 


531 


632 




4909 


35277 


A 


4950 


532 


609 





576 

BNSDOCID: <WO 0175067A3_IA> 



WO01/075067 



PCT/US01/08631 



SEO »> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in US-SN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4910 


35278 


A 


4951 


1 


525 


LGVEATA\IGDFGK\AAEKLPVP\ 
VELAQACAHA VMKSGIDLA VS 
YCMQVNHGFAQPLEFLLGGLD 
KVPVLLVMNGVA 1 PLPGhQRT 
RMLGEAIGRF TSTPQYAGDTVN 
UtUlbN 1 IRALh A rGNFEDVRVL 
KDGELRKFP I CESDDNFRPVTF 
SVNYVIRHDWVGIRRVVPENE 


491 1 


35279 


A 


4952 


1 


2769 




4912 


35280 


A 


4953 


1 


681 




4913 


35281 


A 


4954 


1 


1230 




4914 


35282 


A 


4955 


I 


774 


MLRTSDRPPYQYPKRCIPLSVL 

EVLRCARRWSLRPYKQLARAY1 

/ERYRHDRVDIEREKRGRLNQEI 

RGLVEQTNASLLNENANKDSK 

AHERGDIHYHDLDYSPFFPMFN 

CML1DLKGMLTQGFKMGNAEI 

EPPKSISTATAVTAQUGSVH1YG 

G rTlNRIDEVLAPFVTASYNKH 

RKTAEEWN1PDAAGYANSRTIK 

ECYDAFQSLEYEVNTLHTANV 

EGLTGDDG1AVEALKKNSQKPR 

MSASHNCELVSLRG RQYT 


4915 


35283 


A 


4956 


1 


1278 




4916 


35284 


A 


4957 


461 


1002 


SLSTKGYAAAKWCSTACAGS/T 

LLLIVLLWVFIPKGFFPGQDNGI 

1QGTLQAPQS1SFANMAQLQRQ 

VADV1LQDPAVQSLTSFVGVDG 

I NPSLNSARLQIiMLKPLDERDD 

RVQKVIARLHTAVDKVPGVDL 

FLQPTQDLTIDTQGSRTQYQFT 

LHATSLDALNTWVPQLMEKI\Q 

QLPKLS 


491 7 




A 
r\ 




i 


Zy 1 


MNPVDRPLLDIGLTRLEFLRISG 

KGLA\GLTIAPALLSLLGCKQED 

iDSGTVGLINTPKGVLVTQRAR 

CTGCHRCEISCTNFNDGSVGTF 

FSRJKPH 


4918 


35286 


A 


49SQ 


i 
i 




Ivl K IN r c V LC^ r L v N i> L oG L PL W V 

CCD II |~V 1 S~\ 1 »TPI ■\7'l~* W%\ F IS" 1 I h A^~» AS 

ShRJLQQINQLTHYEPVIGIMGK 
TGAGKSSLCNALFAGEVSPVSD 
VAGCTRDPLRFRLQIGEHFMTI 
VDLAPGVGESGVRD 1 


4919 


35287 


A 


4960 


2666 


2775 




4920 


35288 


A 
r\ 






-> AO 

Jtlo 


GDLDGSRHRAFLCHLPVELKTA 
LMFPVTI TRAI MPTA Y/ATAV<x 

A/NFRTESRGAH/SRFDFPD/RDD 

ENWL/CHSLYLPESESMTRRSV 

NMMPKLRPAFPPKIRT 


4921 


35289 ; 


A 


4962 


1 


1132 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
secj uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


4922 


35290 


A 


4963 


1 170 


1352 


RNLPDAAGQSCAGEIRLYRQQT 

QRSRLQRWLHLACFRRCNLHR 

RELDATA*QHVRSCRWR 


4923 


35291 


A 


4964 


1 


312 


MRKLTALFVASTLALGAANLA 
HA A DTTTA A PA D A KPM M HHK 
GKFGPHQDMMFKDLNLTDAQ 
KQQIRE1MKG\QRDQMKRPPLE 
ERRAM H Dl I ASDTFDK VKA EA 


4924 


35292 


A 


4965 


*t 
-> 


205 


KDH1KGVLEAQNSLSTQVSLFF 

*SFFG*NSNMRNLIQIYRSL/CTK 

AI*LMNFKRHKNQLVINYLSRS 


4925 


35293 


A 


4966 


1 


915 


MTGVATARARGLRRPLSVGQV 

PPFARLWKGVQTVERHMLANI 

GTGSQHPGCGFQLINQNSVIVF 

AAGEVNGFTSGDVQCLKMRSG 

DMNDIQRRQRLLPDGNKFGEIQ 

TTIREYYKHLYANKLEDLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIEAVVNSLPTKKSPGPE 

RLTAEFYQRYKEEL VPFLLK LF 

QTTEKEGLLPNSFYEASVLLIPK 

PGKDTTKKENFRPISLMNIDVKI 

LNKILANRIQQHIKKLIHHNQV 

GFUGVQGWFNICKSTNVIYHV 

NRTNDKNHMISIDTEKAFD 


4926 


35294 


A 


4967 


1 


1338 
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SEQ ll> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last ami no acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4927 


35295 


A 


4968 


1 


1928 


PPL V I H RQTGSG EDLQQTPTDL 

QLRVLT1RRKTNKQKGHPHQNP 

ISSRRHE1TKIRAELKETETQKTL 

QKKSMNPRSWFFXERINKJDRLL 

ARLIKKKREKNQID\AIKNDK\W 

DITHRIP TEIETH\REY\YKJ4LYT 

NKL\EN\LEEMDKFLDTYTLP\R 

LN\QEEVESL\HRLITGSEIEAITN 

SLT\TKKSPGPDGF\TAAEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

F\Y E AS 1 1 LI SKPG RDTTKKENFR 

PISLMNIDAKILNKILANQ1QQHI 

KKLIHHHQVGFIPGMQGWFN1L 

KSINVIHHINRTKDKNHMUSIEA 

EKAFDKIQQPFMLKTLNKLGID 

GTYLTYLKI1RAVYEKPTAN1IL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNVVL\EVLVGA1RQEKE1KG 

IQLGKEDVKLSLFADDMIVYLE 

NPIVSAQNLLKLISNFSEVSGYK 

IN VQKSQ A FLYTNN RQTESQI M 

SELPFTIASKR1KYLGIQLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGRIN1VKMAILPKT 

l.in v^rvr o I wrtvVlNNn i InyK 1 rr 

LKETEFNTIATLYNGASP/RTAP 
KSTGTNGHQASGLPRF*RIAFCS 
ALVKSKRKLYQGYLPGQTDRR 
ecu v o WL-rvjur 


4928 


35296 


A 


4969 


2 


237 


OPVPHTWI CTPA A PN/f\/r»CI IAD 

\ / p \ / \a a pr.\! A iti DV/rrorw/i/ /rr 
v rv v ivi/Atvvj I i Lr VULiKJ-J V rv/i 

1 L/C V LrvVJL/o V CIV 1 oK. V W XoVj 1 tZ I 


4929 


35297 


A 


4970 




1752 




4930 


35298 


A 


4971 




723 




4931 


35299 


A 


4972 




1701 




4932 


35300 


A 


4973 


! 


1446 




4933 


35301 


A 


4974 




403 


MKLMETLNQCINAGHEMTKA1 
AIAQFNDDSPEARKITRRWR1G 

cnnuL vvj v ojyAI rvu/\civ/\vj l\. 

LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPVl 
G V A A H KG\L A LKG LRVLLVEV 
RHRV 


4934 


35302 


A 


4975 


1 


1374 ^ 





579 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V— possible nucleotide insertion) 


4935 


35303 


A 


4976 




2259 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLAL/KGLRVLLVEVHKRWS*N 

DEGYRHCTV***\HPEARKITRR 

WRIGEAADLVGVSSQAIRDAEK 

AGRLPHPDMEIRGRVEQRVLVIQ 

LNKLIICVMCLVRJDCDVLKTYF 

HR*SGLLPIKVAFTKP/HVSVHL 

AQDLALKGLRVLLVEEPPSAPN 

LGIGTINVVCAADVLIVPTPAEL 

FDYTSALQFFDMLRDLLKNVD 

LKGFEPDVRILLTKYSNSNGSQ 

SPWMEEQIRDAWGSMVLKNV 

VRETDEVGKAAPMVDSLIARV 

GVMARGNA1TLPVCGRDVKFT 

LEVLRGDSVEKTSRCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PRIVQSNDLTEAAYSLSRDQKR 

MLYLFVDQIRKSDGTLQEHDGI 

CEIHVAKYAEIFGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKGYESFPWFIKRAHSPSRG 

LYSVHINPYLIPFFIGLQNRFTQF 

RLSETKEITNPYAMRLYESLCQ 

YHPLTIEKVMKPLITSNTVTDEI 

ERANVFKMNGKWYLFTDSRGS 

KMTIDG INSNDI YMLG YVSNSL 

TGPYKPLNKTGLVLQMGLDPN 


4936 


35304 


B 


4977 


1 


1744 




4937 


35305 


A 


4978 


1 


2367 




4938 


35306 


A 


4979 


1 


1215 




4939 


35307 


A 


4980 


1 


946 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLG EKDDVTY A IKPTC WPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

VIDSAPNLGIGTFNVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGQAPCMKNLTMRS 

SSSSAPSPWML 


4940 


35308 


A 


4981 


1 


1572 





580 



BNSDOCID: <WO 0175067A3JA* 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possihle nucleotide insertion) 


4941 


35309 


A 


4982 


1 


1617 




4942 


35310 


A 


4983 


I 


550 




4943 


3531 1 


A 


4984 


I 


3818 




4944 


35312 


A 


4985 


607 


3777 




4945 


35313 


A 


4986 


671 


3091 


ARCQRVPGRPVPDLLRCLPRAT 

TPAPSPAPGLVVRRLAAPVPAA 

APVPAAAPVPAAAPVPAAAPVP 

AAAPVPAAAPVPVAAPVPVAA 

PVPAAAPVPAAAPVPAAAPVPA 

AAPVPAAAPVPVAAPVPAAAP 

VPRFQSPNQTASTSDSPHIGQLP 

HQTVPISDSFHTGQSPHRTDSTP 

DSPHTGQLPHRTVPTPD/ELPHR 

TVPTPDSFHTRQSPHQTASTPDS 

PHIGQLPHQTVPISDSFHTRQSP 

HQTASTQDSPHTGQIPHRTVPT 

PDSFHTRQSPYRTASTPDSPHIG 

QLAHRTVPTPDSFHTGQSPHRT 

DSTPDSPHTRQLPHQTVPI SDSF 

HTGQSPYRTASTPDSPHTRQLP 

HQTASTPDSPHTRQSPHRTVPT 

PDSSPHQTVSTPDSPHTRQLPH 

QTVPTPDSFHTRQSPHQTVPTP 

DSPHTRQLPHQTASTPDSPXTPD 

SPHTGQSPHQFPHQTVPTADSP 

HTRQLPHQTVPTADSPTPDSFH 

TRHSPHQTASTPDSPHIGQLPHR 

TVPTPDSFHTRQSPHQTASTPDT 

PHTRQLPQQTVPTADSPTPDSF 

HTRQSPHQTVPTPDSPHTRQSP 

HRTVPTPDSFHTRQYPQRTVPTV 

OTASTPGSPHTKOSPHOTVPTP 

DCPHTGOSPYOTVSTPDSPHTR 

HSPHOTASTPDSPHIGOLPHOT 

ASTLDSPHIGRHPROMAPTPFSP 

HARQLPCQMAPTPDSPTLDGPH 


4946 


35314 


B 


4987 


1 


891 




4947 


35315 


A 


4988 


157 


1990 




4948 


35316 


B 


4989 


1 


2157 




4949 


35317 


A 


4990 


1 j 


378 


MSIKGTYLKVIKAIYDKPTASSI 
I NfiFNi kTAPi I RTP.TRnnrpr V 

L-INVJCIN LviV/Ar LLJ\ I Vj I IvyUvrL Y 

KINVYKSVALLYTTNDQGENQI 
KNSTPYTTAPRKIKYIGIYLTKE 
VKDLYKENYKTLLKEVIDDT/R 
WKHIPCSWMGRTNIV 


4950 


35318 


A 


4991 


1 


392 





581 



BNSDOCID: <WO 01 75067 A3 JA> 



WO (11/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4951 


35319 


A 


4992 


■t 


1570 


ETDFAFVGQAGVQWCDLSSPQ 

PLPPWVQAILLPQPPRQGCWSG 

IPKWSGISEDVQVWKNCKLDL 

AAATGKNCLGQGEEALLTQMR 

TGMQREVSDWWEEFVYLRSRN 

PLMVNSNYYMMDFLYVTPTPL 

QAARAGNAVHALLLYRHRLNR 

QEIPPVRGPQWVRDGGVVLWP 

LGHVGPGRQLTAHGFLQTLLM 

G MRPLCS AQ YEKI FNTTRI PG V 

QKDY1RHLHDSQHVAVFHRGR 

FFRMGTHSRNSLLSPRALEQQF 

QRILDDPSPACPHEEHLAALTA 

APRGTWAQVRTSLKTQAAEAL 

EAVEGAAFFVSLDAEPA\G LTL 

EDPAASLDAYAHALLAGRGHD 

RWF\DK\SFTLIVFSNGKLGLSV 

EHSWADCPISGHMWEFTLATE 

CFQLGYSTDGHCKGHPDPTLPQ 

PORLOWALPDHIHSSISLALRG 

AKILSENVDCHVVPFSLFGKSFI 

RRCHLSLDSFIQIALQLAHFRDR 

GQFCLTYESAMTRLFLEGRTET 

VRSCTREACNFVRAMEDKKKT 


4952 


35320 


A 


4993 


1 


1027 


MPAKSPGQDVLGTDNIKIDVFK 

QTNQKSHTGEKPYECPECGKAF 

SEKSRLRKHQRTHTGEKPYKC 

DGCDKAFS AKSG LRI HQRTHTG 

EKPFECHECGKSFNYKS1LIVHQ 

RTHTGEK.PFECN ECG KSFSHMS 

GLRNHRRTHTGERPYKCDECG 

KAFKLKSGLRKHHRTHTGEKP 

Y KCNQCG KA FGQKSXQLRG H H 

RIHSGEKPXYKCNHCGEAFSQKS 

NLRVHHRTHTGEKPYQCEECG 

KTFRQKSNLRGXHQRTHSGEKP 

YECNECGKAFSEKSVLRKHQR 

THTVGEKPXYNCNQCGEAFSQKS 

NLRVHQRTHTGEKPYKCDKCG 

RTFSQKSSLREHQKAHPGD 


4953 


35321 


A 


4994 


154 


331 


1PAAATCMGSLLGG*ETPGLWA 
RRSVKSRGLFPGLPSPSRASVRS 
LLLLPAWAAFLEGIVDTRPTAW 
RAFPWTLFLSVFCQFLDFPETSL 
DSQKLSLDTPSF 



BNSDOC1D: <WO_ 0175067A3 IA> 



582 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4954 


35322 


A 


4995 


657 


1455 


PEPKPAAVAPPPESPLPAGDSEG 
CLQPGHLLXPASPRLPRPRQAAS 
LA H RPEKS APG A DCPSG RR\G R 
PWTCGGLSGPAAAPRPCPLAPA 
FAPAFL ALG AQR\G PG PEQGGH 
ERQAERPGRRSRRTRAYSARIY 
LPVAAEWPMGPGPEPGAGGRR 
RG E VPGPG A QRS P A RRRRG G PA 
A vssnriRnvpir'ii rhavi fhwp 

ji v o »3vj vj rvvj v vj vj i_< rvvj r\ v Lrynr 
IX I UiLO III rnLVJrr r\r\r\ WKJ V \ 

GRRLFLPFSFSPS AG A PG A ASRP 
SPRRSP 


4955 


35323 


A 


4996 


1 


415 




4956 


35324 


B 


4997 


8 


211 




4957 


35325 


A 


4998 


1 


563 


MDPNHEEIPDLPEKEFRRVKSK 
NHMTIS1DAEKAFDN1QHRFMI 
KTLSKIGIQGTH FN\I IKAIYDKP 
TASIILNGENLKAFPLRTGTSIVL 

FVI AR AlRRFkTFIkTfiTOTnk'FPV 

C< V Li AVIVrV 1 l\.I\JC» i\CI rv VJ 1 V^ IVJIVCC V 

LLEQIKEFSKVSRYKINVQKSIA 

LLYANSDQAENQINNPTSFTIA 

AKNK1K 


4958 


35326 


A 


4999 


667 


960 




4959 


35327 


A 


5000 


317 


1157 


EFRMDPA1ALVLALSLTVPKLT 

VPDSPLRLYRSFCTSACTSNLV 

VHFA*KEKWPDV*LYTDSWAV 

ANGLAGWSGTWKKHDWKIDD 

NEIWGRGMWIDLSEWSKTVKIF 

VSHESAHHIT*KSSAEEDFNNQ 

VDRMIHSVDTTRPLSPATPVITQ 

WAHEQSGHGDRDGGYAWAQQ 

Hfll PI TKAHI AMVTAFPPirnn 

QRPTLSP* YGTI PRG DQPATW W 
QVDYIGPLSSWKGQRFVLTGID/ 
TSGYEFAYPARSSANST1RGLM 
ECLIHHHGIPHSIASNQLYS 


4960 |3532S 


A 


5001 


2 


15246 





BNSDOCID: <WO 0175067A3JA> 



583 



WO 01/075067 PCT/US0 1/0863 1 



SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /^possible nucleotide 
deletion, \=possinle nucleotide insertion) 


4961 


35329 


A 


5002 


1 


951 


MALALNRYL/CLA VLPLITKCA 

PLFAG/TEHRA1M VDSMLHTV Y 

R/LSRGRSLTKAQRDVIED/C LM 

SLC\RLLRRLVFDVPlLNEFA/k 

MPLKLLTNHYERCWKY/YCLPT 

G WANFG VTSEEE/L H LTRK L 1 VV 

GIFDSLAH/KKY/DPELYRMAM 

PCLCAIAG/ALPPDYVDASYSSK 

AE/KKATVDAEGNFDPRPVET/I . 

NV/IJPEKLDSFINKFAEYT/IIEK 

WAFDK/DKEIYRWPIKESLKAM 

I/AWEWTIEKAREDLDPREGYN 

PQPPDLSAV/TLSRELQAMAEQ 

LAENYKN/TWGRKKKQELEAK 

GGGTHPLLVP/YDTLTAKEKAR 

DREKAQSY 


4962 


35330 


A 


5003 


273 


478 




4963 


35331 


A 


5004 


2 


622 


GAPRSLSEKERQLMGMINQLSS 

FREQLLHAHYEQKKLAASQIEK 

QRQHMKLGKQXQQEQIARQQQ 

RLIQQQHKINLLQQQIQQLYAA 

QLAAMQVSPGGKLPG1PQGNL 

GAAVSPTSIHTDKSTNSPPPKSK 

TCCLLLWEDEHSASIPEVTNQQI 

HLHLASSITDHGGKVIWERCIJ; 

ESG KGVTG FPDWS PRWGRI PPL 

GSKEGFTKE 


4964 


35332 


A 


5005 


*» 


512 




4965 


35333 


A 


5006 


1 


642 


MHAQTYAHTDTRAQPCTSMEK 

QVSLKPTEEAHKKERKPQK PG 

ICY I CQ YC SRPC/A KPSVLQKIIIR 

SHTGYGXCEMYPHGLEMERIPG 

EEFEEPTEGESTDSEEETSATSG 

HPAELSPRPKQPLLSSGLYSSGS 

HSSSHERCSLSQSSTAQSLEDPP 

PFVEPSSEHPLSHKPEDTHTIKQ 

KLALRLSERKKHQVIDRLGSGI 

LAGLSWQLLPQGEAL 


4966 


35334 


A 


5007 


341 


1020 


TLNRRQGCCLGSWLTRSNGILL 

FEISRPTYLPILLILFLVKR/HKL 

KMSVLNMVVRHDPGSTESAKA 

KEELIFRCRSRHFRASPLFSQHA 

AADKHKFQRFLTADMALA VTV 

YAPTTFPPSSLLLFKQKSNGMI 1 

NL1ATGHLLLVDPNRMVIKRVV 

LSDPPFKICTKMAVVCYMFFNR 

EDVQWFKPVELRTKWSRRGHI 

QEPSGTHGRMKCSFDRKLKSQ 

NTELMNLYK 



584 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEO ID 

NO: 


SEO lt> NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4967 


35335 


A 


5008 


1 


847 


EKAQALEDLAGFKDPAPGHTE 

ESMTHDKTTK1PCKSPPELVDT 

ATSSKKWPRACGQKVEVKEEL 

LA VG KLTQTSG ETTHTN KEPEG 

EGKGMKAFKQPAKQKLDPENV 

TGSRRLPRVPKLEKAQPLEDLAS 

FQELSQTPGHTEELANGADSFT 

SAPKQAPDSGKPLKISRRVLQA 

Pk'X/PDX/rir*! X/PTD/n/DA/I/CACI/ 

rNVtrVuULVU I K/JJ/r VKbyoK. 

SNTSLPPLPFKRGCGKDGSVTG 

TKRPHCMPAPEE1IEELPASKKQ 

R/VVAPRVRGKSPEPLVIMKRSL 

RTSAKR1EPAEDLNSNNMKTNN 


4968 


35336 


A 


5009 


9 


1094 


I RH EEESMTDDKTTI IPCKSSPEL 

EDTATSSKRRPRTRAQKVEVKE 

ELLA VG KLTQTSG ESTHTDKEP 

VG EG KAGTKAFKQP AKRKLD A 

EDVIGSRRQPRAPKEKAQPLED 

LASFQELSQTPGHTEELANGAA 

DSFTS A PKQTPDSG K PLKI SRRV 

LRAPKVEPVGDVVSTRDPVKS 

QSKSNTSLPPLPFKRGGGKDGS 

VTGT\KRLRCMPAPEEIVEELPT\ 

SKKQRVVAPRARGKSSEPVV1M 

KARSLXRTSAKRIEPAEELNSND 

RSRRQN KTE AEQQITEVFVL AE 
RIEINRNEKKPMKTSPEMD1QNP 
DDGARKPIPRDKVTENKRCLRS 
ARQNESSQP 


4969 


35337 


A 


5010 


1 


459 


MAKPWRALCILLRSLDSFLQLS 
ASLTCFGFMHNTYKNRPWGVL 

ptm i arc a nrnr. c\ o\ / a ait i t i 
l rM I/\rv3/\rv 1 l^uur VAA1LLLL 

a pr; pr^ i pki i pvi^pa/ccdii/ a u/r 
/\rvjrL-.ir INLtv V Jvr V ooKJrvAIK.L 

QM/RLTIYRGPLDRPAGPSTGL 


4970 


35338 


B 


501 1 


1 


687 




4971 


35339 


C 


5012 j 


194 


418 




4972 


35340 


A 


5013 


17 


396 




4973 


35341 


A 


5014 


1 


70 





585 



BNSDOCID: <WO 0175067A3 I A:- 



WO 01/075067 



PCT/USO 1/08631 



SEO H> 

NO: 


SEO IH NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


4974 


35342 


A 


5015 


1 


994 


MGFVK VVKNKA YFKRYQVKF 

RRRREGKTDY YARKRLVIQDK 

NKYNTPKYRM1 VK VTNRDMICQ 

IAYARIEGIM1 VCAAYAPELPK\ 

YGVKAVGLTNYA AAVYCTGLLA 

GPAGFFHRFGMDKFYEGXQVEV 

TGDEYNVESIDGQPGCLHPAY 

WDARPLPRTSPLA1KVFWLP*R 

GAWDGGLVLFPPQYPNRFPWL 

WIPESQGNLNARRYHREGTIHG 

PRIVAGLHAPTLMEEDEDAYYK 

KOFVROYVKNSWTPDXMMEE 

MYKXAHAAIRXENPVYEKKPK 

KEV\KRKRWNR\PKMSLAQKK 

DRVAOKKASPL\RAOERAAEKL 

NQT1FYKDFSDIAN 


4975 


35343 


C 


5016 


27 


308 




4976 


35344 


C 


5017 


68 


307 




4977 


35345 


A 


5018 


388 


1485 




4978 


35346 


A 


5019 


3 


1940 


RDRMILLKMEQEIIDFIADNNN 

HYKKFPQMSSYQRMLVHRVA 

AYFGLDHNVDQTGKSVI1NKTS 

STRIPEQRFCEHLKDEKGEESQ 

KRFILKRDNSSIDKEDNQSVCS 

QESLFVENSRLLEDSN1CNETYK 

KRQLFRGNRDGSGRTSGSRQSS 

SENELKWSDHQRAWSSTDSDS 

SNRNLKPAMTKTASFGGITVLT 

RGDSTSSTRSTGKLSKAGSESSS 

SAGSSGSLSRTHPPLQSTPLVAG 

WAAGSPGCVPXYPENGIGGQVA 

PSSTSYILLPLEAATGIPPGSILL 

NPHTGQPFVNPDGTPAIYNPPTS 

QQPLRSAMVGQSQQQPPQQQP 

SPQPQQQVQPPQPQMAGPLVT 

QSIPAKKELNAFRVRNQEQRDT 

GTLHEGSGKISRMVLGWEPLSP 

YAPDRDDVATQFGQMTLSRQS 

SGETPEPPSGPVYPSSLMPQPAQ 

QPSYViASTGQQLPTGGFSGSGP 

PISQQVLQPPPSPQGFVQQPPPA 

QMPVYYYPSGQYPTSTTQQYR 

PMAPVQYUAQRSQQMPQAAQ 

QAVLEVLSPLVSTVMPPKLAVL 

VMAGFRLRLELSESVLLQALW 

WSDHLSSFSELLCRLPDVLPEPS 

LLPLEYDHQKDAQGQDYLTCM 

VLVTLLLESPTG1QEDDSNEISVI 



586 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
scq ue nee 


Met 
hod 


SKQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codou for peptide 
sequence 


Nucleotide location of las 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJiikiio\vii, 
*=Stop codon, /= possible nucleotide 
deletion, V= possible nucleotide insei linn) 


4979 


35347 


A 


5020 


3 


1353 


GDAYALVLRVTLYCGKCIIVNE 

VVLAPIFEILSTESIQDQI.PYSV 

MLMSMLAITEGRRSFSVSVIINA 

CSN Y VTTVQ V KE VNQM II 1 SPN 

SCNAIHPRDHILEISGTPTHTLQ 

VEELED A I SQM SQTL I. L L 1 E H D P 

VSRSPAQLRLDAWLSPHTQNA 

GHPHALSTLDTKDN LEGTLRRC 

SLRLSNSISKSPSPSSPKEPLLLS 

RDISCWESLCCSSTYSKQNI RSC 

DLIHGEVLGKGFFGQAIKVTHK 

ATGKVLVMKELMRCDFFNQK 

TFLTEV KVTLPSNLL PPG HDLL 

QTGAREQTGILKTGGLSVPGGA 

GHPAACRAGGVGPHCEI IA VRP 

DPRLTPLALAQPPAGGCSTASIA 

rLrolrAVoKVrKAbKOLAACLh 

AEQAGRTILTCEVCKLVVGLSL 

DSQQQLSSVLCGWLCLSCPQL 

WSLNRHPQHQHHLVFMQNLKS 

HPRPGETESAL 


4980 


35348 


A 


5021 


1 


588 


MEYPDGGSTLDLLEPGPLDETQ 
IIT1LREILKGLDYLHSFKKIHRG 
VKAANVLLSEHCEVKLVDI GM 
AGQLADTQTKRNTFVG1 PF Wl 
AFbNNPP 1 LbbN YSKPLKLFVL 
ACLNKELSFRPTAKELLKMKFIL 
RDTKKTSYLTELIDRYKRVVRA 
KQSQEDSSSEDSNSETDGQDSVG 
GSDSGDWIFTIQEKDPKNL 


4981 


35349 


A 


5022 


1 


1380 


GPRASPPRADRRGPAVPSQEVA 

VLSAMAHSPVQSGLPGMQNLK 

ADPEELFTKLEKIGKGSFGEVF 

KGIDNRTQKVVAIKIIDLEEAED 

EIEDIQQEITVLSQCDSPY V TKY 

YGSYLKDTKLWIIMEYLGGGS 

ALDLLEPGPLDETQIATILREILK 

GLDYLHSEKKIHRDIKAANVLL 

SEHGEVKLADFGVAGQLTDTQI 

KRNTFVGTPFWMVXPEVIKQAG 

YDSKADI WSLGITAIELARGEPP 

HSELHPMKVLFLIPKNNPPTLE 

GNYSKPLKEFVEACLNKEPSFIP 

TAKELLKHKFILRNAKVK TSYLT 

ELIDRYKARWKAEQSHDDSSSE\ 

DSDAE\TDGQASGGSDSGDWIF 

TIREKDPKNLENGALOPSDLDR 

NKMKD1PKRPFSQWLSTIISPLF 

AELKEKSQ\ACGGELGGPLKEL 

RGAIYLAEEACPGISDTMVAQL 

VQRLQRYSLSGGGTSSH 



587 
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SKQ II> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
O'J/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of lust 
to don for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*=Stop corlon, /« possible nucleotide 
deletion, V=possible nucleotide insertion) 


4982 


35350 


A 


5023 


1 


346 


MAGEKVEKPDTKEKKPEAKKA 

DAGGKVQEG TGRYSRSAMYSR 

KAMYKRKYSAAKSKIEKKKEK 

VLATVTKPVGGDKNGGTQVFV 

QIITYSSYTQKVQLPKSTLKQRQ 

GPCPQGAL 


4983 


35351 


A 


5024 


67 


599 


SAAKSEMAGEKVEKPDTKEKK 

PEAKKVDAGGKVKKGNLKAK 

KPKKGKPHCSRNPVLVRGIGRY 

SRSAMYSRKAMYKARKYSAAK 

SKVEKKKKEKVLRNLLQNQVG 

GDKN\GGTR/VGLNFRKMPRJ\Y 

PTEVDVP\RKLLSHGQKNPFSQH 

V/REKLRAS1TPGT1LIMLTGRHR 

GKRVVFLN 


4984 


35352 


A 


5025 


101 


202 


PVPGTSSCTDRYH YKKH**KJN 
TICLVSKYILNM 


4985 


35353 


A 


5026 


2 


562 


LRTVPDLPGRRFRAMRTGQRR* 

PELPPDMNSLEQAEDLKAFERR 

LTEYIHCLQPATGRWRMLLIVV 

SVCTATGAWNWLIDPETQKVS 

FFTSLWNHPFFTISCITLIGLFFA 

GIHKRVVAPSIIAARCRTVLAEY 

NMSCDDTGKLILKPRPHVQ*QS 

SLIVMGLRIAFLRISDTAKSHKG 

FLLRLDM 
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SKQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


Sb.Q ll>NO: 
in USSN 
09/540,217 


{Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=LInkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4986 


35354 


A 


5027 


1 


2090 


MGAVFFMLFSWWITSGHIQLLC 

TRRRATVSTHQEFVVTVSPFSL 

GLVVSGCLDADTAMPGSAEEQ 

FQWQSQDGQKDIEDELTTGLEL 

VDSCiRSLQESGILDPQDYSTGE 

RVIHFGKTLGLSSEDYS1MEKG 

QMVKEVTVTPQVSVLKANETM 

ASALCGQEGHDDPLLLTVQMS 

TGNHYIKDNSLFPWVKWPSLLS 

QSALQLNSKPEGSFQYPASYHS 

NQTLALGETTPSQLPARGTQAR 

ATGQSFSQGTTSRAGHLAGPEP 

APPPPPPPREPFAPSLGSAFHLPD 

APPAAAAAALYYSSSTLPAPPR 

GGSPLAAPQGGSPTKLQRGGSA 

PEGATYAAPRGSSPKQSPSRLA 

KSYSTSSPINIVVSSAGLSPIRVT 

SPPTVQSTISSSPIHQLSSTIGTY 

ATLSPTKRLVHASEQYSKHSQE 

LYATATLQRPGSLAAGSRASYS 

SQHGHLGPELRALQSPEHH1DPI 

YEDRVYQKPPMRSLSQSQGDP 

LPPAHTGTYRTSTAPSSPGVDS 

VPLQRTGSQHGPQNAAAATFQ 

RASYAAGPASNYADPYRQLQY 

CPSVESPYSKSGPALPPEGTLAR 

SPSIDS1QKDPSKYPILCDGGNPF 

PAI VYR P<s^RFR A<5<sl /I k'QMPV 
n*>JRi VPkT pp r vi r.Qp.PPr.Mn 

IN rvL, I i rvr rvrv V L«ljo\jr CIjIVIv^/ 

RRFCASKGIKGRFCGSSLEQDC 
EHGGQHPCYPKLVPTLWNPHQ 
REGNQKNSERV 


4987 


35355 


A 


5028 


123 


3825 




4988 


35356 


A 


5029 


1 


593 


MQVCSSGGRILRVSGTERQLRR 
EGGRFCLGRGVR]MLREGGALR 
APFTAPSLTALPPDIVDIKPAN\ 
MEDLTEVTTASESHPHHCNLFV 
YSSSKGF! ri pdmraaai rni^ 

I JJJIVVJ1 i—'IVl^V^ U IVi IX A\ r\t\ L-V_, L/Ix. 

HSKHPCDDIGPIQIIQGHLRTSR 
G WM II L P A LQSTFRC RM DEQN L 
RAFLAPRLCDFSTSQPQPGSPEQ 
PVMSGLISPWTKPSRSSVFSM 


4989 


35357 


A 


5030 


1 


894 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of First 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4990 | 


35358 


A 


5031 


1 


3115 


RQ1CSMASELGARDDGGCTELA 

KPLYLQYLERALRLDHFLRQTS 

AIFNRNISSDDSEDGLDDSNPLL 

PQSGDPLIQVKEEPPNSLLGETS 

GAGSSGMLNTYSLNGVLQSES 

KCDKGNLYNFSKLKKSRKWLK 

SILLSDESSEADSQSEDDDEEEL 

NLSREELHNMLRLHKYKKLHQ 

NKYSKDKELQQYQYYSAGLLS 

TYDPFYEQQRHLLGPKKKKFK 

EEKXLKAKLKKVKKKRRRDEE 

LSSEESPRRHHHQTKV 


4991 


35359 


A 


5032 


1 


1522 


MVAQASGQTJREAEVGGSLTA 

QEVEATSILLSDESSEADSQSED 

DDEEELlslLSREELKNMLRLHK 

YKKLHQNKYSKDKEWMSQLA 

ALNYYLAGGDEQKLLDLSYSPP 

QNRQPAMAKAHNNNNNNNNN 

NNNNHNKNPKRLLDERELLTY 

STATQSFDTRNTRSFDED A KES 

RAAALRAANKSGTGFGESYSL 

ANPSIRAGEDIPQPTIFNGKLKG 

YQLKGMTsJ WL AN L Y EQRLERL 

RFLQLEQEHTCPQEGRAERLRG 

QPLKLWALLHFIMPTLFDSHEE 

FNEWFSKDIESHAENKSA1DET 

KLKKVKKKRRRDEELSSEESPR 

RHHHQTKVFAKFSHDAPPPGT 

KKKHLSIEQLNARRRKVWLS1V 

KKELPKKTLYTQDAPFHVVITS 

NQLVVQDVKYFQRVKWQYMV 

LDEAQALKSSSSLTRSNARYPL 

VSSQRKIHDQQVTTDKSSKMDP 

KEEEYIPAKHEMENTKLQFYLS 

AIGEKQWRWKILLQFQCRNRL 

LLTGTPIQNTMAE 


4992 


35360 


A 


5033 


1 


974 


MGFHHVARAGLELLTSGMCCY 

FAQDLRPEQSIKASLQRIILRKY 

EKCGHHNLQLKKGYKSVDEYK 

VHKGSYNGFNQCLTTTQSKIFQ 

CDKYVKDFHICFSNSNRHMTEK 

NPFKCKECGKSFCVLSHLTQHK 

RJHTTVNSYKLEECGKAFNVSS 

TLSQHMR!HTGQKHYQCGEM\ 

GIAFNKSSHLNTHKIIHTGEKSY 

KREECGKAFNISSHLTTHKUHT 

GENAYKCKECGKAFNQSSTLT 

RHKI1HAGEKPYICEHCGRAFN 

QSSNLTKHKRIHTGDKPYKCEE 

CGKAFNVSSTLTQHKRJQQQQQ 

QT1KQTKNLLNNNNKKLWV 



590 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of llrst 
cod on for peptide 
sequence 


Nucleotide location of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknoivn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4993 


35361 


B 


5034 


22 


684 




4994 


35362 


A 


5035 


1 


1338 




4995 


35363 


A 


5036 


1 


596 


MGMTDMGKSKKKSQGPPSFPP 

GGAPPPAIGAPAGRERPPGTGD 

PFNQRPCDNLKTCHTSHGSVM 

AETAVINHKKRKNSPRIVQSND 

LTEAAYSLSRDQKRMLYLFVD 

YAFIFf""!! TQAPACkTHDAAl l/cc 
AUNc V V r i KrucUAuntKU Y b 

<£FP\\//FI l'UQDP*DDri' FDCTVMVyf 

orrw/rilvKirt KKuKrrr 1 (^M 


4996 


35364 


A 


5037 


787 






4997 


35365 


A 


5038 


289 


i i *a 

1 _> -JO 




4998 


35366 


A 


5039 


982 


1 147 
1 / 




4999 


35367 


A 


5040 


1 


78ft 




5000 


35368 


B 


504 1 


148 

1 to 


^4 




500! 


35369 


A 


5042 


2 


S4S 
Jt j 




5002 


35370 


A 


5043 








5003 


35371 


A 


5044 


1 


1 1 10 




5004 


35372 


A 


5045 


1 


1 170 




5005 


35373 


A 


5046 


1 


870 




5006 


35374 


A 


5047 


1 


1254 




5007 


35375 


A 


5048 


614 


1236 


TARVAAARRRCQCWGSGACGS 
ALTLPRTSSLTLTETP1VQQTRM 
VVRCPTASLPSQWRSCPSSTWA 
VPKTPPTWTCWRNSAILSL/VVF 
iRDKLME RRN RRTG RTE K A Rl W 

p \/Tnp t\ / d tu/ i r. c a \; a a a a a r\ 
t V 1 L/K 1 VKI WlutA V AAA AAD 

vj V ir^Vrv Irrl 1 r Kno Y AMHiVI 
L, T AUIrLK V L^oLIVIUnK.bloo 1 C 
VVTkTVF A 1 FlV A A RUD\/nr A \AO 


5008 


35376 


B 


5049 


1 






5009 


35377 


A 


5050 


2 


893 




5010 


35378 


A 


5051 


1 


1416 




501 1 


35379 


B 


5052 


49 


768 




5012 


35380 


A 


5053 


1 i 


792 




5013 


35381 


C 


5054 


1 


1461 




5014 


35382 


A 


5055 


887 


1203 


RPEKAR/I WGVTDRTVRTWIGR 

AVAAAAADGVTFSVPVPPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKS1SSTEVYTKVFALDVAA 

RHRVQFAMPESDAVAMLKQLS 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


5015 


35383 


A 


5056 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLEISA/RPAGALRHRHRLHR 

PQQPSPPLGIPHPSLLVTAQVFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLOSLMGHKS1SSTE 

VYTKVFALDVAARHRVOFAMP 

ESDAVAMLKQLS 


5016 


35384 


A 


5057 


1040 


1477 




5017 


35385 


A 


5058 


1 


1422 




5018 


35386 


B 


5059 


1 


1404 




5019 


35387 


A 


5060 


353 


870 


AWSSPRSRCPLHSRTPSLPRVEG 

QAHIG PG L/H RYQQG HQDLFl L 

RSDLPSQVF1RDKLMERRNRRT 

GRTE1CARIWEVTDRTVRTWIGE 

AVAAAAADGVTFSVPVTPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKSISSTEVYTKVFALDVAA 

RHRVQFAMPESDAVAMLKQLS 


5020 . 


35388 


B 


5061 


1 


1612 




5021 


35389 


A 


5062 


2 


429 


WGHWASPRLWWAWGSPGPAG 

LKPPGTVAASTGFSQWLLY1ETI 

SRTPVELELKNSKVRKDVLS/R 

GPHSLYLVQDAQLEHAMEIAK 

VSVQALQAYRAPPPRMEQANP 

KTPPD AN LYKKG PSPS PRR ANT 

TRLGSRATKTIHPDS 


5022 


35390 


A 


5063 


508 


1007 


PPLAQKQAVASQSHSPCGGFHR 

RWFRMRLTGEIMKIITCFKLVP 

EEQDIVVTPEYTLNFDNADAKI 

SQFDLNAIEAXASQLATDDDEIA 

ALTVGGVSLLQNSKVRKDVLSR 

GPHSLYLVQDAQLEHALPLDT 

AKALAAAIEKIGFDLLI WTSSRI 

QAVALASPLSNT 
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BNSDOCIO: <WO_01 75067 A3_IA> 



WO 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn T 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


5023 


35391 


A 


5064 


1 


1670 


MNIEFFDPPRIVSGLTLNRINIQH 

PFHLTGIRYCIDERQRTVNDVL 

QAHAGRVLQQYLPAPATATFR 

CQSRNRTENPQFLVCQWAGED 

QITQLLQEQWRVLIVMIFRTHN 

HMAGPRRWFRMRI.TGEIMKIIT 

CFKLVPEEQDIVVTPEYTLNFD 

NADAKISQFDLNAIEAASQLAT 

DDDEIAAXLTVGGSLLQNSKVR 

KDVLSRGPHSLYLVQDAQLEH 

ALPLDTAKALAAALEKIGFDLL 

IFVKGTCLVLLVAFGLVTTHFQ 

PCLFGVQNGEQETVQILLVGVV 

GGMERAER1IIPFTLAINNQPTT 

RLTKTIAQGMPAIIQRNIPNPRJS 

LQPAPTPRHSANPATMQPHAQ 

ATPTPKPHTRTYPTRPPHPQRSA 

TPGTQRTPTPGPQTARDRAPKP 

DHTRPQTAHTAHHTSNDPQQR 

HRTRQRHTNKQHPHPAPPRLPT 

LPQNNKRQKPAESDTRKHHTP 

HMROPTAHAFTTARNTOAAOH 

i livirvv^i i r\ 1 1 /A l> t J /A fx IN j Vy^/A r\ \J ti 

C HTQNTPQ AN RH A TG DRPEH H 
QARDRTR1DPKPNPDPRTITGHT 
KGTTYAHKHTPLATHHMTRPT 
TGHRHGTHH 


5024 


35392 


A 


5065 


548 


924 


GLLRPRFSVNSPHFNTWLLSAN 
STTvJWR*YGFMP < sl III IT *| TvIPA/t 

•JIM YV IX I vJI iVirOL>LilL/L/L/ L. IN I jvl 

GRYSG ASL VSRRMASTTLPG HS 
IAMRQPVCGIFALTRAIIS1/AM 
WDFHVEDFMPERMALNLVLNS 
AI*LPKJFPARWMKFS 


5025 


35393 


A 


5066 


33 


424 


CRFDESFWCDAXHAIFV APTLY 

AYDFYADKTLVPLTDALANTW 

OKOFPLDYGKGRI WGSVAFVI 

GSALTGKLVTMFDYRVII Al 1 T 

LGVASMLLGFLIRPT1QPQGASL 

QQESTGWSAWLALVRQNWRF 

LA 


5026 


35394 


B 


5067 


1 


265 




5027 


35395 ; 


A 


5068 


142 


609 


CLFRQVSAPHITRVC1TRSAATI 

QTIDLNNLDTGD*LQPAFPPVW 

LISPGPFHPTPSVTRVPLEKEIRT 

FAQRLSVLHGINAPEFFDKPLFS 

SLVLTLRDEGYISDSGDAEPAE 

TMKVYQLQTNIVIIHKCFKAGF 

TLAVGNQFLLINKQRASHQN 



593 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ H> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5028 


35396 


A 


5069 


983 


1387 


LVWKVIPWRPAWKITLCVLNS 

CRRACLFAPATTANRLQAVC/ 

WLQSANPSINRGTLEKESRTVA 

QRLSVLHGINAPEFFDKAVFSSL 

VLTLRDEGYISDSGDAEPAETM 

KVYQLLAELITSDVRLTIESATQ 

GEG 


5029 


35397 


A 


5070 


1 


1815 




5030 


35398 


C 


5071 


1 


354 




5031 


35399 


A 


5072 


1 


678 


MTDKQQGEKQKQKTEDKTKT 

KQKQRKNKTDKRRKTKTERNT 

QRTPERQTNTNQTRTKQ/RRPD 

TG VTQ A DTRQ DTS A RR\LM RQ P 

RSAAAWMAALRGARDPKLITM 

VPHSKISRSIVRKGLPMTETQRR 

TETS KN Y RPREQQTRN RQQQD 

PRQQRTVQTHQQEERRETKDN 

NTHTKPH ETL A RRH RRHN I H A L 

AAADLVIEAASEVWKSKKRSL 

H SWRKFA PTNAI DH 


5032 


35400 


A 


5073 


93 


729 


SADPRNRRDTRAAKFTRDAGK 

TDC*NL*THIETPDPGDRYSRAG 

SCGPG/PLKRRLNVWKSKKRSL 

HSWRKFARHKRY*PLTLRQSLY 

TAIAAEIKNPERVAGLHFFNPAP 

VMKLVEVVSGLATAAEVVEQL 

CELTLSWGKQPVRCHSTPGFIV 

NRVARPYYSEAWRALEEQVAA 

PEVIDAALRDGAGFPMGPLELT 

GPDWAGPPFCCHLFGV i 


5033 


35401 


A 


5074 


145 


1038 


SILRLRQKRKQLTAYDFADNCD 

KALY*RNHRLIREILALVCAHD 

RQKK/YLPSLAGFL*LKNEINRL 

SVRGW/SRRRSFSVRVPFTNTD 

RARSHFYQFVIIDELQSLFQSHA 

DRRNQNNGFVSTGSTHVGQFL 

TG Q A V Y SQ V V RA A MNTDM LTF 

VMFCTVTEEQLTAILQTEQRER 

DRFTLTVRDQYAVLTLTHFTRT 

YVVVVAEGGVQQTSTGSHGHE 

LRTEANQTTAWDHVVETYAAF 

TVWIHVFQVALTFAQRLHYRT 

LMLFFNVQSHVFIRLLFTTVDFT 

EDNFRTGYRQFETFTTH 



594 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075(167 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5034 


35402 


A 


5075 


39 


4329 


YAPATFSAATQPTPKKINNPVP 

RNSAMH WQTRIQAQANGYWL 

EREQWLAVGEQWFWRMEWSG 

PHRAAAGRLCHHHGNDATWH 

RG*FHLCFRPCV**RIEQPQEGY 

AIIMETTPPGTGVNFIFVSDPAF 

DKGYAFDFFCLEPMSHAPDDH 

HRPEGGDLIALAPGFSTTSFM<; 

LRVPVANCAVTTASLDSYYGE 

AMA1GERAPVALLDFAASARL 

AVGEALTNIAATQIGDIKRIKLS 

ANWMAAAGHPGEDAGLYEA 


5035 


35403 


A 


5076 


1 


625 


MRASGTDEAVVLVPP1RMTLEQ 
ALEFIDDDELVEGAAAAFEALE 
MMGSGRDREI\RYGEGSP\WFDI 
\VLPCGGGITLTLHKLR\SAQPLL 
\AVLNRLEQKKPVGLRYDPQAQ 
SI VCI PTOTRTnWTslT Mr.PFACf 

THRALRTSRYDGQYYCQGPRT 
LTIRRTVIMTGSSDPHDTTDSNN 
DRVLGPSRYDGQYYCQGPRTL 
TIRRTVIMTGS 


5036 


35404 


A 


5077 


«•» 
-> 


516 


ATLSCEVVLENLAASPVVTTLE 
YTLFDGERWVHSSAIDHLAIEK 
LTS A SLA FT V EQPQQ WS A ES P Y 

l-t I IIL V IV! I L, IVL//-V IN \J IN v l^G V V *KJ 

RVGFRDIKVRDGLFWINNRYV 
MLHGVNRHDNDHRKRRGVGM 
DRVEKDLQLMKQHNINSVRNA 
HYRKRRNKLEVRTKKKIESIEEK 


5037 


35405 


A 


5078 


3 


678 


ASYYCTRNVDLELVAVCDSRLS 

QRQ A L A EK YGN A S V WDDPQ A 

MLLAVKPDVVSVCSPNRFHYE 

HTLMALEAGCHVI\QAREM/CD 

TA RKLGK VL A Y DFHH RFALDT 

QQLREQVTNGVLGEIYVTTAR 

ALRRCGVPGWGVFTNKFI OGO 

GPL1DIGIHMLDAA\MYVLGFPR 

/SVEDSLCGTIELHSGCILWLETS 

FALNIREHAIMNIRFCGDKAGA 

SVFPAHIYTATQR 


5038 


35406 


A 


5079 


2 


294 


YSFMV/P1FGGRRWTVFSTAH l/I 

PCVWLGIAVONPNT/PFfilFIVIA 

LLCGFAGAN/FASSMGNISFFFP 

KAKQGA\PVFAF/LGVNGVPQA 

DGSVMSLAMPH 


5039 


35407 


A 


5080 


1 


834 




5040 


35408 


A 


5081 


2 


135 


QYASALVSTAIALLLVXCLAFLY 
PAAN\SEIHL\GVLSIFWGDPDG 
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SLO II) 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


504! 


35409 


A 


5082 


1 


324 


MQGGYNIHPLIDALDDAKLAPI 
AAKALSHTLLMFDNFYDVEEK 
AKRGNEYA\QVMQSWAD/AEW 
FLNRPALAEKLTVTVI KV1 GL T 
NTDDLSPAPDA WSRPDIPLI IAL 
GC 


5042 


35410 


A 


5083 


1 


866 


MGLAQAKLLIEAPVNGGRNYN 

GPKVAKFLVGGASLNDVYLHQ 

HDKYRYDRYHLIRNRJEKTI l\IM 

PEW VTQN I MNGRG VN RLDDVN 

RPKSPEIKNDiRLFRQELRDAAY 

HFQGDADNDQLSV TPLVGLGK 

SSLL1KXT1FHRMRWAEQNLSICS 

SSFNRPAIFVRNIIQLLREGKKV 

EITVGDKHENDFYIPEDEPFKIIG 

ALPYLYEINLRRFLSRLQYYVN 

TDQLVVRVW\KEDDN\TYHL\K 

GWWGDDKWMVITG\NKLDIM< 

AWRLDLENAILIHDPQLELAPO 
RJEKELE 


5043 


3541 1 


A 


5084 


1 


3483 


VMFFFLPGLLM AS WATRTPA IR 

DILSVSIAEMGGVLFGLSIGSMS 

GIL/SLGVVSETLWDT*C/HSWS 

RCPAH*SG**Y*/VLALWLTSPL 

LFAVGLGVFGASFGSAEVA1NV 

EGAAGEREMNKTGLPMMMGF 

YSLGTLAGAGVGMALTAFGVP 

ATVHILLAALVAQIAA WYKAL 

QEQ1PDFIPRAPQRQMIADVAK 

TLAGEEG R H L A 1 E A PTG VG KTL 

SYLIPGIA1AREEQKTLVVSTAN 

VALQDQIYSKDLP 


5044 


35412 


A 


5085 


1 


848 


MLVGKVVVSEGASFRTHGAVD 

TSKAYVSLENSGWTIIADITTTN 

QNTLLNLANLAMSDANVIMMD 

EPVTRSSVTASAENFITLTTNTL 

SGNGNFYMRTDMANHQSDQL 

NVTGQATAGDSLTLVTTGGGO 

AAFTLGNAGRVFDIGTYEYTLL 

DNGN H S WSL A EN RAQ 1TPSTTD 

VLNMAAAQPLVFDAELDTVRE 

RLAGSVKG VSYDTA M WSS A INT 

RNN VTTD A G L RA QA I KT V H H R 

QMRLIHFSLNGSTFNVYRHFRR 

TKTC PKJD A ETN G K EQG RCQPE 

CQT 


5045 


35413 


B 


5086 


75 


1777 





596 

BNSDOCID: <WO 0175067A3_tA> 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SrlQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5046 


35414 


A 


5087 


1 


860 


MKAPGLPADQQFFADLFSGLV 

LNPQLLGRVWFASQPASLPVGS 

LCIDFPRLD1VLRGEYGNLLEAK 

QQRLVEGEMLFIPARAANLPVN 

NKPVMLLSLVFAPTWLGLSFY 

DSRTTSLLHPARQIQLP\SLQRG 

EGEAMLS\ALTLFSRSPLEQNI1Q 

PLVLSLLHLCGSVVNMPPGNSQ 

PRGDFLYHSICTWVQDNYAQP 

LTRESVAQFFNITPNHLSKLFAQ 

HGTMRFIEYVRWVRMAKARMi 

LQKYHLSIHEVAQRCGFPDSDY 

FCRVFRRQFGLTPGEYSARFQG 


5047 


35415 


C 


5088 


86 


601 




5048 


35416 


A 


5089 


1 


870 




5049 


35417 


A 


5090 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 

QTQCCAQATVQGLEGTRSWSQ 

SGTSSLSPWSHTSLRRRRKEEG 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEE/EEEGEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEAKTQ 


5050 


35418 


B 


5091 


1 


552 




5051 


35419 


A 


5092 


2810 


3117 


LTLNSHMAPALIPILAMSAPMT 
PMKN/LSQVHAQGLVIRDLPL1A 
SNFRNTEDLSSYLKRHNI VAIA 
DIDTRKHAACAVPNTLVARGL 
RKHLKRVAAPQHWIAG 



BNSDOCID:<WO 0175O67A3 IA> 
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WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5052 


35420 


A 


5093 


2 


1902 


LKYPMKRVGKRGEGKFERISW 

DEALDTiSDNLRRILKDYGNEA 

VHVLYGTGVDGGN1TNSN VPY 

RLM1MSCGGFLSRYGSYSTAQIS 

AAMSYMFGANDGNSPDDIANT 

KLVVMFGNNPAETRMSGGGVT 

YYVEQARERSNARMIVIDPRYN 

DTAAGREDEWLPIRPGTDGAL 

ACAIAWVLITENMVDQPFLDK 

YCVGYDEKTLPANAPRMAHYK 

AYILGEGPDGIAKTPEWAAKIT 

SIPAEfCIIQLAREIGSAKPAYICQ 

G WG PQRHSNG EQTSR A IAMLS 

VLTGNVGINGGNSGVREGATG 

SAVGEVVFNTSMTGYQEILTD\ 

LPI\PSNRYS\SYP\ILAMSAPMTP 

MKN/LSQVHAQGLV1RDLPLIAS 

\NFRNTEDLSSYLKRHNIVAIA\ 

DIDTRKLTRLLREKGAQNGCI1A 

GDNPDAALALEKARAFPGLNG 

M DLAKE VTTA E A YS WTQG S W 

TLTGGLPEAKKEDELPFHVVAY 

DFGAICRN1LRMLVDRGCRLTI V 

PAQTSAEDVLKNfNPDGlFLSNG 

PGDPAPCDYAITAIQKFLETDVP 

VFGICLGHQLLALASDVEKNVV 

MITAQNHGFAVDEATLPANLR 

VTHKS\LFDRYVTGHSSHR*TG\ 

FSFQRHPE A SPG PH DA\AP\LFD 


5053 


35421 


A 


5094 


8 


456 




5054 


35422 


A 


5095 


377 


1228 


KQARGRLCPAKPQGWSCPRPW 

QPTFC/GQCDLKVRPGV1GDHF 

GALKFDCPTGFRTCLGRITPLFL 

PSSPIWNGCIFP1PVPGGDCGEG 

VQIRSLSCMVHSGSISHAAGRV 

EDALCGEMPFQDS1LKQLCSVP 

CPGDCHLTEWSEWSTCELTCID 

GRSFETVGRQSRSRTFIIQSFEN 

QDSCPQQVLETRPCTGGCSPQA 

RPAAIRQCIPACRKPFSYCTQGG 

VCGCEKGYTEIMKSNGFLDYC 

MKVPGSEDKKADVKNLSGKNR 

PVNSKIHDIFKGWSLQPLDP 


5055 


35423 


A 


5096 


1 


519 





598 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USOI/08631 



SEO "> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5056 


35424 


A 


5097 


1 


743 


MCPAIDAVLVYVNRKWTTslLSD 

PMPVGQMGTVKYVLMSAPA I T 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

LVPATFLSAELALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKKPPKV 

AMKTGKSLLHLHSTI FMFAAk 

WRRKAPMSLFLLEEHFNLKCiQ 

HSLHENQLQMATSLDRRGN/YT 

GFITSYLEEAYIPVVNDVLQVG 

LPLPDFLAMNY 


5057 


35425 


A 


5098 


2327 


3435 


KTTTLEDNLGNTIQDIGPGKOF 

MMKIPKANATKIKIDEWDLIKL 

KSFCTAICATTKRVNKQDESLRS 

HYE* WGMLTDCVVMRDPNTK 

RSRGCGFVTYATVEEVDAATN 

ARPHKVDGKVVEPKRTVSREP 

SQRPGAHLTVKKIFVGGIKEDT 

EGFAFVTFDDHDSVDKIV1PKY 

HTVNGHNCEVRKALSKQEMAS 

ASSSQRGRSGRGGGFGGNENFG 

CGGNFSGHGGFGGSHDGGGYG 

GSGDGYNGFGNDGGYPGGGPG 

YSGGSRGYGSGGOGCnNinnsG 

YGRSGSYDSCNKGGRGGFGSG 

SGSNFGGGGSYNDFGNYNNQY 

SNFGPMKGGNF/GGRRSGP*Gf) 

GGQYFAKPPNHSGYGGSSSSSS 


5058 


35426 


A 


5099 


1 


636 


MRDPNTKRSRGFGFVTCATVE 

EVDAAMNARPCKVVGRTVEPK 

RAVSREDSQRPEDTEELHLRDY 

FEQYG KIEV 1 EIMTDQGSG K K R 

GFAFVTFDNHDSMDKTVIQKY 

HTVNGHNCEARKALSKOFMAR 

ASSSQRGRSGSGNFGGGRGGGF 

GGNDNFGRGGNFSGHGGFGGS 

HGGGGYGG/SGDGYNGFGNDG 

GGGSYNDFVNYNNQSSHFGPM 


5059 


35427 


A 


5100 




3622 


MTGICYTEDERSYKKN AQP TA 

ASKKQKETQKFCLRVDGQQKV 

KLSVLQEKSAQLTVQLKSQKFL 

GHPTAGRGRSELCLDLPDPPED 

PVALETRSVGTWVRERDLGMP 

DGEAALAAKVAVLETQLKKAL 

QELQAAQARQADPQPQAWPPP 

DSPVRVDTVRVVEGPREVEVV 

ASTAAGAPAQRAQSLEPYGTG 

LRALAMPGRPESPPVFRSQEVV 

ETMCPVPAAATSNVHMVKKISI 

TERSCDGAAEMKWEDQNIGD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IO NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
coil on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


5060 


35428 


A 


5101 


1 


782 


MRRRLQLDSLLHPPSCFSSTLK 

CGKAAAAACDSSDQIQERLQT 

GHLPCEASHTICPPNHHSQSTLR 

PPLPPP\HNHTLSHHHSSANSLN 

RNSLTNRRSQIHAPAPAPNDLA 

ITPESVQLQDSWVLNSNVPLET 

RFWCCQRFLVFPGLQLQHLTLS 

LPVWSHGALPVSLCIFTWLSSH 

KDTSHFGLRVHLLSLPLEAKYS 

FYPGCPVLEPAPNPLKGPWCLW 

GVGTFRRYCTTFLFNESEPKDL 

VGEKFKSDRLCREAHLQE 


5061 


35429 


A 


5102 


3 


1864 




5062 


35430 


B 


5103 


1 


525 




5063 


35431 


A 


5104 


2 


351 


RPAVGAEKSNPSKRHRDRLANA 

E\LDHLASLLPFPPD1ISKLDKLS 

VLRLSVSYLRVKSFFQVKRQRR 

EIHGRNCQKKRNQNLKDRGWQ 

WQMPKM WMTTRANEGPCRSG 

GPEHWTPRP 


5064 


35432 


A 


5105 


1 


375 


RPLQKQRPAVGAEKSNPSKRHR 

DRLNAELDHLAASLLPFPPDIISK 

LDKLSVLRLSVSYLGVKSFFQG 

QGLAVADAEDVDDHTGERRP 

MSFRRPRALDTQALRRTQFGLH 

LLMVN1AGLIATDRL 


5065 


35433 


A 


5106 


407 


910 


NVTPAHYDEQQNFFAQIKGYIR 

C1LFPPDQFECLYPYPVHHPCYR 

QSQV*LDNPDYERFPNFQNVVG 

YETVVGPGDVLYIPMYWWHHI 

ESLLNGGIT1TVNFWYKGAPTP 

KRIEYPLKAHNKVAIMKNIEKM 

LGEALGNPQEVGPLLNTMIKGP 

IQLACQGSRPPAR 


5066 


35434 


A 


5107 


237 


908 


HEKPGRQRETRSQNHHHHHHH 

HHHHQEKIR1QTFTERP*EDTER 

SDCPQAKKRSPRRNQPC*HLDF 

ELPAARAATQPVNSGARAGRA 

GATVPRHTATLLLLHQRJIDYA 

GGSLCDIDRAPDAKQGGKS*ES 

ETDSRFWKGTVC*DHTAGWVH 

GRPTTPHHSSPDSRNGGFQLHQ 

QIALAAGWREGASRPKQEPLQP 

GPEQGQRRGRREPVQGKAPSG 

HQSWPAE 



BNSDOCID: <:WO 01 75067 A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5067 


35435 


A 


5108 


57 


873 


SGLCTAAFHHQMEVVHT*SVSS 

RS*R\PTTPVIAQWAHEQSGHG 

GRHGGYA WTQQHGLPLTKAD 

LAMATAECP1CQ0QKPTLSPRY 

GT1PQGDQPATWWQVDY1GPL 

ASRKGQRYGFAYLARNVSAKT 

TIHGLMECLIHHHGIPHIIASDQ 

GTHFVAKEVRQWAHAHGIMW 

FHHVA YHPFAGGl TFWWNiril 

I 1 1 1 1 V r\ I I 1 1 LnVJvJLi I L VV VV 1NVJJL, 

LKSQLQRQLGDNTLQDWGKVP 
QKAMYALIQCPIYGI VSPIARIH 
RSRNQGVKVEMAPFTITPSDPL 
AKCLLPVLVTLRSAGL 


5068 


35436 


A 


5109 


1 


311 


OITMOPF1 PIMNWVI SVP^HkT 

MGHAQQH\QEVAQMPRVSTPA 

TLPSLPQPALMAPWTVPYDQL 

MEEEKARARYAGT1QKWTAAA 

LQPLSRTSLKDSGEGTSKW 


5069 


35437 


A 


5110 




591 


DPADPMVLEVSEADRDAWPIS 
ESQQRPLGFWSKALPSSANNYS 
FFKRQLLACYWVLVEIEHLTM 
GHQVTMRPELPIINCVLSDPCSH 

KVfiHAnOHSllKWRWYIHnWA 

rv v vj I *y y ' 1 J' 1 rv VV IX VV I in YJ W r\ 

FGTSKI HFFVAOIPMV^TP^I P 
QPAPMASWEVPYDQLTEEEKT 
RAWFTDGSARHAGATQKWTA 
VALQPLSGTSLQDSSEEKSSQW 


5070 


35438 


A 


5111 


I 1 


582 




5071 


35439 


A 


5112 


1 


635 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5072 


35440 


A 


5113 


2 


1538 


FFP1GFWRQHIPRLSVLLQHIY* 

VT*KAASFEWGPKQEKAL*QV 

QAVVQVALPLGPYDPADPMLL 

EVSVADKDAGCSLWQAPIGES 

QWRSLGFRSKALPSSADNYSSF 

ERQLLACYWALVETECLTLGH 

QVTI*PELPIMNWVLSDPSSHKV 

GHEQQHSIIKWRWYICDWAVV 

GRESTTNGLAGWSETWKKHH 

WEMGEKQI WG RSMWM ELSE W 

SKTVKIFVSYVSAHQCVTSTEE 

DFNNQWDGMTCSVDTTHPLSL 

TTSVIAKWAHEQSDHGGRYGG 

YAGAQQHGLPLTKADLAMTTA 

ECP1CQQQRPSLSPQYGTISQGD 

QPATWWQVDYIGPLPSWKGQR 

FVLTV1DTYSGYGFAYPEHNTS 

AKTTVNGPMECL1HRHGIPHGI 

ASDQGTRFTAKEVWQWAHAH 

GIHWFYYVPHHPEAAGLIGWW 

NGLLKSQLQCQLGDNTLQGWG 

KVLQKAVCALNQHPIYGTVSP 

VARIHGSRNQG VEVE VAPFi ITS 

SDRLAKFLLPVSSTSCSAGL 


5073 


35441 


A 


5114 


488 


966 


ILVGSKGQSVCPGPSSSGTRGSS 

SPGVAVSNKAAATVGPQ*VTQ 

QEGGPGSRQRTRAGSPELVPAG 

PSAVEGEEGSWTPGGPQVPRKR 

SAAPSRQR*HWLRCTPA*QRRG 

DWPRAAGRCHAARPPAAGSRA 

PTKISARPTRISRLGPRAASKAQ 

RLQRL 


5074 


35442 


A 


5115 


197 


421 


KLKATMNSFHKS*SCALVSTRP 
CSPRGDPRATLTTIPALVEPPCG 
TQDPKMAAEAPQRPGKRLGRN 
LLTRRRPT 


5075 


35443 


A 


5116 


3 


5649 


LLEKLRQRIHDKAVALERAIDE 

KFSALEEKEICELRQLRLAVRER 

DHDLERLRDVLSSNEATMQSM 

ES L LRAKG LE V EQLSTTCQN LQ 

WLKEEMETKFSRWQKEQESIIQ 

QLQTSLHDRNKEVEDLSATLLC 

KLGPGQSE1AEELCQRLQRKER 

MLQDLLSDRNKQVLEHEME1Q 

GLLQSVSTREQESQAAAEKLVQ 

ALMERNSELQALRQYLGGRDS 

LMSQAPISNQQAEVTPTGRLGK 

QTDQGSMQIPSRDDST 


5076 


35444 


A 


51 17 


2 


157 


YLGFIHLCLFSEHEEHSSRKEMV 

LVEGLCSEQGRRG*TLASSSER 

KPLENER 
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SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


5077 


35445 


A 


5118 


248 


621 


TDEPSLLSHTFCPKGALLSACSG 
APPI ^^riTOAfiMPP^TPA 1 PiPf 

RGLTVPHQ/LG*RPQGMLWWK 
ALAADWSVEWQKGRRGLGICA 
I SVTSRTGR 1 1 rR*fi < \AFAA AQ 
PI AA^PRR^^RAI r.AT.IP 

I LyrtAOr I\I\OiJl\ALVJ/\\JI I 


5078 


35446 


A 


51 19 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 

LVEGLCSEQGRRG*TLASSSER 

KPLENER 


5079 


35447 


B 


5120 


125 


994 




5080 


35448 


A 


5121 


1 


550 


RRYRPRRVQDPGGPAEAERGPP 
RRLLNARVHVCRAEASERAPGP 
CGRVSAHVERARDPRLE*QLED 
KAAPRQDFTQQLRGPEKQHRM 

QAKELKDAHQQQKLALQEFLE 
LNELMAELYSQKQKVWDKEEE 
MEVAMQKADMMWQEI*RSKK 
LRKRMLFSQMRWL 


5081 


35449 


A 


5122 


135 


638 


GSFPGPAPLGQTLVTLGLAWQS 
SGWILRGWLVPPRAKCSPRGQ 
ALAICLSLRGLGARSTWAETRP 
nnppnQi a ci rDA uA^ni ciu/vt 

V^urKUiLAoLLrAnlVlULjJ W K 1 

GDGGPRSAFSKVHQGSLNTFG 
VDTAARRLSQARTAPSPSVXSAP 
SSAAAPASAGPPPAPGAPPTPA 
QALRPAPPSPRPAER 


5082 


35450 


A 


5123 


193 


610 


VGELLPFRFKISLRPFLALCLSSL 
GPCRQPHSGSVPA*NPLLGPRA 

kT^^PH^nPPiI APPAIPFI 1 DPI P 
rvoijr noU^ULArr Air CLLKKLr 

LEGSAHCPAPEGAASPPTSWDS 
ADPPCRETS1FAPPRVVLTPGPS 

APOA^P^OPI 1 PI TPRU/nPI ppc 
AryAoi OyrLLrL 1 r]\ W L/lvLrDo 

VL 


5083 


35451 


A 


5124 


2446 


2630 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5084 


35452 


A 


5125 


3 


710 


EDG D WDQRRGG E AG DQDQRR 

GGEDEDQDQRRGGEDGNRDQ 

KRDGENGDWDWKREDENKDQ 

DEKREGEDGNQDQRRGGEDGD 

QDQRRGGEDGNQDQRRGGKD 

GDQDQGRGGEDGDQDQGREG 

EDGDQEQRRRGEDGE*DQRRG 

GEDGGQDQKRGGEDGNQDWS 

REGEDRD*HWRRGGEVGE*DQ 

RRGGEDGE*GQRRGSEDGDWD 

RSRGGEDGDQDQRSVGHLCHS 

QGPPASGCVS 
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BNSDOCID: <WO 0175067 A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ M) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of ftrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5085 


35453 


A 


5126 


506 


882 


RCSGQGGFDGNKGTKALPTISA 

DTTRCWRTLRVTQMTCRFRRF 

KAFFIGIMSCGRTGRILFPPCSS 

MSW1PCRAKNS*GNV1SQSPSK 

NR/WQIMMVIQLLNFYLPGDFV 

SFRIML KGN WE VTRTRG 


5086 


35454 


A 


5127 


107 


1327 


ERRKRAVGGFDLVLGEQPSDK1 

FR*VIV*GLALWLPLSKSFVIPP 

AELAINPSAKCKTDMTVMEDA 

VEVR*VWLQD*GLDSLEVLLDS 

FGPVRDCSKDNGGCSKNFRCIS 

DRKLDSTGCVVGLPCKLVVDS 

SGCYDRHIGVDCSDGFNGGCE 

QLCLQQMAPFPDDPTLYN1LMF 

CG* VELPARPLDGRSCQLITETC 

PEG S DCG ESRELPMNQTL FG EM 

FFGYNNHSICEVAAGQVLKGTF 

R*TSYT*N*YQQLPDGLVVATV 

PLENQCLEEISEPTPDPDFLTGE 

CAFSTLFGYPVLQHWKVRSVM 

YHIKLNQVAISQGEHCCRLSCD 

GATSRADFVALLDQFGNHY1QE 

AIYGFEESCSIWYPNKQVQRRL 

WLEYEDISKGEWHACWQ1LSTF 

PWIV1SLHNCLP 


5087 


35455 


A 


5128 


3 


23 


FYSAFLVADKV1VTSKHNNDTQ 

HIWESDSNEFSVIADPRGNTLG 

RGTTIT*VS1PPSL 



BNSDOCID: <WO 0175067A3JA> 
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SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5088 


35456 


A 


5129 


1 


2462 


MRALWVLGLCCVLLTFGSVRA 

DDEVDVDGTVEEDLGKSREGS 

RTDDEVVQREEEAIQLDGLNAS 

QIRELREKSEKFAFQAEVNRM 

MKLIIHSLL*NKGIFLERL1SNSS 

CXALDRLSLISLTDENALSVME* 

LTVNMKCDKEKNLLHVQHTGV 

GMTAREELVKMLGTIAQIWDQ 

ASFLNKMP*SHRKMGPVNLPEL 

IGPVWVSGFLFPPSLVADKVIVT 

SKHKQPIPQH1WGVWTPNG1FL 

* LLDPRGKHS* DRGNRQFTLCP 

* KEE ASDLP WNLDTI KNLRQKN 
I HSF1KLFLI YV W\SSKTETV*G A 
PWGEEEAAKEEKEESDDEAAW 
EEEEEEKKPKTKKVEKTVWDW 
ELMNDIKPIWQRPSKEVEEDEY 
KAFYKSFSKESDDPMAYIHFTA 
EGEVTFKSILFVPTSAPRGLFDE 
YGSKKSDYIKLYVRRVFITDDF 
H DMMPK YLNFVKG V VDSDDL 
PLNVSRETLQQHKLLKVIRKKL 
VRKTLDM1KKIADDKYNDTFW 
KEFGTN IKLG VI EDHSNRTRL A 
KLLRFQSSHHPTDITSLDQYVE 
RMKEKQDK1YFMAGSSRKEAE 
SSPFVERLLKKGYEV1YLTEPVD 
EYCIQALPEFDGKRFQNVAKEG 
VKFDESEKTKESREAVEKEFEP 
LLNWMKDKALKDKIEKAVVSQ 
RLTESPCALVASQYGWSGNME 
RI M KAQA YQTGKDISTN Y YAS 


5089 


35457 


A 


5130 


45 


416 


RWGLAMFPSLDNKSETLSOKK 
KKKDLCPH1SFEMDLTTADAR 
WVQDAATRLLATTRCPPNSRG 
SR* * IS WRAGCCPGG WAGPHW 
GHDGCL*PSCVSSS 


5090 


35458 


A 


5131 


3 


477 


GRLPRHRGGEPGAAQPAGRQP 

RGGAAATAAGAPRAGGGAAA 

GNARRCREAAARDPHHGEGSG 

PEPSQCEGAAHQRAGRAQGD* 

GGSGATGEGGRRGHDSH1MPLG 

RVRGSTLPPS**N*VGL*VPSWP 

QCGPAHPPGQHPALQEIHQRLP 

LESGGHRVV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


5091 


35459 


A 


5132 


3 


446 


RTGSWGWSASQQRHRKDRGL 

DSA GSGWVSHILPVPA PPPA DA 

RPSASRWRRQGSHPLPGRTECP 

SVQPLCLPPPAGHHRNHSIASPS 

QTPPPRSLPGSQDKSLFLPRDRR 

TGEGEGHMN*APLSAPGTSCRS 

GGSTSWLPEILGPTQ 


5092 


35460 


A 


5133 


352 


588 


DIFKVGGCFLFKRLRCQQRFFL 
LIFSSSTQSA*RVSNGPYH*EIK 
MAVYYGELRKNGLIQESCDNIQ 
PRQGSFNMDSMQ 


5093 


35461 


C 


5134 


13 


144 




5094 


35462 


A 


5135 


587 


1078 


LSQRFPLSSRIKLQRLSLQNGIP 

QIKELDYLFRTNSNQINFNLLSH 

RVRARPPAPPGRPNPSPGPDRPP 

EPPARAGSSRRGPGEPPRRQPQ 

RRFRRRGPDRPGRLSRGL*RRR 

ARPASPQPRQHHSRGPAGRPGV 

APRRPAGLAAAAERLTARGAA 

ASPAIPRA 


5095 


35463 


A 


5136 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 

/PLFNIWWWENWLAICRKLKLD 

PFLTPYTKINSRWIKD*NIRPKS1 

KNLEENLGNTIQHLG/IGKDFM 

TKTPKA M ATKLA K ID1WDLIKLK 

SFCTAKETI1RVNRLPT*WEKIF 

AIYP 


5096 


35464 


A 


5137 


101 


861 


LIGYQPKMSRTRRIHSRJLPERIK 

YLGSQLIRDVKDLLKENYKPLL 

NE1KEDTNKWKNIPCSWIGR1SI 

VKMAIL/PQAICGKLKLDPFLTP 

YTKINSRWIKDLNVGPTTIKTLE 

ENLGNT1QAIGMGEDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTIRVNRQPTEWENIFTIYP 

SDKGLISRIYKELNQIYKKKATR 

NP1KK* V RDMN RH FSICEDI Y A A 

H RHMKKCSSLLDI REMQI KTTM 

RYHLTPI 


5097 


35465 


A 


5138 


3 


314 


LKSFCMAKETTIRVNR*PTEWE 

NIFAIYPSEKGL1YRIYNEATNK 

DLVRRSGPLKTPKKKSQLTVLN 

LVTFKRTPALSEEKESAQVLWQ 

FKKPECVLTSKRVH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5098 


35466 


A 


5139 


1 


1278 


MNIDAKILNKILANRIQQHIKKL 

IHHDQVGF1PEMQGWVNICKSI 

NIIQHINRTKDKNHM1ISIDAEK 

AFDKIQQRFMLKTLNKLGIDGT 

YLKIIRA1 YDKPTAN1 1 LNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARA1MQEKEIKGIQLGKE 

EVKLSLFADDM1VYLENPIVSA 

RNLLKL1SNFSKVSGYK1NVQK 

SQTFLHTTSTNRQRESQIMSELPFT 

IASKRIKYLEIQLTRDVKDLFKE 

NYKPLLN 


5099 


35467 


A 


5140 


1 


430 


GGVFFLRTPTDCCGMLQGAAG 

STGFYASEARPRGPACSLDRGS 

SSLLSWGLHQDPLFPAAKQHRR 

E A G RA DQNSPRPRL STG * QTPT 

L*RRPAAATGRRRAQPPRATSV 

SAPASPPCPRARPPHHARPPRVL 

ACQP*ATAPGP 


5100 


35468 


A 


5141 


I 


346 




5101 


35469 


A 


5142 


3 


1336 




5102 


35470 


A 


5143 


5 


283 




5103 


35471 


A 


5144 


1 


1368 




5104 


35472 


B 


5145 


1 


838 




5105 


35473 


A 


5146 


1 


962 




5106 


35474 


A 


5147 


19 


87 




5107 


35475 


A 


5148 


41 


831 


GLQNPKHQSSQLVDLKMKKSL 

LQCMFQYLIVLQ*YLK*YLGTQ 

LTRDVKDLFKENYKPLLKEIKE 

DTNKWKNIPCSWIGRTNIVKMA 

ILPKDPTTAQLSPRGSTAQKGH 

WRPCPLPPRGVPRSPRGPTSHP 

HHDPCPGGAPVRNTGSERWQR 

KLRSGPKSDWAGRAQAPSLGE 

GGAKNGKSHPGSHRAFSLPRAP 

RRLGPGSQPGRFRGFLKQARGR 

AGEGHSAILLAPESPNAQVSNV 

TSATYRSNLSGLPRPCSVVLLG 
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SKO H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


.Vict 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


5108 


35476 


A 


5149 


1 


2233 


M KA El KTFFETN EN KDTTYQN L 

WDAFKAVCRGKFTA lnahkr 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKJRAELKEIET 

QKALQKINESRSWCFEKIHKID 

RPLARLIKKKREKNQIDAIKND 

KGDITTDPTEIQTTIREYYKHLY 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIVAI1NSL 

PTKNSPGPDGFTAEFYQRYKEE 

LRIKYLGIQLTRDVKDUFKENY 

KPLLNEIK\EDTNKWKN1PCSW 

VGRTNIVKMAILAQGNL*IYKFN 

A1S1KLPFTFFIGL/EKNLTFKPIW 

\NQKRS\RJAKS1LSQKNKAG\GI 

TLPDFQTITYKATVTKTA\WYW 

YQNRDIDQWNRTEPSEITPHIYT 

ILI\F\DKPEKNKHGGKASL\FIK 

W\CW\ENWLA\1CRKLKLDPFLT 

PYTTINSRWIKDLNLRCQIIKTL 

EENLDNTIQDTDIGKDFMTKTP 

KAMATKAKIDKWDLIKLKSFC 

TAKETTIRVNRQPIEREKIFAIYP 

SDKGLISKIYKELKQIYKKKNK 

QPHQKVGEGYEQILLKRRHLCS 

QQTHESMAHHHWPCREMQINT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGEIGTLLHCWWDCKLV 

QPLWKSVWRFLRDLELEIPFDP 

AIPLLGIYPNDYKSCCYKDTCT 

RMFIAALFTIAKTWNQPKCPTM 

IDWIKKMWHIYTMEYYAAIK1D 


5109 


35477 


A 


5150 


1390 


3491 


DLLTRTACAVPGWGCSSRATC 

QARGWRLLSSPPHPSGVQPLLC 

HLPYPPSPFSLLSNLTPFLRAFPR 

SLETS*KWART/WPGAVAHAC 

NPSSLGGRGRWIT*GREFETNL 

TNMEKPCLY 


5110 


35478 


A 


5151 


310 


445 ; 


YLTK1WPGAVAHTCNPSTLGGR 
GGWIT*GQEFETSLANMVKPHL 
Y 


5111 


35479 


A 


5152 


44 


1 132 


PQV1HPPRAPKLLELQEPPRWIH 
DLNQDTPSALCQH*RTC*HRAE 
GVSWFKSWIHLGGSCNSSSLGA 
RGGWIT*GQEFETSLTNMAKPH 


5112 


35480 


C 


5153 


183 


323 




5113 


35481 


B 


5154 


504 


2474 




51 14 


35482 


C 


5155 


66 


269 




5115 


35483 


B 


5156 


2414 


3096 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5116 


35484 


A 


5157 


9 


239 


HHHYCQHHHHHHHHHHHHHH 
LPAPCRNLRV*PVCFRYKLWFH 
YGKQHLLFLDFLLSHSEWCEM 
VSHCGFDLHFSDD 


51 17 


35485 


A 


5158 


3 


387 


TDTKPLSCSSCPPRGKKPVSHR 

DQ*RRWGRRCRGEPGTEACWS 

AG ALQF* KPRSRGGRTSKMTSG 

PSAEKGGG*AGRKPGRRHFGRR 

VLRHSCVLPVARELWGRHGPC 

GWRQKNVPWKWSELLPVVAP 


5118 


35486 


A 


5159 


1 


277 


MPPPPPPSESPGPGPVGSRLPPG 

PAVTGNEKELRGNP*VGLAPPR 

PRFRASRREGVTGKVHRPNRLQ 

LRAPPKG*SDQRGQNVPPSEAK 

SLC 


5119 


35487 


A 


5160 


1 


3285 




5120 


35488 


A 


5161 


3 


194 


IPLSLQSKEVGQQLQDDLMKVL 
NELYSVNQMGCLAL*QAEGSSI 
WQLAAIVHQQQN*TPSWGQ 


5121 


35489 


A 


5162 


520 


844 


VOAPGKCHAOMPAPAAPVPI O 

RSRNPGRLASAVPVSSLLRFLPF 

LQPIPPSDILPLSFEAVPSSPAAE 

SGLHPCTRRRKRARPSC*VPGL 

LLSPQPHPPPHVWRKGIL 


5122 


35490 


A 


5163 


1 


794 


FRGFLDRGDCAALPCTYPHSPC 

SH*GGNCLPSLLTRPCVKA*PQ 

MSGRKSSMRRWRRQSRLTAGT 

SS*TPTSSTMC*ALVGSSTWNC 

MLQAGSTAPGAGTPGSRPTWS 

SSSTCSWTAPSGRARCACASSS 

SCAMSAARRGWTSPACWRRTS 

RAWWTTSSPACASSATASVAA 

STASTWPAARTTGGTAESSARP 

A RRASCTGSPA RSC WRRRRPPT 

PS PG RPA PPSRRTRRAQ AGTS A 

LSPGACFGPRSCC*SSTCSSLSV 

APY 


5123 


35491 


A 


5164 


3 


57 


RIGQGVPVVHS*VEGGPNVISIV 
LEYLRDTPPVPVVVCDGSGRAS 
DILAFGHKYSEEGG*VKVFLWC 
THKWKEDPM 


5124 


35492 


A 


5165 


1 


1326 




5125 


35493 


A 


5166 


2 


337 


YS VTMTPGKLRTLCEI DWPALE 
VGWSSEGSLDRSLV*KVLCPEL 
VPSGGFLVSLTSRMKPQTLTGS 
VKVLKDGMSGVCSFRCSDVSR 
VSSFWWVRGLAGWSTTLLRXL 


5126 


35494 


C 


5167 


339 


548 
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SKQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( \=linknoun, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5127 


35495 


A 


5168 


3 


413 


SQAFLPAASRRERPPEPVDPKA 

TDPRSGTRRLPPRLPCQW H PE 

HSHTSQLNLSRAFPKEPNPAAT 

Q*NPSGASPRERPHARAQEDRN 

GEC*EGNGSRPDLEEEASTPRA 

SPTPSD*PLWLHPPRPLVLE TPL 

LQL 


5128 


35496 


A 


5169 


3 


479 


FLHSTHIYWAHSMHELLK TAV 

VS1SGQCTSLN TESG I WGG V PI- 

NAR/CPPAEGTVPASLQPRDPPR 

LPGSH/ASLPSASPPSRHVTWPP 

EP/EAAGPKPS*IRCRWPPAGAT 

TKANPKESGRLVESMLPLPKSR 

SAPVTFSAFACSGLPERVIIEVF 

RVGKLR 


5129 


35497 


A 


5170 


81 


329 


QSVSSPSWFPQFPVQVQKVPCY 
QVYRGDLVV*KHVAPPPSLPSS 
FSGHVRHDCFPFAFHDDRKI PR 
ASPAMLPVSSLGPHYL 


5130 


35498 


A 


5171 


335 


467 


MPSTPTARKPESPEALARVESI A 
CLPSPAP\PHECSPQASEETG 


5131 


35499 


A 


5172 


1 


2424 




5132 


35500 


A 


5173 


2 


304 


CLTKNTSATREKQVTELHRRSK 
LQPEPAKTKALQTV 1 E* KDITLC 
*VKEHLYIVACWALRLHLVI LP 
TKAGISPALMKVSYPGKPLTLK 
QLGRLVILQEQ 


5133 


35501 


A 


5174 


44 


286 


GVQNGVEELILVRRMQKSPGP 

GEMESGSLEKEPLGTQTGPVPS 

EGTE*TQGPPRTPSLQTQGPQRT 

PSLQTQGPPNTPSL*TQGPLRTL 

SLQTQGPPNTPSLQTQGPPRTPS 

LQTQGPQRTPSLQTQGPPNTPS 


5134 


35502 


A 


5175 


206 


384 


KRVFAHQADGRARSGFISSAGP 
GSQAGPGQGTG*QREDVEAAG 
QPG ST A EG V RT* S DPG 


5135 


35503 


A 


5176 


270 


818 


RNERKPSQRTAVGLGAGQLQP 

GQPGVQSEEPGPLEAGCAAGV 

LPGPAEQDREGIYSK*KRVFAH 

QADGRARSGFISSAGPGSQAGP 

GQGTG*QREDVEAAGQPGSTA 

EGVRT*SDPGSSHPAAAAFYEN 

1QDGEALGRCGAKRTATAAP*Q 

RG*EGF*AGPTAAEKNEEGPPP 

VFSLFNSHL 


5136 


35504 


A 


5177 


122 


436 


LTSLFSAISTKAKVSPLCSARAC 
SPSPAARAALGSPG FTC*GAGV 
A PTP V P V A A PA PAT A PAT A V A A 
AATTTVVSAAMFTRRATRAAA 
ATGAWGFVAGAPWPLQT 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5137 


35505 


A 


5178 


20 


1341 


MRRCVAAPLAHRW*QKLGLPG 

CTPTVCSFLSPQPPPRARSSSAT 

LSSGAPRRAATPQPQTTPPSSVQ 

PCA ATPC A RGG RPA PAG VT WP 

TTRPSMA*RTS*ASTTAPRMAP 

PRSHACARSHRPETARSARTAP 

RSA1TRRAFTSTRPPPTTRTVAS 

SGTHTSGLSPTASRLARCRAPG 

RSSTIIT*TCRSPTRLCCPAQRPL 

PPASSPSSSRTSRSVWTRRCTRL 

R WTSSRP PS WM A LRT VGTSTG P 

TA*RSLRRCQASTWRSRPSTSA 

PPSWCARWAAT*PLPSACQRK 

WSMLWRTGTARVSTSACGAAP 

STSRSTSRPSTPMLRAPVPAGW 

QPP A LH PQPPRPSHTRQP WPS A 

RRSCRWRTCTTRPASSTSSPRA 

T*TSHWPPTTRWRMSRCSTPTK 

TNCTCMRGLGTCQAGRLRGCP 

WPPGPSWAPWSRSWPCSLCSA 


5138 


35506 


A 


5179 


47 


598 


ASGPASIVVLRQQFIKFFLDE1CS 

LEERVWCRKLCLLY1LWKEPR 

AVQAKSRCSDIRRELYRPVSLA 

GLSGDFLRAGRYSAHTVMGAW 

SAWTSWSQWA**SRGLLLALH 

NMLKIIIAFCSLQVATRIQSTFIS 

SWHLSPSLLGSRSFSLYMSFGS 

VLCPLFISHDTSSYSTKSFQSFSC 

LGVW 


5139 


35507 


A 


5180 


236 


690 


LQNWSYLAEQCWNGGFIYLIM 

L RRFKHKAHSTYNGN SSN SSEP 

GETPTL*LGDRTAKKGKRTRKF 

GVISRPPANKAPEESKGSAGCE 

VSSDPSTELENGPDPELGNGHV 

FQLENGPDSLKEVAGPHLERSE 

VDRGTEH Rl PKTD A PLTTSN 


5140 


35508 


A 


5181 


2 


480 


WPFWAMVQRPSSAILCGPATLP 

PNCRGACCARCRATGALSAYP 

AIHRPATRPPAPPAPGPLTSPPPL 

SVQNSNPDPLPSARPSPGPAAPR 

HARHSPSELPALTLSARGSSAL 

CTKLKVEAAA*SCSASAWNWR 

LLPRNHVDSRCQPEPDGARARD 

GRGP 


5141 


35509 


A 


5182 


3 


153 




5142 


35510 


A 


5183 


-> 
_> 


239 




5143 


3551 1 


A 


5184 


1 


394 




5144 


35512 


A 


5185 


1 


435 




5145 


35513 


B 


5 1 86 


84 


2068 
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SfcQ ID 
NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
locution of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=p0ssible nucleotide insertion) 


5146 


35514 


A 


5187 


149 


832 


DAGLSWREATRPGAPLHRPGC 

QDAS TQMTRPGDPGSSALFPLP 

SP*PEREELPMSSRRSPKPELPG 

EACSRRPPTRPRPRTATRGPPLN 

GRLPRARLPVSAGAGALGGGR 

CRRRVAPRRVTPRLATRPSGVA 

PRGSG*AATTKLSLAFGVTPLA 

LTPWSRTPFRKREERPPF*YPRP 

ATPEASPAHVENFRSNQTRYTS 

AE*SGQQLERPSIAE1SAQATVE 

PRSTI 


5147 


35515 ; 


A : 


5188 


45 


312 


AEAQGGAEAEGHGGGGGPAPS 

QGCPARAAGARGWQPAPSPQK 

P\TPSDTTPPP\RTQPPVTQPCHP 

VTQPPVTQPPVTQPRHPMKIPPP 

0 


5148 


35516 


A 


5189 


15 


549 


PRHKEPESQAPGRRAPQAAAY 

QQAASPAR*QGGSCSRCPPG*A 

VEAAPAP*GQALGCVSQGPA*V 

GPTRSPHPTAGLSRPHGPPSVRS 

TGWSPSSRJPLQAQEAPWPVAPT 

H1PPPLDPGQPHSCGLGAGCQP 

RAPAARAGHP*EGAGPPPPPWP 

SASAPPCASAQPVLWLRFPRET 

KT 


5149 


35517 


A 


5190 


1 


2445 




5150 


35518 


A 


5191 


1 


708 


FSEGRNRFLNVG PTRFSTS RQTL 

MW1PDSFFSSLLSGRISTLRDET 

GAIFIDRDPAAFAPILNFLRTKE 

LDLRGVSINVLRHEAEFYGITPL 

E K 1KMEYCFSVC M YS*QVCFE 

MFLVRRLLLCEELERSSCGSVL 

FHGYLPPPGIPSRKINMTVRSAD 

SRNGLNSTEGEARGNGTQPVLS 

GTGEETVRLANTIDSKYVAND 

DWLIFQYVDEEDLMNAIKDFSS 

VTKERTTFTDTHL 


5151 


35519 


A 


5192 


31 


330 


YGGTATVQRWAESRHVPFPPS 
QEQNAN K1CSVCQEEKDSADSY 
GEIPWWQGPERCWPVRLMLAT 
LGDYKWVLTGIGTDS*LGFTIPT 
DHANAFSAKEIPQ 
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SKQ II) 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvr», 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5152 


35520 


A 


5193 


1 


734 


MISEVI VIQMLFLHAFSKVFSAL 

IKNNKKPLQDAQIKWKAISGLS 

GGMRRSECNRERDQVTRTQCR 

DISQK\RGPGD*GMATSKNGAM 

A*QLGPGCQGDASTGNAEFGES 

AHAWSGGGRVPGVTGPDREEV 

GRSWQGTSCGGGTSGCGRLQ* 

DGVASRCiR W/HPA R PR FOP A n 

VRQLAAPLGGP*SRRPWEPPGG 
SSCGRYLFAISSWSGVTVAQEG 
QRKRGSGK*RTERSGPGLGRRL 
PPLLLTV 


5153 


35521 


A 


5194 


3 


449 


EGQRSSSPATA LSSSGPPSLKM 
ATSKNGAMA*QLGPGCQGDAS 
TON A FFfiFSAH A WSfififi R VPH 

VTGPDREEVGRSWQGTSCGGG 
TSGCGRLQ'DGVASRGRWDRR 
DRASSGRESGSWLHHSGARSLG 
APH^RPVF A PA Afi^F A kTTPr; 


5154 


35522 


A 


5195 


606 


841 


CTVGFALPVFY*GFSH*CSSGIL 
V*NSRFLLCLCQALVSG*CWPH 
KMS*GGFPLLLLTGIVSEGMVP 
ASLCISGR1QL 


5155 


35523 


A 


5196 


620 


930 


IPFI^F^PI lAf ART^TvJTMI MPQp. 
FRm-TPC! VPVFKfiMANNFrPF^ 
Mil AVfil ^*TAI III kTVVPQFPKfl 

LRVFSMKGC*1LSKAFSASIEI1M 
WFLSLALFI 


5156 


35524 


c 


5197 


1 


819 




5157 


35525 


A 


5198 


591 


815 




5158 


35526 


A 


5199 


187 


387 


FFKT1CFMRVRVKRPPNRLCVS 

NMAVYFTWVQAGLHCESYPEH 

L*WSCRLPRRLGGVRL*PLEGE 


5159 


35527 


A 


5200 


1 


1 197 




5160 


35528 


A 


5201 


119 


375 


ILDISPLSDF*IAKlFSHSVnn FT 
LMVVSI AVOK1 F^I If^HI ^11 A 
FVAIAFGVI DVK/CI VHAYV1 N 
G1A*VFF*GFYGFRSNI 


5161 


35529 


B 


5202 


1 | 


1053 




5162 


35530 


A 


5203 


2 


157 




5163 


35531 


A 


5204 


12 


176 




5164 


35532 


A 


5205 


2 


223 


QTVLEDRSPRARWIF*G**GTIC 
SI PIPSFWWFSSNLSHSFVCRSPP 
SSSPGGLPMCTCVSKFPWAVW 
PFSRY 


5165 


35533 | 


A 


5206 


61 


308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


5166 


35534 


A 


5207 


487 


898 


DFAEVAYQLG1SSGVCR TTDFH 

EPRMLLSDRSSGSFVTJI\SVFLS 

FSSLKCL*SPLVHDALHQAFHP 

GKSRLRFLGSMACCMSKFTCPP 

TLSTVPSSTPFSFSCSLIKTRSAT 

LLKLWSISLRFRLHSWSSAFRV 


5167 


35535 


A 


5208 


9 


191 


IPQHIYPPKTKPGR1*ISE*TNNR 
L*NCGNDQ*LrNQKESRTRWIH 
SRJLPKTNREPNHE 


5168 


35536 


A 


5209 


1 


1989 




5169 


35537 


B 


5210 


1 


1488 




5170 


35538 


A 


5211 


929 


1209 


I PF1SFSCPI ALARTSNTMLNRJC 
ERGHPCLVPVFKGNASSFCPFS 
MILAVGLS*IALHLRYVPSILNL 
FRVFSMKGC*TLSKAFSVSIEII 


5171 


35539 


A 


5212 


242 


642 


FSLKRSFTSLVSWIPRYF1LFEAI 

VNGSSLMIWLSVCLLLMYRNA 

CDFFPL1LYPETLLKLLISSSSLY 

LW*NSAVNLSGPGLFLVGRJLL1I 

ASISEPA1GLFRDSPSSWFSLGR 

VYVSRNLSISSRFSSLFV 


5172 


35540 


A 


5213 


747 


885 




5173 


35541 


B 


5214 


1 15 


1267 




5174 


35542 


A 


5215 


209 


322 




5175 


35543 


B 


5216 


1 


3321 




5176 


35544 


A 


5217 


390 


655 


C L F P V H YPRLH AM M H QM KNP 
VLVLGIGGFILGILGV1GGPVSLF 
KGS*KLLGLIETGKISLDHPVPG 
GTPTKMALYEHFMNTKEFGIE 


5177 


35545 


A 


5218 


3 


221 




5178 


35546 


A 


5219 


798 


914 


FVFLWDRW*YPLYHFLLCLFDS 
SLFFSLLVLLAVYQFC 


5179 


35547 


A 


5220 


12 


460 


YLCMLHEVLVLCFSVPSGHFSF 

SLN*LF*LAVPVTFYQG\LSFLA 

QA*ASQVDFRQLCWQQEFQAS 

GS*LAGLHGSGIH*ARPLGSWL 

QLPFQESEWFCLSGVPGATVVS 

/CTF**SPF*LV*DGISLWF*FAFL 

♦WPVMMSIFFMCLLAA 


5180 


35548 


A 


5221 


3 


508 


AERNGSRQGVGAGAGDHEVLQ 
LLPDKWKQKILCPVQLLRGAW 
SNYYSPDANRQP*VQGNAHLF 
AECWPHGEDSQPTVPTSQGRM 
LAG PA RH L PHPH V PS PSG S L RG 
SDSEDTH*GTVAGSGCLHCLAP 
GHLHPGWPPSRVLPIPDRSVHQ 
G PG RICA PPTPPRVTPLFT | 
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SKOll) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
U l >/540\2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5181 


35549 


A 


5222 


584 


1052 


LRKAAASGSFVFVAPDPNTDTG 
SSQCSESESGSRGCSMGHQRSL 
OH MY HH HUH H H HOH HHHHHH 

1 iiLilliJllllllll J II U 11 | || | I 1 1 

HLDTGWRGE*SRHSAGLCPPSQ 
RRLHSCQTSPSCSPPSGH RC1 * LT 
GIEAA*CHSL*PYQKDACHHFE 
EHSPPP*RPPHLPRHHLHPQPSS 


5182 


35550 


A 


5223 


1614 


2308 


LRKAAASGSFVFVAPDPNTDTG 

SSQCSESESGSRGCSMGHQRSL 

QHHYHHHHHHHHQHHHHHHH 

HLDTGWRGE*SRHSAGLCPPSQ 

RRLHSCQTSPSCSPPSGHRCI*LT 

G 1 E A A VWS* PLTLSK RC VSPLR 

RAOSSSVTSSTSAOASSAPPFKK 

*L*PERPYSSPHPASVADLQMC 

LPLNRITGQTNRPLHRAILLRW 

MRSCNLLTCTVLSNVSFSFSELS 

YSRNTMCRG 


5183 


35551 


A 


5224 


-> 


407 


SVGL1LPSSLQHHYHHHHHHHH 
OHHHHHHHHI HORKI APPI P* 

1 1111 11 1111 11 111 1_» 1 1 V/lvT\ I I L»V-^ 

ADI PTC A PHOCilRPFrinFPOT^ 
GSPGLPVYAEEQGTERLSLQGT 
GCGCQAGLLCWGPPVASTSVG 
FSLESSVSPEQVPLSPGPAGTDA 


5184 


35552 


A 


5225 


1 


1287 




5185 


35553 


A 


5226 


3 


1315 


STMALLHSGRVLPGIAAAFHPG 

LAAAASARASSWWTHVEMGPP 

DPILGVTEAFKRDTNSKKMNLG 

VGAYRDDNGKPYVLPSVRKAE 

AQ1AAKNLDKEYLPIGGLAEFC 

KASAELALGENSEVLKSGRFVT 

VQTISGTGALRIGASFLQRFFKF 

SRDVFLPKPTWGNHTPIFRDAG 

MQLQGYRYYDPKTCGFDFTGA 

VEDISKIPEQSVLLLHACAHNPT 

GVDPRPEQWKEIATVVKKRNL 

FAFFDMAYQGFASGDGDKDA 

WAVRHFIEQG1NVCLCQSYAK 

NMGLYGERVGAFTMVCKDAD 

EAKRVESQLKILIRPMYSNPPLN 

GARJAAAILNTPDLRKOWLOEV 

KGMADRIMCiHACiI Ol V^TMI DH 

REG\STH\NWATHSPTKI GMFC 

FHRG*KLEOVERl IKFFS1YMTK 

DGRJSVAGVTSSNVGYl AHAIH 


5186 


35554 


B 


5227 


57 


386 




5187 


35555 


A | 


5228 


1485 


1883 




5188 


35556 


B 


5229 


117 


641 




5189 


35557 


C 


5230 | 


1 


552 




5190 


35558 


B 


5231 


250 


378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5191 


35559 


A 


5232 


3 


1117 


TPDPGQGCSEGGIVHETRPSPQP 

LCQGSCAVGCSPLGLLR*RMM 

ALGKIPPGHRGPAFLPAVESAH 

VVPGLPGLTRETLPAPLGPHRPP 

QPPQGPLSTAPPAPLVSPLGPHV 

PGLPGPPPGCPSPLPLRPCPPPS 

WLRPHRPVQPWWGT*GSGWRP 

RCRPGAAGRNPGLPRACCRGL 

CRGPH*RPGGPRPGHSGPRTSS 

WGRTMGNRPRPSASAG**PRHR 

R*TSAERPGSPPQQSASRTGGRS 

PLSHPGSWWGVMGPPGLWAG 

APSMWG*GPGSRVAGGSGRRP 

TSPRPPHYPPHPPGTWPSGAQS 

GRR*QAQTPGAATEG*GGWGL 

PPKPWCPQDQFLGVQDWVLPP 

NGARVGGTWAWKRESVLVPG 


5192 


35560 


C 


5233 


229 


522 




5193 


35561 


A 


5234 


1 


972 


MTAEYYKLKQVVTPIAAAVPD 

VVSLLEQrNISLCTWY A VI DLG 

NACFYIPVHKAHQKQFA ISRHG 

QQ YTFT V LLQ/RRD L D L F S L PQ 

DITLWHYVDG1MLIGSSEQEVA 

STLDLLVRHLHARG WEFNLTKI 

QGLATSVKFLGVQWYGACRDI 

PSKVKDKLLHLAPPTTKKEAQH 

LAASFEWGPEQKGLQQVQVAV 

QAALPLGLYDPADPMVLEVSV 

ADRDAVWSLWQAP1GESQV/RP 

LGFQNKALPSADNYSPFERQLL 

ACYWALVETEATPVITQRAHE 

QSGHGGRDGGYAWAQQHGLP 

LNKADLAVATAKCPISQQQRPI 


5194 


35562 


A 


5235 


-» 
-> 


246 




5195 


35563 


A 


5236 


3 


841 




5196 


35564 


A 


5237 


1 


746 


RDLDLFSLPQDITLW H Y VDG 1 M 

LIGSSEQEVASTLDLLVRHLHA 

RGWEINLTKIQGLATSVKFLGV 

QWYGACRD1PSKVKDKLLHLA 

PPTTKKE AQH L A ASFE WG PEQ 

KGLQQVQVAVQAALPLGLYDP 

ADPMVLEVSVADRDAVWSLW 

QAPIGESQWRPLGFQNKALPSA 

DNYSPFERQLLACYWALVETE 

ATPV1TQRAHEQSGHGGRDGG 

YAWAQQHGLPLNKADLAVAT 

AKCPISQQQRPILSS 


5197 


35565 


A 


5238 


1 


483 




5198 


35566 


A 


5239 


1 


1908 




5199 


35567 


B 


5240 


1 


2718 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn T 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5200 


35568 


A 


5241 


522 


693 


LDFFLVFLQQFLPRPSSSEJ*MLP 
GFPAAAYGPVAAAAVAAARGS 
GRKVYGTGDSQA 


5201 


35569 


A 


5242 


1 


225 


MGRMQSRKAENSFCHESTYSPP 

KDHSSSQAMEQSWTENGFEKL 

GFRRKEALYYLDLTASCOSOFI 

FQKWVSLCCPD*S*TYSPPKDH 

SSSQAMEQSWTENGFEKLGFR 

RKEALYYLDLTASCQSQELFQK 

WVSLCCPD 


5202 


35570 


A 


5243 


1 


1129 


PWISAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

IASTH I A LAARHSDWRCC RNG R 

YPARGPAALQNFQRYTGIQHV 

HRIGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

G1CEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYS V H INP YLI PFFIGLQN RFT 

QFRLSETKEITDPY AM RLYKASL 

CQYRAFVNGGGEEKARGKPIL 

CRYGVGM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5203 


35571 


A 


5244 


1 


1753 


MVDSLI ARVGVMARGNA1TLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELHDEQMAALYRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISHLHIHAEDTFLPFY 

LGKKDDVTYAIKPTCWPGLDII 

PSCLALHGIEIELMGKFDEGKLP 

TDPHLMLGLAIETVAHDYDVIV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDIKGFEPDVRJLLTKYSNS 

NGSQSPWMEEQIRDAWGSMVL 

KN V V RJETDE VG K A V IN HKKG K 

NSPRMVQSNDLTKAAYSLSRD 

QKRMLYLFVDQIRKSDGTLQE 

HDGICEIHVAKYAEIFGLTSAEA 

SKDIRQALKSLAGKEVVFYRPE 

EDAGDEKGYESFPWFIKQSEE/P 

QSGNFYTDTLGMAEFRRGGLR 

ATAG PRLSRTRDCQGTEK VHG 

KTVFDKTVP/WVPKRLKSPSCK 

NRWP*KMQKLSVCTASSPGQQ 

LSTVRVTQREICFPVVRREVLLL 

1 G TLTQTRKGQ I S V RA 


5204 


35572 


A 


5245 


337 


1977 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5205 


35573 


A 


5246 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGN1SALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

H INP Y L 1 PFF1 G\LQNRFTQFRL S 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLKIDW1IERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDVIVIDSAPNLGIGTIN 

VVCAADVL1VPTPAELFDYTSA 

LOFFDMLRDLLKNVDLKGNSN 

GSOSPWMEEOIRDAWGSMV1 K 

NVVRETDEVGKGOIRMRTVFE 

QAIDQRSSTGAWRNALSIWEPE 

CNEIS1GVSLDQDGGSNSVLRK 


5206 


35574 


A 


5247 


j 


1383 




5207 


35575 


A 


5248 


1 


1731 




5208 


35576 


B 


5249 




1290 




5209 


35577 


B 


5250 




3345 




5210 


35578 


A 


5251 




1959 




5211 


35579 


A 


5252 


3 


2356 




5212 


35580 


B 


5253 |334 


1710 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5213 


35581 


A 


5254 


1 


1302 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPV 

NVSKSDDTLKINGVEDHKTIFD 

GDGKTYQNVQQFIDEGNYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

KVMKPLITSNTCDNLKTCHTSH 

GSVMAETAVIN HKKRKNSPR1 V 

QSNDLTEAAYSLSRDQKRJMLY 

LFVDQIRXSDGTLQEHDGlCEiH 

VAKYAEIFGLTSAEASKDIRQA 

LKSFAGKEVVFYRPE/EDAGDE 

KGYESFPWFIKRAHSPSRRLYS 

VHINPYL1 PLLYRVPNRVTQFRL 

SETK/EITHPYAMPLYESLCQYS 


5214 


35582 


B 


5255 




1452 




5215 


35583 


A 


5256 




1323 




5216 


35584 


A 


5257 




1557 




5217 


35585 


A 


5258 




2259 




5218 


35586 


A 


5259 




2418 




5219 


35587 


A 


5260 




1218 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDM E I RGRVEQR VG YTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKERNQNISRYISNRLAR 

RECHDSPEEGTGNTRSKERLQG 

RLPSRGLTESQEHLLDTRKQFW 

FEDFKDGLGPILKCDNLKTCHT 

SHGSVMAETAVFNHKKRKNSP 

RJVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

YSVHINPYLIPFFIGLQNRFTQFR 

LSETKE1TNPYAMRLYESLSAS 

NYQRMPDFRRRFLQVXCVME1N 

KQTSMRLSYI \ 


5220 


35588 


A 


5261 


1 


2028 




5221 


35589 


B 


5262 


1 


1653 




5222 


35590 


A 


5263 


1 


1446 




5223 


35591 


A 


5264 


1 


1788 




5224 


35592 


A 


5265 


22 


1893 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5225 


35593 


A 


5266 


1 


2144 


MEKKITGYTTVDISQWHRKEHF 

EAFQSVAQCTYNQTVQLDITAF 

LKTVKKNKHKFYPAFIHILARL 

MNAHPEFRMAMKDGFIENMFF 

VSANPWVSFTSFDLNVANMDN 

FFAPVFTMGKYYTQGDKVLMP 

LAIQFFDMLRDLLKNVDLKGFE 

PDVRILLTKYSNSNGSQSPWME 

EQ1 RD A WGSM VLKN V V RETDE 

VGKDTGVRSKISGV1KMPMGV 

AVVNCCTYGSDYRVWLASWM 

MSQWLHYPEWYRKENKHKFY 

PAFIHILARLMNAHPEFRMAMK 

DGELVIWDSVHPCYTVFHEQTE 

TFSSLWSEYHDDFRQFLHIYSQ 

DVACYGENLAYFPKGFIENMFF 

VSANPWVSFTSFDLNVANMDN 

FFAPVFTMGKYYTQGDKVLMP 

LAIQFFDMLRDLLKNVDLKGFE 

PDVRILLTKYSNSNGSQSPWME 

EQ1RDA WGSM VLKN VVRETDE 

VGKGQIRMGTELEFFRLSETKE! 

TNPYAMRLYESLCQYRKPDGS 

GTVSLKIDWIIERYQLPQSYQRM 

PDFRRRFLQCDNLKTCHTSHGS 

VMAETAV1NHMKRKNSPRIVQ 

SNDLTEAAYSLSRDQKRMLYL 

FVDQIRKSDGTLQEHDG ICEIHV 

AKYAEIFGLTSAEASMDIQHAL 

KSFSGKEVVFYRPEEDAGDEK/ 

GYESFPWFIKRAHSPSRGLYSV 

HINPYLIPFFIGLQNRFTQFLLSE 


5226 


35594 


A 


5267 


1 


1167 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQ1PKQQQNEKY 

Q V PQFDQSTI KN 1 E S A KG LD V W 

DSWPLQNADGTVAEYNGYNV 

VFALAGSPEDADDTSIYMFYQK 

CDNLKTCHTSHGSVMAETAVl 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQ1RKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWF1KR 

AHSPSRGFYSVHINPYLIPFFIGL 

OTslRFTOFRI ^FTkT F1TXJPV A M R 
v</ 1 n rvr i v^i ivboc i is. c i i in r I a ivi iv 

LYESLCQYRK\PDGSGIVSLK/ID 
WI1 KRSQLPQS AFYQPFM G LRR 
ESFYFRWERRTLGPLKSFSVKR 
GTEAGKFRLAALLVRL 


5227 


35595 


A 


5268 


1 


1395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)iikno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


5228 


35596 


A 


5269 


1 


1375 


MNM1M1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKA YKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTIKN1ESAKGLDVW 

DSWPLQNADG rVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

K1RRKNGPVSATFTSDGK1RLFY 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPRIVQSNDLTEAAYSLSR 

DQKRMLYLFVDQIRKSDGTLQ 

EHDGICEIHVAKYAE1FGLTSAE 

ASKDIRQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYL1PFFIGLQNR 

FTQFRLSETKEITNPYAMRLYES 

LCQYRKPDGSG 1 VSL/KID W/I I E/ 

RYQLPKVPSPEARK1TRRWRIW 

KQRI*LGFLLRLSEMPRKQGDY 

RTRIWKFEDGLSNVLVIQLNKL1 

ICVMCLVRDCDVLKTYFHR 


5229 


35597 


B 


5270 


1 


1668 




5230 


35598 


A 


5271 


1458 


2675 


CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPR1VQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWTIKR 

AHSPSRGLYSVHINPYLIPFFIGL 

QNRFTQFRLS ETK E 1 TN P Y A M/R 

IPLH*LFR*TLRQTKPDNSAGKC 

VKI**HTQNQRSGRSQNDF*RR 

GI 


5231 


35599 


B 


5272 


1 


1317 




5232 


35600 


A 


5273 


1 


987 




5233 


35601 


A 


5274 


1 


571 




5234 


35602 


A 


5275 


1 


4161 




5235 


35603 


A 


5276 


1 


1228 




5236 


35604 


A 


5277 


387 


3466 




5237 


35605 


A 


5278 




6721 




5238 


35606 


A 


5279 




1651 




5239 


35607 


A 


5280 


5082 


5879 




5240 


35608 


A 


5281 


1 


231 


NHLAVRRLTELSGGQRQRAFL 
AMVLAQNTPVVLLDEPTTYLDI 
NHQVDLMRLMGELRTQGKTV 
VD*VRDLNQVSRYC 


5241 


35609 


A 


5282 


1 


303 


CLRI LCP YP Y 1 PLTEKTL A * PA L 

YTLELTADMAETCKQFLPEFSL 

TFSFQRGWEKETEYAEVLERNF 

ERDRQLTYTAHGPHKADLRIQE 

SGVPYNE1LVTL 
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BNSDOCID: <WO 0175067A3JA> 
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SKQ in 

NO: 


SKQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5242 


35610 


A 


5283 


} 


273 


TNSSVGPdDRI I *OTA A PUfer.k' 

LKVFFGACAGVGKTWAMLAE 

AQRLRAQGLDIVVGVVETHGR 

KDTAAMLEGLAVLPLKRQAYR 

GRH1SEF 


5243 


3561 1 


A 


5284 


66 


1200 


HILPAGHPTLRHSLFPHQQGRSS 

VQSALGAASGNGLKLVGRFEW 

GPSRRARSGYPDATGYDQXPKPI 

SAAVKEFFGSSQLSQFMDQNNP 

LSEITHKRRISALGPGGLTRERA 

GFEVRDVHPTHYGRVCPIE I PL 

GPN1GLINSLSVYAQTNEYGFLE 

TPYRJCVTDGVVTDEIHYLSAIE 

EGNYV1AQANSNLDEEGHFVE 

DLVTCRSKGESSLFSRDQVDY 

MDVSTQQVVSVGASLIPFLEHD 

DANRALMGANMQRQA VP TLR 

nUPvr L V v_j I Ulvl MKA V A V UMj V o 

nriVvnvvnAQR iniw v'ivi itc^i 

vjvj V vy I VL»Aoi\IUIK V I rv 1 KLI 

RVKQVSTSTTLPLFLMESNPLF 

WMAVLVSAGILGQWPIGRLAD 

KFGRLLVLRVQVFVVILGSIAM 


5244 


35612 


B 


5285 




862 




5245 


35613 


A 


5286 


1 


579 


DPRD*RLKVAK*MVTLFGPQFV 
RELQQRGFD1FLDLKFHDIPNTA 
AHAVAAAADLGVWMVNVIIAS 
GGARMMTAAREALVPFRPDAP 

SPADYAERLAALTQKCGLDGV 
VCSAQEAVRFKQVFGQEFKLV 

TPGIRPQGSEAGDQRRIMTPEQ 
ALSAGVEYMENGRPGTQSVK 


5246 


35614 


A 


5287 


484 


978 


GIVRIPHRLADIKCWRAVLYNY 
THYSYQANLCCANLE*ADLSGS 
VLDCANLQGVKMLCSNAEGAS 
i kri PTsiFPnp^ni rtami rr.Awi l' 

L.IVL,\^1N I C roU L. rv AV IN L. HVJ A\ IN 1 .r^ 

GVDMEGSQMTGINLRVATLKN 
AKLKNCNLRGATLAGTDLENC 
DLSGCDLQEANLRGSNVKGAIF 
EEMLTPLHMSQSVR 


5247 


35615 


A 


5288 


3 


504 


YRLSQSSSKSLVSRSWLNMRFIS 

SVMFMEPTSSSENRFTSPSCSE 

MSSSEATLRSFFLGTTSPCRSM 

VGLQLVKSSQSSSVSSFSSMVRL 

SQSSSKSKVSRLAGT'EGSEKRS 

FREEKVPCLRLGLPESTLYAHC 

SV*SRTHVFSGTSHHSSKVAVG 

MSIVQMRKL 
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SKO ID 

NO: 


SEQ M> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 1 
deletion, V=possiblc nucleotide insertion) 


5248 


35616 


A 


5289 


2 


442 


HVIWHMPRKTSKCRQLLCSGA 

SRNADTAAKQSTCSSHRPPGKIP 

SLGPRRV PGCSS V PSSRG EQSTG 

SPAAPRCGDVTHTEASQEEQP* 

LRGTHGPASTPEQGTAKAKVR 

DRRAVVHPGKTGIPSAAG*KGR 

GRPGEPPGAAVQVE 


5249 


35617 


A 


5290 


151 


1 185 


YVDQVTHl'I ESPLPSVSYSFAFG 

SL1SA VDPVATIAIFNALHVEED 

TEKGHVRLTPASPSTFFFFFSTE 

EKYAPGSCCR*CAAVL*LLHISH 

QLSLDSPSL rVVl YVLKH1DLRK 

TPSCRHCEI*VGDHTAVLSVLFS 

PSLG1MA1LFSGIVMSHYTPREA 

SP*SCCLFTVSSHTVCCHPGLRG 

AIPYALSLHLDLEPMEKRQLIGT 

TTIVI VLFTILLLGGSTMPLIRLM 

GLPGGAPRWCQLVAVGPPFLP 

AQGNTVESEHLSELTEEEYEAH 

YIRRQDQLSLFN*N*SCLWPSPC 

LPPPP*TPHTKHPVASPPFHGPA 

PDALTAWLCLSTQDLHHGRJQ 

MKTLT 


5250 


35618 


A 


5291 


5 


198 


VCGRQQSLEAGL*GAATPFAVF 

PRPWSAVRVKEYGYTRLH1LN 

GTHIHIQQVSDDQAFAQCHPP 


5251 


35619 


A 


5292 


137 


308 


HLERTGPNLPPGARLATRPTTR 

LPAASPRGRDTNPLPIPISFYSETE 

AKGEAPY1EPE 


5252 


35620 


A 


5293 


612 


1078 


RPPEKKERGRRVRGRRGGGGK 
RRRRXRKKRKGSKGREDAAAA 
AAAAQSPRTRAPAPD*ERRPQP 
APSARAPPRPLLPAPRRSRPAQV 
PPDSASPWAAAAGLALPPPQCP 
GGGARPLRLLPQPPAPGGTAR 1 
WEPRRPRPAAAPGLLQSPGPLP 
RQS ! 


5253 


35621 


A 


5294 


515 


817 


LALPHLPSNLLLKGWLKLKA*S 
RPSRTPSFG*LSQWKHALKRLK 
PVITCLLQHGFLKPINSPYNSLIL 
PVLKPDKPYKLVQDLRLINQIV 
LPIHPMVSQA i 


5254 


35622 


A 


5295 


1 


951 




5255 


35623 


A 


5296 


1 


1077 




5256 


35624 


B 


5297 


87 


1423 




5257 


35625 


A 


5298 


29 


234 




5258 


35626 


B 


5299 


77 


327 




5259 


35627 


B 


5300 


1 


235 




5260 


35628 


A 


5301 


2 


2144 




5261 


35629 


A 


5302 


1 


855 




5262 


35630 


A 


5303 


845 


1057 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possihle nucleotide insertion) 


5263 


35631 


A 


5304 


I 


933 




5264 


35632 


A 


5305 


1 


954 




5265 


35633 


A 


5306 


I 


1603 


MEAEKFHQMPSVSRRTRICASG 

VIQSKSENLRTRGANSHALKRL 

KPVITRLLQHGLLKP1NSPYNSPI 

LPVLKPDKPYKRFLAFYGWSPR 

SL1VDSCSKLEQHSTLSRVILVIY 

KGFCRFRNHHQTGFSPAGANQ 

RGPLAATLSGPGGEGQSAVACL 

TGEKKNHPGAQYANRLSPRVG 

RFINAAGTTGFPTGKRAVSATQ 

LMDFADFGTTITQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQSSQLS 

SLRJ.TLPDRLRSPLDHHGRRAS 

GNSHSGSPKPPSCLPLISPHLNP 

QVWDISTPSLATDHMPITIPLKS 

NXTLTPLNLKCQYPIPQHALKRL 

KPVITRVLQHGVLKPTNSPYNS 

PILPVLKPDKPYKLVQDLRLINH 

IVLLPIHPMVPNPYTI 1 SSIPP^TI 

iv4^i_»i nil ivi v r ini i i Lbooirro i i 
HYSVI DI KH AFFTIPFHP^OPI 
L A F T W\ T D P D 1 H O A O O I TV W A V I 
PXQRFPRTGPHYFNQAQISSSSV 
TYLGIIL1KTYVLSLP1VSD 


5266 


35634 


B 


5307 


1 


874 




5267 


35635 


A 


5308 


144 


539 




5268 


35636 


A 


5309 


1165 


1639 


PHPAVASRRGRAGPGGLSAPER 

TPSSELSPLSKGDLRKTHRTFSP 

Q*GDLRKTHRTFSTR*GDLRKT 

HRTFCTR*GDLRKTHRTFSTR* 

GDLRKTHRTFSTR*GDLRKTHR 

TFSTR*GDLRKTHRTFSTR*GDL 

RK T H RTFCTR * G D LQ KTHRTFS 

TR*GDLRKTHRTFSTR*GDLRK 

THRTFSTR*GDLRKTHRTFCTR* 

GDLRKTH RTFSTR* G DLRKTH R 

TFCTR*GDLRKTHRNFSTR*GD 

LRKTHRTFSTR*GDLRKTHRTF 

CTR*GDLQKTHRTFSTR 


5269 


35637 


A 


5310 


235 


453 


SHWPWLCSSTSCSSQRSIVSSG 

MARGPFLRKRDLLFPPPPPGSH 

GLELLEI1FHQGISQVHHLLHLQ 

V WL * N LN V PDSSLP A EN EATG P 

GFVPPPLAPVRGPLFPV\D\ARGP 

FLRKRDLLFPPPPPG\AM\FGASR 

DYFPPGDFPGPPPAPFASMAFL 

N 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ JI>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5270 


35638 


A 


5311 


2 


2333 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELVICAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLIEEKSKLL 

EKFSLVQKEYEGYEVESSLKDA 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEKSKHS 

EQDELMADISKRIQSLEDESKSL 

KSQVAEAKMTFQIFQMNEERL 

KIAIKDA LN ENSQLQESQKQLL 

QEAEVWKEQVSELNKQKVTFE 

DSKVHAEQVLNDKESHIKTLTE 

RLLKMKDWAAMLGED1TDDD 

NLELEMNSESENGAYLDNPPK 

GALKKLIHAAKLNASLKTLEGE 

RNQIYIQLSEVDKTKEELTEHIK 

NLQTQQASLQSENTHFENENQ 

KLQQKLKVMTELYQENEMKL 

HRKLTVEENYRLEKEEKLSKV 

DEKISHATEELETYRKRAKDLE 

EELERTIHSYQGQI1SHEKKAHD 

NWLAARNAERNLNDLRKENA 

HNRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

QITNERGESSCDRLTDPHRAPS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMDGS 

MPSEMESSRNDTKDDLGNLNV 

PDSSFPXAKKEATGPGFVPPPLA 

PVRGPLFPVDARGPFLRRGPPFP 
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BNSDOCID: <WO O175067A3_IA> 
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SKQ II) 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of his 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion. \=possible nucleotide insertion) 


5271 


35639 


A 


5312 


141 


2788 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSGSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QPYLGLLLEELRRVVAALPEG 

MRPDSNLYGFPWELVICAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGUEEKSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEKEATEAQSLEATCEKLNRSN 

SELEDEILCLEKELKEEKSKHSE 

QDELMADISKRIQSLEDESKSL 

KSQVAEAKMTFQIFPMNEERLK 

IAIKDALNENSQLQESQKQLLQ 

EAEVWKEQVSELNKQKVTFED 

SKVHAEQVLNDKESHIKTLTER 

LLKMKDWAAMLGEDITDDDN 

LELEMNSESENGAYLDNPPKG 

ALKKLIHAAKLNASLKTLEGER 

NQIY1QLSEVDKTKEELTEHIKN 

LQTEQASLQSENTHFENENQKL 

QQKLKVMTELYQENEMKLHR 

KLTVEENYRJLEKEEKLSKVDEK 

ISHATEELETYRKRAKDLEEEL 

ERT1HSYQGQIISHEKKAHDNW 

LAARNAERNLNDLRKENAH1MR 

QKLTETELKFELLEKDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPH RA LSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSGRLSGPAE 


5272 


35640 


A 


5313 


217 


447 


FQRMSGL*GYSPPLGGQPAL*E 
CQGAADSAGG\RGLDSERSLGR 
\PAASGPNTALGWQAQPWS*Q 
AGPELPRAEFLQA 


5273 


35641 


A 


5314 


3 


287 


TLRNRHRELRTCI SGPGI C,l PT 

QVSVVAGGCCVCPSSSQSPVPR 

PPALSAAPWHSHRAGCPPSGGL 

♦PQRPLILWNQPLSNTLLEKELA 

PPPAH 


5274 


35642 


A 


5315 


3 


468 


ALARSPAG*PQSPDGDLCFRHR 
KGERRPAAPAGQCPAGRQRHV 
PAAGRDGKPGRAPGADR*AGPI 

1 HI YHI PA PPPiP.nTP^nQNIPP P 
L-riL. i riL,r r\r k^kjkjkj I rUfolNrivK 

APAQRSE'CTPPPPQ* RNNRKLPS 
TRAGLLLPS*HVQLSGGLTLCP 
GDRVS*WPQGVLAAPGPGPCT 
HL 


5275 


35643 


B 


5316 


64 


288 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5276 


35644 : 


A 


5317 


73 


265 


NGRTSRCFSPGKH*EYCSGTFH 
PLQVVGKIYSNLDKIL*ASRAR 
WGLCSRKPGYWSCTQPPTSS 


5277 


35645 


A 


5318 


125 


461 




5278 


35646 


A 


5319 


298 


593 


LGVEVEPVTGGDAVIGASHDAF 

LQVNIESIVPEHSTRCKLLGKFI 

RJWIKYFRHLVHGGGSAPVSLV 

TGPVHGDSLLGPVAPEPPRVVE 

PARQVRAHAVVVAGPLRRGRG 

LGRHRJLRARSG*GMPQSVRGA 

CGAQGHGPAGEDQRLLPRERG 

PAGQ VQQPG WPG LQDPEGCL 

RVQDQ*PGLREQSPHRARDA*S 

ILSKFE*IFPTTCSGWNVPEQYS 

QCLPGEKHRDWPR*LHHLL*PA 

QLPPPVTTSTGHPSAIEGLETPL 

RSPLTPGPPGKSIIPHHPQSPDCD 

GTDCAAFPENIIRLRSRKICKRG 


5279 


35647 


A 


5320 


1 124 


1835 


HSLHFPKFPSFLFLTLITLGLLM 

AVPPGL1TTHQQRQAML*YKPL 

ARLLEPLISFPSWKSILKEITSQC 

SfCYSTTPQRLFRPPPFPTHQTR 

GFAPPR/HWQ1D1THMPQVRKL 

KYLLVLVDTGSKKATVVISSLL 

SDI1PRFGLPTSIQSDNGPAF1SQI 

TQAISLALGIQRTHGLLKTHLT 

NLSHQLKKDWTILLPLSLLRIQ 

ACPRNATGLHSDG/VGPKLLPG 

SPFQLHHWDSP 


5280 


35648 


A 


5321 


1 


1758 




5281 


35649 


A 


5322 


1 


1967 




5282 


35650 


A 


5323 


76 


1908 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5283 


35651 


A 


5324 


524 


2144 


QSDLSASQHGLFPLATEVRSSG 

AASCPDSDSICPAPTIAPGRATP 

PQANCWASEGTLRYQALPGNR 

APVSQVSQAGGANLCVQQPKK 

HLTNFKSGKRPLFTLFSNLQGP 

RSRPVAFLSKQLDLTVLGWPSC 

LRAAAAAALIVLEALKITNYAQ 

LTLYSSrFNFQNLFSSSHLTHILF 

CSPGSFSCTHSLLSLPQLPIVPGP 

DFSPASHIILDTTPDPHDCISLIH 

LTFTPFPHISFFPAPHPDHA*FIN 

GSSTRPN RHTPAKAGYAIVQVT 

SPPLKTSHFLS1VEIYPQGNNFS 

VFHLLFYYSSGI1QAPLLSLHIKL 

RDLPPPRTG KSALLNMPRVRKL 

KYLLVLVDTGSKKATVVISSLL 

SDI1PRFGLPTSIQSDNGPAFISQI 

TQAISLALGJQRTHGLLKTHLT 

NLSHQLKKDWTILLPLSLLRJQ 

ACPRNATGLHSDGEARSSFQAH 

HFNFITHGTVPDVFVPILQLLNE 

DFEDPCLGYLPSPEISICLEPTSW 

SKDRSCSSGEEGSAGQTVTGDL 

HKAQTPELDQPASLNCPDL 


5284 


35652 


A 


5325 


1 


420 


RTRGGEKE* EE1CQRSRR*RIK*E 

EEEK*RRSRGAGDKG*NERRRR 

NRGEPVEKEEDDRRRKROWRR 

GEEEKRRJIGRNCGGGGGFFKF 

DGRRRRLPCFLLLPSLLVSL I W 

LVSFLPCVFGFFGAPAVVFARF 

RGLRAFCRF 


5285 


35653 


A 


5326 


2 


467 




5286 


35654 


A 


5327 


269 


777 




5287 


35655 


A 


5328 


2443 


2627 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ+YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5288 


35656 


A 


5329 


57 


394 




5289 


35657 


A 


5330 


33 


311 


HNTLPKTKPWFQEPGDEEPQQE 

EPPTESRDPAPRLPRSP*SADPP 

WRSQRPQGLTRPPPEPLRPHGS 

PPAHLSLFCQRSCPGPQERPHPS 

TM 


5290 


35658 


A 


5331 


226 


406 




5291 


35659 


B 


5332 


51 


90 




5292 


35660 


A 


5333 


1 


348 


PPSQRV*GWHEMRQGGRQHAQ 

PVLSOOGLTAGHCHHOHCRRP 

LACDVRPVVYEKVSRDHGLVS 

GQFTN/PAPESQGQSTSPPRHTGR 

KQARAGGEICKVTSDPANTAQH 

NPNTGSRGRP 


5293 


35661 


A 


5334 


109 


380 
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SEQ ID 


SEQ Il> NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkm»vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


5294 


35662 


A 


5335 


448 


724 


WPSRSALAAGGRTAPTPRSRAG 
PPAR*RAGRESARGTS*GIRPRS 
QPARRPCPPA P VG RG LPPG PA R 
PPPRAAPREPPRCRAAAHTSRP 
AGS 


5295 


35663 


B 


5336 


1 


1554 




5296 


35664 


B j 


5337 


99 


366 




5297 


35665 


A ! 


5338 


1 


714 




5298 


35666 


C 


5339 


391 


689 




5299 


35667 


A 


5340 


2 


614 




5300 


35668 


A 


5341 


2 


461 




5301 


35669 


B 


5342 


45 


1 148 




5302 


35670 


A 


5343 


215 


849 


IKRLPLMKRMWL*LQPESLEIA 

GILVQ*MIE*QPKKGTNSIPVSK 

PSPA/VQKPNGQWRQVQDLRLI 

SDAVIPLYPAVSNPYTLLSQ1LE 

EAEWFTVLDLKDAFFCI PLRSD 

SQFLLAFEDPTDHTSQLTWTVF 

TQGFMDTPHLFGQSLAQDLGH 

FSSPGTLVLQYVDDLLLAKQQA 

TLDLLNFLANQGYKLSKLKAQ 

LCELLVFSSCARMHS 


5303 


35671 1 


A 


5344 


I 


1035 


MGQVWALVRSTLELFHTDDEE 

EGEYDEVTEEVTEQVYLPAKA 

KVAQEEEVHPYPSAPPHYYFEE 

KEWPDPPDLSFLEDTGRKVVAP 

VTEQHLERLLSVLFRQEFSRLD 

ERDDAVEQLRGVCIRAWEKITS 

GGEQYPSFSAVKQGPKELYADF 

IAWNLLRQESLKKVISDSAAQD 

IVLQLLAFGNVNLDCQAALRPI 

RGKAHLVDYIKACDG1GAKQD 

SERFAFT1PVVNNLQPAKHFHY 

FTDGSSNGKASYSGSKGQNQQ 

PIWILSRHLKPYHEPDAKEEIPG 

G/CPRTPWLQPCRD*C*GGPVP 

VTSNTR*TQPPTWGQ1KKLSQM 

VEENLRKAGQLVTMTVYWN 


5304 


35672 


A 


5345 


1566 


1767 


KGGWSQRHSQGACYTCRKSGH 
W A KECPQPG 1 PPKPRPIC VG PH * 
KSDCSTHLAANPRAPGTLAQGS 
L 


5305 


35673 


B 


5346 


1 


3429 




5306 


35674 


A 


5347 


I 


1776 




5307 


35675 


A 


5348 


1 


933 





BNSDOCID: <WO 0175067A3_IA> 



630 



wo 



01/075067 



PCT/USO 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5308 


35676 


A 


5349 


1 


1743 


MGKVWAVVRSTLELFHTDDEE 

EGEYNEVTEEI TEQVYLPAKAK 

AVKEREQRGNITATFEPFPFKLL 

KEFKQAINQYGPGSHFVMGLL 

KNVAVSSQMIPTDWDALTQAC 

LTPAQFLQFKTWWAHEASIQA 

ACNAQAQPQIN1TTGQLLGVGG 

WAGLDAQVVMQDDAIEQLRG 

VC I RA WEKIPLCG EQ Y A SFS A I K 

QGPKEPYVDFIAWLQESLKKVI 

ADSAAQD1VLQLSAFDNANPDC 

QAAL*PIRGNAHLVDYIKACDG 

IRGNMHKATLLVQAMAGLRVD 

KGNPLLPGACFNCG KHGHTKQ 

ERRKKS VSQA AR WG KRKTADP 

EICPKCKKGKYWANQCHSKFD 

KDGTL1SGNAMRAEQDCEWFT 

FTIPAVNNLQPAKHFHRFTDVS 

SNGKASYSGSKGGQARVQLFE 

NASVRATNSDLPQSSLWCRRKT 

SVSVAVLVSATIP1SRVQGPSQV 

LGQGEKQTNQNVVPNPYTLLS 

OIPEEAKWFTAI Dl KDAFFPIPI 

HSDSOFLFAFEDLTDHTSOl TW 

TILPOGFRDSPHLFGOALAODI 

GHFSSPGTLVLOYVDDI I 1 AT<s 

SEASCOOATLDFI SFI AN 


5309 


35677 


A 


5350 


1 


1085 




5310 


35678 


A 


5351 


1 


3105 




5311 


35679 


A 


5352 


1 


5172 




5312 


35680 


A 


5353 


41 


324 




5313 


35681 


A 


5354 


18 


270 


KLSQVCIDLL*IREGERDMYPG 
WA KFPSP YSLKGT* PI AQG VL W 
SFGDFFYC/IPSTLPTPKSWRLFE 
SPFPESLTPVSLVWWPC 


5314 


35682 


A 


5355 


80 


384 


SNNRTEG A WGKCOLM S S/PLTF 
POVTLTIDSOEIDFLLDTGAAFS 
VLISCPEQLSSRSVTI*GILGQPV 
TRYFSHLLSCNWETLLFSHAFL 
VMPESPTPLLGR 


5315 


35683 


C 


5356 


99 


317 




5316 


35684 


A 


5357 


388 


476 


KVCPRPCRTSM/LP1 RI I * KLPQV 
CLDLL*I1EGEGDMYPG*AKFPS 
PYCLKGT*PGTIAGSWARGVSA 
AASPSYSSPSY j 



631 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEOIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn > 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5317 


35685 


A 


5358 


254 


849 


LQPESLEIAGILVQ*MIE*QPKK 

GTNSIPVSKPSP/GVQKPNGQW 

RQVQDLRLISDAVIPLYPAVSNP 

YTLLSQILEEAEWFTVLDLKDA 

FFC IPLRS DSQFLL AFEDPTDHT 

SQLTWTVFTQGFMDTPHLFGQ 

SLAQDLGHFSSPGTLVLQYVDD 

LLLAKQQATLDLLNFLANQGY 

KLSKLKAQLCELLVFSSCARMH 


5318 


35686 


A 


5359 


1 


909 




5319 


35687 


A 


5360 


153 


436 


CFCCCVEGNKPRNLQRTTKTPR 
LSVMSPSSCRGRGIWPNPGTC/R 
PSPSL1*SRSRQTWRITTPCQQG 
N KTGQRMN LTN * QEQ A SEGG * 
♦QTPLS 


5320 


35688 


A 


5361 


1 


1632 




5321 


35689 


C 


5362 


1 


675 




5322 


35690 


A 


5363 


604 


1047 


SNNRTDNPTSVAYLSKETDVV 

AKGWPHCLWVVVAVAILVLEA 

IKIIQGKDFTVWTSHDVNGILG 

AKGNSWLSDKRLLRYQALLLE 

GPVLQIHTCVALNPAIFLPEDGE 

PI K H D YQQI V AQTY VT* EDL L E 

VPLANPDLNLYTNGSSFV 


5323 


35691 


A 


5364 


749 


1002 


QLKKGTNSLLVSKPSPVWIPTG 
TLTQIMGTG V AN1C* PVF* KD* G 
ELGKMNYAMMSTITQGKEENP 
AFLKWLWEALRKYTPLSP 


5324 


35692 


B 


5365 


1 14 


2309 




5325 


35693 


A 


5366 _j 


413 


1 157 




5326 


35694 


A 


5367 


105 


478 


YGHCCYDHR1CCFFPATEQKVC 

PCAAQG*PL*LRGDDPEMSVYI 

♦QLPLYYSSDLLSAANEVQILAF 

FQGDVSFFPVATTTDTLSVTFN 

FPFNYQGVNDFDFDFKQFLHSS 

FDFCFG RVFSN FE 


5327 


35695 


A 


5368 


531 


1087 


RLQPPGAPVEDITRPVSAKPRD 

ADRNSTGCYLV*LQHQRQTES 

GRQLSGL*GPGCNGVH/ASLYR 

TSAMFAERFGSYSRRSTTAGIPS 

LLRLKSTIRRSDRSRRKAQRKR 

CGQVMPQHRRSIRPLLQPITPSL 

NRNLHRSPHRSRNRWSRLNRR 

LKHHLRRSQNRSRSWKKKLHR 

RVKPMLCNWVR 



632 

BNSDOCID: <WO 01750S7A3 IA:- 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


5328 


35696 


A 


5369 


544 


1381 


VNPALQVLVVAITPPPSLPSPSC1 

RVLTRVSMAIAAKPLCLAVCAV 

VEGGRIRALVAVAAWGAGVTG 

GPAGLIACGPVSPSVIRGQFRHA 

GISFFLYAIGGEMVPAVRRQNH 

TPA*HKRFAKAFQLAHPNAVN 

AEHFAGGDRHLFSHLNQGCVV 

KHHVRRDITFIGYRFTQFA 


5329 


35697 


A 


5370 


81 


863 


AYGNPVEIAGGARQAGVNFTG 

VFRPRFSRRWRR1SGETCKJLWW 

RRWRSAWASINQTFASWSTLIF 

RAISNPURKPDAPGVMACPRKR 

CCFTIRLIWRGCAVVWKRSR/E 

GQLQDIERHKLNAMGAFAEAQ 

TCRRLVLLNYF/GRRASGAVRE 

LRYLPRSAETVRRFNRCSDCPF 

HHWSCESAVWDGLCGGSDSCC 

GVSRARLFASPVNLPITGEIPER 

G FHPFCG RTTENG KN HPRMLFI 

WRSNCSVLPVKVMSLCSSTPCP 


5330 


35698 


B 


5371 


12 


273 




5331 


35699 


A 


5373 


145 


336 


SEEEEEDEEEEEEEEEEEEEEEE 
E*EEGESAIICAKVC1SVFPRRK 
NELNMAITPNTIPKLNHW 


5332 


35700 


A 


5374 


294 


657 


VAPGDRHAFHGGGSGLSPELTL 

PQTQCCAQATVQGLEGTRSWS 

QSGTSSLSPWSHTSLACPQKEE 

G E EEEEE EEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEAKTQ*KSG 

QKI*TDSPQfCK 


5333 


35701 


A 


5375 


2 


588 


SRPGITGSTISYGDPGHGAGPPG 

ADLGPARSLKPERAAGAQLAA 

GEARQSGDPGLPGGPGHSLGTA 

PC*VDKGWGHPVSTVHHQRQP 

QPGGLRAPGTALLAGTQPSHPA 

AGPWEPQPQRGVRVLGGRRDS 

*VGGG*GQHNKALWGPR*PHT 

EQKPDRKLSRIPLRAAGGEKRG 

CGCDRAGCLVLGPPQLPAQGL 


5334 


35702 


A 


5376 


1 


445 


SLSHRAGGGGGVGGGAVCLFS 

PPRTKRESAPESPSRVLGHSPVP 

S*GAPSTRGSVSRJLTSGGTHER 

SNGLTCHRNQAGTGPSALRSGR 

P*CLSRANPPGSKRSAGPVHEE 

RT* PCRLSGS AG1TQ* DGN* KAG 

PRVPEAPERGCATC 



633 

BNSDCCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possib1c nucleotide insertion) 


5335 


35703 


A 


5377 


3 


313 


QNDEVAFRKLKLIIEDVQGKSY 

LTNFHGMNLTMDKMCSMVKK 

WQT V I E A H V D V KTTN G Y L LC L 

FCVGFTKKCNNQIWKTSLF'OO 
SNMEDFFVLTTGIISIILHRPFLV 

VTDYDQ 


5336 


35704 j 


A 


5378 


45 


764 


TSFLTTGGKKGSXKKKVVDPhS 
KKD/WL*YVKHRAMFNIRNIGK 
DVGSPRTQGTKIAS\DGLKG\KV 
FEWSLADLQNDEVAFRKI KLIT 
\E D VQG K\NC\LTN FHGMDLTP* 
QKCCSM VKKM/WQTM 1* SSPL 
MVKT1ADGLLASVCSCVGI IKK 
\RNNQIRKTSYAQHQQVRQIRk 
KMMEIMTREVQTNDLKEVVNk 
LIPDSIGKDIEKACQSIYPLHDVF 
VRKVKMLKKPKFELGKLMELH 
GEGS 


5337 


35705 


A 


5379 


3 


501 


SSARFVSSSSSGGYGGGYGGVL 
TASDGLLAGNEKL'I MQNLNDR 
LASYLDKVRALEAAKILSDMRS 
QYEVMAEQNRKDAEAWl TSRT 
EELNREVAGHTEQLQMSRSEV 
TDLRRTLQGLEIELQSQLSMKA 
ALEDTLAET/EGDVRADSERQN 
QEYQRLMDIKSRLEQE 


5338 


35706 


A 


5380 


1 


716 


AQLKVKFWYWPEAGAGGLRR 

FKHYXYTPFKDCRDKILGATIKN 

SRIVLQIDNAGLAADDFRTKFE 

TEQALRMSV*ADITGLRRVLDE 

LTLARTDLEMQIEGLKEELAYL 

KKNHEEEISTLRGQVGGQVSVE 

VDSAPGTDLAKILSDMRSQYEV 

M A EQNRK D A E A W FTS RTF H LT 

REVAGHTEQLQMSRSEVTDLR 

RTLQGLEIELQSQLSRLWGFCC 

PLEGVFWVEGWEGRDPYPRLF 


5339 


35707 


A 


5381 


3 


832 




5340 


35708 


B 


5382 


141 


1067 





634 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ N> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5341 


35709 


A 


5383 


3 


1316 


GVAPSVLRLAMTSYSYRQSSAT 

SSFGGLGGGSVRFGPGVAFRAP 

SIHGGSGGRGVSVSSARFVSSSS 

SGAYGGGYGGVLTASDGLLAG 

NEKLTMQNLNDRLASYLDKVR 

ALEA ANGELEVKI RDWYQKQG 

PGPSRDYSHYYTTIQVELRDKIL 

GATIENSRJVLQIDNARLAADDF 

RTKFETEQALRMSVEADINGFR 

\RVLE*S*TLAQEPNLEDARIEG 

LKEEXLAYLKKNHEEEISTLKGP 

KCEAQV\SVEVD\SA\PGTRSSPK 

ILSDMRS\QYEVMAEQ\NRKD\A 

E A\ WFT\SR\TER1 ETRE V A WPH R 

SSFQMSQAPRLLDLAAATPQGS 

♦DLSCOSOLEPLKAALGKTPLA 

ENRKANRFGNPQLAPYPQALDS 

AVI * KPQLG/Dl VA KLDSSTG RI 

QEYQ\RL\MDIKFARLEQEIAHP 

NRSLA/LEGQEDHYTsTNXLFASK 


5342 


35710 


A 


5384 


23 


279 


GCLRGSLERCGTLCKI\SLHEISG 
PESRVQVQPLSSREEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEERKK 
ECSKAQCKHFPLSEVL 


5343 


357! 1 


A 


5385 


1 


507 


MEKNEKEQEEEEKKEKNSKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEE/EEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEKKKKKK 

KKKKKKKKKKKKKKKKKKKK 

RKKKKKEEEEKVVEEEDEFIWF 

LGNSLYFPSFSHFAWSQIPSRED 

EGERRLRVNSMIMDFTSNTNH 


5344 


35712 


A 


5386 


3 


259 




5345 


35713 


A 


5387 


53 


387 


LEEEKEEEKEEEKEEEKEEEEEE 

KE/DEEGEEGEGGEGEEGEEGE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEMIVLKIIVAKQLF 


5346 


35714 


B 


5388 


1 


1446 




5347 


35715 


A 


5389 


3 


122 




5348 


35716 


A 


5390 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEKI 
FLGHRVGI 


5349 


35717 


B 


5391 




1269 




5350 


35718 


B 


5392 


44 


244 





635 

BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/US0 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


5351 


35719 


A 


5393 


1 


626 


EEGEVEEEGEEEEEEEEGEGEE 

EEEEEGEGEGEGEGEGEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEQEEEEEEEEEEEEE 

EEVEEAAAAAAASRDSHTSLEL 

TYWPPCPALRDTLVSNCSLSSL 

CTSGDSFHW*ETTIPAMSSCSH 

QHSLHQLGHPRQILMRMASLM 

RRIC\EDHPATAEQ**HV*GPPD 


5352 


35720 


A 


5394 


2 


506 




5353 


35721 


A 


5395 


1 


480 




5354 


35722 


A 


5396 


j 


492 




5355 


35723 


A 


5397 




870 




5356 


35724 


A 


5398 


111 


407 




5357 


35725 


A 


5399 




651 




5358 


35726 


B 


5400 




2427 




5359 


35727 


A 


5401 


571 


966 


SPFTNSRLT1FISFSECGQIAEIYI 

LSQPFMVRIMATEPPirNLQPGN 

FTLDIVSRDHTTAL*PGRQEQNS 

VSKKKEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEKKKK 


5360 


35728 


A 


5402 


1 


1674 




5361 


35729 


A 


5403 


1 


306 




5362 


35730 


A 


5404 


2 


431 




5363 


35731 


A 


5405 


1 


585 




5364 


35732 


A 


5406 


1 


708 




5365 


35733 


A 


5407 


3 


595 




5366 


35734 


A 


5408 


287 


659 




5367 


35735 


A 


5409 


! 


633 




5368 


35736 


A 


5411 




634 




5369 


35737 


A 


5412 


344 


481 




5370 


35738 


A 


5413 


I 


525 




5371 


35739 


A 


5414 


1 


501 




5372 


35740 


A 


5415 


1 


461 




5373 


35741 


A 


5416 


302 


567 


MLCCLE1SSTRYPKSSLSSSKFH 
KSLGQGQNAASLFAKT*RESPL 
LQFPASSSSPSETTSAWTLLFISL 
SAFLTKAFNKSLGGSKLSH 


5374 


35742 


A 


5417 


251 


844 


N LGRGSQTS I L D FC A P AG LI PCG 

SCQGLGLPHSEATARAVYWPL 

SAMAGVAGTQGTKSLDSSLFA 

KT*QESPLLRFPTSSSSPSETTSA 

FILLF1SLSEFLSKPFNKSLGGSK 

LSHIFVSSSEPSKLSQPLHMP1Q 

ARISSFTSGHTDDSTVLFSVLLK 

LPLPVPSQAFSLKPGSIVMLLSS 

WSDNFNIPS1SDSDA 


5375 


35743 


A 


5418 | 


1 


1113 




5376 


35744 


A 


5421 


I 


337 





636 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/USO 1/0863 1 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
uv/rwu,x i / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5377 


35745 


A 


5422 


2 


680 




5378 


35746 


A 


5423 


144 


373 




5379 


35747 


A 


5424 


1 


597 




5380 


35748 


A 


5425 


3 


3319 




5381 


35749 


A 


5426 


1 


612 




5382 


35750 


C 


5427 


46 


168 




5383 


35751 


A 


5428 


1 


663 




5384 


35752 


A 


5429 


10 


417 


1 A I MN DT V A I RT R K F M TN R L L E 

RKQMVIDVLHPGKATVPKTEIL 
FKI AOMYKTTPDVlFVFriPIM'M 

' « »■ Li/VV^IVI I Pv ill L/ V 1 r v n VJ I IX 111 

CGGGKTTGFGMIYDSLDYAEK 
NEPKHRJLARHGLYEKKKTS*K 
QRQERTNRMKKVRGTAKANV 
VAG*KPNE 


5385 


35753 


A 


5430 


67 


263 


GKTTG\FGMIY\DCLDYAKKNE 
PKHRRARHGLYEKKKTSRKQR 
KERKNRMKKVRGTAKANVGA 
GKK 


5386 


35754 


A 


543! 


2 


537 


TPGSTTTTKFPTASTSEDRSPIM 

ND\TVTIPH*EKFMTQPTYFRGN 

QMVI\DVLSPPGKGDQCPK1 IRK 

FGKKLAQNVPRPTPDWIFVFWl 

QN F I FGGG KTT\G F\G M 1 YG FPG I 

YAKEKMNPDHRLCKDMGLVL 

RKEKGPSRKANGKGTARNRIG 

RXVPGGTGKGPNVGCWAKRR 

NEVSSS 



BNSDOCID: <WO 0175067A3JA> 



637 



WO 01/075067 



PCT/U S0 1/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5387 


35755 


A 


5432 


1 


2195 


ARGLSMGH*FP/PHFQCALA*M 

PAPGRGPPPPLPP/CPDAPPACA 

ATMERPEAGLRVAPRSPVQPGC 

TSVLPVAKRFNARILWLKRPQR 

QLWSLWRAQATVSLGGFHVM 

LSLQVHRINARVKEAWQLPPRF 

QMMYQKAWVLRQKPAAAVEP 

SQRNSPRAMLGGNVGLEPPPRV 

STRALPSG A VG RG LPPSRPKND 

TATGSLHPELGKAADIQFHPVR 

AATGASPCKS1GTELPKALGAH 

VLLQCALDVGHGVEGELWSFK 

TRQPSDFS1 FSPPFPPF YSTKPPLS 

SWPIPNEPLGTPPRRGRGGAEG 

LLTSQCSHILNGLCFTGGINSNE 

CENVSRKKKMSEEFEANTMDS 

LVDMPFATVD1QDDCGIFFDVW 

KLR VNCQEI LANRHPG RAMRK 

VVLTKTSWEGESLAVGKLPLK 

RLVSLDCQLRCLQCECGIL1RQ 

HVVWLERTTGHWHPRSSQSCR 

LNTTSTALEHCNAFIY1MTVCSH 

KLKDHSHDNGKSSGFLNPVAA 

PHSC1VMGHLTLLITTSYYTPLT 

KPDTDPTLKKEGLISQDSSSLEV 

LLHTDPLGKRGTPDPRVDDDSL 

GKFPVTNSQARKRILEPDDFLD 

DLDDEYCEDAPKHRGKGCGSA 

HKELDASNLEDQDKPYACDIC 

GKRYKNRPGLSYHYAHSHLAE 

EGEDKEDSQPPTPVSQRSEEQK 

SKKGPDGFALPKNYCNFCLGNS 


5388 


35756 


A 


5433 


1 


580 


FSPLIHL1LSGHSTCFREHRVGG 

KVTDQQDPKAEEFFLVQNKMK 

SLPCLLLSTQTRQPSDFSIFSPPF 

PPFYSTKPPLSSWPVLNELLGTP 

PRRGGGRAEG/PPHFPVG\GPGR 

GAPSPPRRGGWPGGGLTPQPPS 

RTGRLAGRGADPPTSLPDGAA 

GRAGG*PHHLPPGRGGWPGRG 

APHFPVGVAGQRRLFIC 


5389 


35757 


A 


5434 


405 


685 


KVSHVYFYPHRPRNHPISQFFPH 

PSRLSIPQNRHCHHGPS/RNEPL 

GTPPR/PGSWPGRGAPHFPETFN 

HGRRWKGSRHVFTWPEQERE 

WGSATHF 


5390 


35758 


A 


5435 




654 




5391 


35759 


A 


5436 




426 




5392 


35760 


A 


5437 




548 




5393 


35761 


A 


5438 




459 




5394 


35762 


A 


5439 




346 





638 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



si«;q id 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
0v/>40,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5395 


35763 


A 


5440 


1 


1248 




5396 


35764 


A 


5441 


1 


1257 




5397 


35765 


A 


5442 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDI YRSLH 

AKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDHS 

A I KLELRI KNLTQNRSTTWKLN 

NLLLNDYWIHDEMICAEIKMFF 

ETN EN KDTTY QNLWDAFKATA 

SKTNKEKEK1MQIDT1KNDKGD1 

TTDPTEIQTTIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLMQE 

EVESLNRPITGAEIVAUNSLPTK 

KSPGPDGFTAEFYQRYKEELHI 

NRAKDKNHMIISIDAEKAFDKI 

QQPFMLKTLNKLGIDGTYFKHR 

AIYDKPTANIILNGQKLEAFPLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMTVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRJK 

YLG1QLTRDVKDLFKENYKPLL 

KEIKEDTNKWKNiPCSWVGRIN 

1MKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKARARI 

A1CAILSQKNEAGGITLP 


5398 


35766 


A 


5443 


1007 


1719 


TEPKTKTT*LSQ*MQKKPLTKF 

NNPSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVICLSLFADD 

M1VYLENPIVSAQNLLKLLSNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLG1 

QLTRDVKHLFKENYKPLLKEIK 

EDTNKWKNIPCSWV\GRIN!VK 

MAILPKVIYRFNAVPIKLPMTFF 

TELEKTTLKFIWNQKRACIAKSI 

LSQKNKAGGITLP 


5399 


35767 


B 


5444 


1 


1020 





639 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: ! 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop eodon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5400 


35768 


A ! 


5445 


1 


1576 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEI VAIINSLPTKKSPGPD 

GFTAEFYQRUSNFSKVSGYRIN 

VQES\QA FLYTINRQTESQI M S A 

LPLTIASKRJKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

N1PCSWVGRJNIVKJV1AILP/KEL 

EETTLKF1WNQKRARIAKSILSQ 

KNKAGG ITLPDFKLY YKATVT 

KT A WY WYQN RDRDQ WN RTEP 

SE1MPHIYNYLIFDKPEKNKQW 

GKDSLFNKWCWENWLA1CRKL 

KLDPFLTPYTRINSRWIKDLHV 

RRKTIKTLEENLGNTIQDIGMG 

KDFMSKTPKAMATKAKIDKW 

DLIKLKSFCTAKETT1 RVNRQPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTNNPIKKWAKDMNR 

HFSKEDIYAAKKHMKKCSSSLA 

IREMQIKTTMRYHLTPVRMAII 

KKSGNN/R/CAPGTPERQNHSLS 

WKGS*SQEPSGLAQWIPLPWSP 

AS*DPLA*NSCCQHSCLKSTWD 

AQACARKLRTLIKGYRNCQLE 


5401 


35769 


A 


5446 




984 




5402 


35770 


A 


5447 




1563 




5403 


35771 


A 


5448 




1449 




5404 


35772 


B 


5449 


] 


1605 




5405 


35773 


B 


5450 




1569 




5406 


35774 


A 


5451 




690 


MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYNPLLNE1KEDTNE 

WKNIPCSWVGRINIVKMA1LPK 

ATVTKIAWYWYQNRDIDQWN 

RTERSE1MPHIYNYLIFKKPEKN 

KQWGKDSLFDKWCSENWLAIC 

RKLKLDPFLTPYTKINSRWIKD 

LN V RPKTI KTL E EN LG 1TIQD1 G I 

GKDFMSKTPKAMATKAKIDK 

WDL1KLK\FCTAKETTIRVNRQS 

TKWEIISSLD 


5407 


35775 


A 


5452 


1 


1919 





640 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


5408 


35776 


A 


5453 


1 


1416 


MI1LIDAEKAFDKIQQPFMLKTL 

SKLGTDGTYLK1IRAIYDKPTAN 

1 1 LNGQKLE A FPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRJNIVKMAILPXR 

DIDQW/N RTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRW1KDLNIRPKTIKTLEEN 

LGIT1QDIGVGKDFMSKAPKAM 

ATKAK1DKWDL1KLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

KGLISGIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSKEDIHAAK 

KHMKKCSSSLAIREMDIKTTMR 

Y HLTPVRJS4 A 1 1 K KSGNNRC WR 

GCGE1GTL 


5409 


35777 


B 


5454 


| 


810 




5410 


35778 


B 


5455 




1277 




5411 


35779 


B 


5456 


130 


1701 




5412 


35780 


A 


5457 




1395 




5413 


35781 


A 


5458 




1646 




5414 


35782 


A 


5459 


j 


759 




5415 


35783 


A 


5460 


2821 


5781 




5416 


35784 


B 


5461 




2025 




5417 


35785 


A 


5462 


! 


3663 




5418 


35786 


B 


5463 


j 


2265 




5419 


35787 


A 


5464 


j 


2241 




5420 


35788 


A 


5465 




2478 




5421 


35789 


A 


5466 


j 


2067 




5422 


35790 


A 


5467 


j 


2988 




5423 


35791 


B 


5468 


1 


2061 




5424 


35792 


A 


5469 


j 


2141 




5425 


35793 


A 


5470 


j 


400 




5426 


35794 


A 


5471 




2507 




5427 


35795 


A 


5472 


! 


768 




5428 


35796 


A 


5473 


1 


1527 




5429 


35797 


A 


5474 




1293 ♦ 




5430 


35798 


A 


5475 




1038 




5431 


35799 


A 


5476 




1572 




5432 


35800 


A 


5477 




1290 





641 
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SEQ1I> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l inknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5433 


35801 


A 


5478 


1 


524 


MSELPFRIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTNK 

WKNISCSWVGR1N1VKMAILPK/ 

VKHR/FSACLQSLGRSGTTGLE 

ALAM*PIWPQEVE*VKFPALPS 

GASSTKGGCVP*QIQVEERLLS 

WKL*QA*TSW\YQRQRRSDSSL 

RERK*PKSIQRNVRRLSYYTP 


5434 


35802 


A 


5479 


2 


1547 




5435 


35803 


A 


5480 




2376 




5436 


35804 


A 


5481 




1824 




5437 


35805 


A 


5482 




1071 




5438 


35806 


B 


5483 


1 


1839 




5439 


35807 


B 


5484 


, 


1368 




5440 


35808 


A 


5485 


1 


1884 




5441 


35809 


A 


5486 


, 


1053 


- 


5442 


35810 


B 


5487 




2532 




5443 


3581 1 


A 


5488 




2373 




5444 


35812 


A 


5489 




2361 




5445 


35813 


A 


5490 




2274 




5446 


35814 


A 


5491 




1686 


MASPGPAPTASPKJHSELLTATR 

EAQRHHPVPRGQDLVTSESFSL 

SFCFSAAIFIFELLGSNSEGVTDL 

RLWLCQPAPRCGEWTYNPLEQ 

CCDDGVILDLNQTRLCGSSCTF 

WPCFQHCCLESLGSQNQTVVRF 

KVPGMKPDCKSSPITRICAQAG 

VQISNFSKVSGYKINVQKSQAF 

LYTNNRQTESQ1MSELPFTIASQ 

R1KYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKNIPCSWVG 

RINIVKMA1LPKVIYRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

LIAKSILSQKNKAGGITLPDFICL 

YYKATVTKTAWYWYQNRDID 

QWNRTEPSEITPHIYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

LA1CRKLKLDPFLTPYTKINSRW 

IICDLNVRPKTIKTLEENLGITIQ 

DIGMSKDFMSKTPKAMATKDK 

IDKWDLIKLKSFCTAKETTIRVX 

NRQPTKWEKIFATYSSDKGLIS 

RIYNELKQIYKKKTNNPIKKWA 

KDIVTNRHFSKEDIYAAKKHMK 

KCSLSLA I REMQ1 KTTNQNH\M 

RYHLTPGHG 


5447 


35815 


A 


5492 


1 


1872 





642 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5448 


35816 


A 


5493 


195 


1494 


PPGQHLQRRCLLRVSGFSENAK 

KGMLEVLARA!\RQEKKIKGIQS 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKLISNFSKALGYKISV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWIGRJNIVKMAILPKVIYGF 

NA1PIKLPMTFFTELEKTTLKF1 

WNQKRAR1AKS1LSQKDKAGGI 

TLPDFKLYYKATVTKTACNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

Q A I DQRS STDTS LSTP A APMVD 

SLIARVGVMARGNAITLPVCGR 

DVKFTLEVLRGDSVEKTSRVW 

SGNERDQELLTEDALDDLIPSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRKAAALTESDYRVLGGEL 

DDEQMAALSRLGNDY 


5449 


35817 


A 


5494 


1 


1845 




5450 


35818 


A 


5495 


1 


2109 





643 

BNSDOCID: <WO 0175067A3_IA> 
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PCT/US01/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


5451 


35819 


A 


5496 


1 


2535 


MKSGHPEKEQDNSDVQETREIT 

IRGLLCTALMRHSTGA1AYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNTIMTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AEIKV1GVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSVITGLQIQVFSG 

KEADSVIKRSIGWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLG 1DGTYLKIIRA I YD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKE1KGIQLGKEEVKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWVGR1NIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKFIWYQKRARITKSI 

LSQRNKAGDITLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSE1TLHIYNYLFFDNPDKNKK 

WGKDSLFNKWC WEN WfLAICR 

KLKLDPFLTPYTKIMSRWIKDL 

NIRPKT1KTLEENLGIT1QDIGMG 

K YFMTKTPKAM ATKA KI DK W 

DLIKLKSFCTGKETTIRVNRQPT 


5452 


35820 


A 


5497 


3 


2284 




5453 


35821 


A 


5498 


1 


1245 




5454 


35822 


A 


5499 


1 


1 140 




5455 


35823 


A 


5500 


383 


1 185 




5456 


35824 


A 


5501 


1 


3159 


MLEVLAWAVRQEKEIKGIQLG 

KEEVKLSLFADNMTVYLENPIV 

SAQNLLKLISNFSKVSGYKVSG 

QKSQALL YTNN RQTESQI M SEL 

PFTIASKRIKYLGIHLTRDVKDL 

FKENYKPLLKEIKKDTNKWKN1 

PCSWVGR1MIVKMAILPKDIIQE 

NFPNLARQANIQIQE1RKTPQRY 

SSRRATPRHIIVRFTKVEMKEK 

MLRAAREKASHHTYSK1DPILG 

SKPLLSKCKRTEIITNYLSDHSAI 

KLEFRIKNL 



644 



BNSDOCID: <WO O175067A3 \A> 
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SKQ ID 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5457 


35825 


A 


5502 


583 


2515 


MQKKPLTKFNNPSC*KLSIN*L1 

SNFSEVSGYKISVQKSQAFLYT 

NNR/QESQIMSELPFT1ASKRIKY 

LGIQLTRDVKDLFKENYKPLLK 

E1KEDTNKWKN1PCSWVGRJNI 

VKMAILPKAIYRFNAIP1KLPMT 

FFTELEKTTLKF1WNQKRARJA 

KS1LSQKNKAGGITLPDFKLYY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRW1K 

DLNVGPNTIKTLEENLGITIQDI 

GTGKDFMSKTPKAMATKAKID 

K RDLIKLN S FCTA KJETTIRVNR 

QPTKWEKIFTTYSSDKGLISRJY 

NELKQ1YKKKTNNPIKKWAKD 

MNRHFSKEH1YAAKKHMKKCS 

PSL A I REM Q I KTTM RYH LTP V R 

MAIIKKSENNSLLAAGGGNRRT 

ANVVAHGFANLLTLDKKTLQEI 

LVHYPDSER1LMKKARVLLKQ 

KAKTAEATPPRKDLALLFPPKE 

ETPKLFKTLLGGTGKASLARLL 

KLKREQAAQKKENSEGGEEEG 

K EN E DKQKENE D KQKENEDKG 

KENEDKDKGREPEEKPLDRPEC 

TASPIAVEEEPHSVRRTVLPRGT 

SRQSLI1SMAPSAEGGEEVLTIE 


5458 


35826 


A 


5503 


1 


2463 




5459 


35827 


B 


5504 


1 


1221 




5460 


35828 


A 


5505 


1 


4494 




5461 


35829 


A 


5506 


1 


2825 


MARTSYGQHFFPTLISMNIDSG 

RQNNGIPKLSTSYSLKPMNTLC 

YLVKRDLEGVLKLR1LTWESSL 

DYPGGPSVITKVLIRQKEGQSQ 

RTRYDNGSRGWSDAIAVKRPQ 

AKECGWPLEAGKGKEWILRKE 

CIPANTLMLAQCPPTLRVGGSV 

CSAWRMIQNSDGERRXRNRIQL 

QAVRLSKVIHDTFRNFPRFVHS 

RELSKGAEKSSSLKKGLEQVI 1 

WTKCRQCGESRCTKKVEERKV 

LHNTFISTSTTITTLG 



645 
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SEO N> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ 1!) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5462 


35830 


A 


5508 


1 184 


4791 


TSMQKSSIKY WQTESSS TSKSLS 

TM1KWASSLGCKAGSVY ANO* 

M*SSI*TEPKTKTI*LSQ*MQKK 

PL/YKIQQPFMLKTLNKLAQNL 

LKLISNFSKVSGYKINVQKSQA 

FLYTNNRQTESQ1MSELPFTIAS 

KRIKYLGIQLTRDVKDLFKENY 

KPLLKEIKEDTNKWKNIPCSWV 

GRINIVKMAILPQVIYRFNA1PIK 

LPMTFFTELEKTTFKFI WNQKR 

ARIAKS1LSQKNKAGGITLPDI K 

LYYKATVT 


5463 


35831 


A 


5509 


516 


2233 




5464 


35832 


B 


5510 


286 


4131 




5465 


35833 


B 


551 1 


1 


491 1 




5466 


35834 


A 


5512 


1080 


3119 


ssglhpwdarlvqytqinkcn 

paykqsqrqkphdylnrcrkk 

afdk1qqpfmlqtlnklgidgt 

yfk11raiydkptaniilngqkle 

afplktgtrqgcplslllfn! vl 

evlarairqekeikgiqlgkeev 

klslfaddm1vylenpiisaqnl 

lklisnfskvsgykinvqksqtf 

lynnnrqtesqimselpftialk 

RIKYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKN1PCSWVG 

RINIVKMAILPKVIYRPNAIPIKL 

PMTFFTELEKTTLKF1WNQKRA 

RIAKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRDID 

QWNRTEPSE1MPHIYNYLIFDKP 

EKN KQ WG KJDSLFN K WC W E N W 

LAICRKLKLDPFLTRYTKINSR 

W1KDLNVRPKTIKTLEENLGITI 

QDIGVGKDFMSKTPKAMAAKA 

KlDKWDLIKLKSFCTAKETriRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELQQ1YKKKTNMPIKKWAK 

DMNRHFSKED1YAAKKHMKKX 

CSSSLAIR\EMQ1KTTMRYHLTP 

VRMAIIKKSGNMRIRRHFQPRS 

AMFFCCCPGGEGSGLQWELLL 

AAWTVLPYPCPAATVGRFLKQ 

AQTADHSFLGHVWRVPSSRSW 

TDKEILSLVVNRQNQEVVQLIG 

GLCGTHT1SPTQHPATG 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in IJSSN 
09/540,217 


Nucleotide 
locution of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=L)nkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5467 


35835 


A 


5513 


2494 


4549 


LQTILQGYSNSKQHGTGTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKKWGKDS 

LFNKWCWENWLVICiKLKLDP 

FLTPYTKINSRWIKDLNVRPKT1 

KTIEENLGNTIQDIGMGKDFMS 

ETLKARATKAKIDKWDLIKLKS 

FCTAKETTIRV1M RQPTKWEKIF 

AIYSSDKGLIPRIYKELKQIYKK 

KTNSPIKKWVKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQI 

KTA MR Y H LTP V RM A I 


5468 


35836 


A 


5514 


1 


5582 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYQTLH 

PKSTEYTFFSAPHHTYSKIDHiL 

GSKALLSKCKRTQIITNYLSDHS 

AIKLELRiKNLTQNHSTTWKLN 

NLLLNDYWVYNEMKAEIKMFF 

ETNEN E DTT YQN L WD AFKA VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERJNKIDRPLARLIKKKRE 

KNQIDTIKNDK 


5469 


35837 


A 


5515 


3371 


5375 


TDTSQKKTFMQPKKHMKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

AIIKKSGNNRSWYFEKINKIDRL 

LARL1KKKREKNQIDAIKNDKG 

DITTDPTEIQTTTREYYKHLYA 

NKLENLEEMDKFLDTYNLPRL 

KQEEVESLNRPIRGSE1VAIINSL 

PTKKSPG PDG FTA EF YHRYKEE 

LVPLLLKLFQSIEKEVILPNSFYE 

ASM L1PKPDRDTA KK EN FRPI SL 

MNIDAKILNKILANRIQQHIKKL 

IHHDQVG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
cod on lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5470 


35838 


A 


5516 


314 


2695 


GSACRDPDPDPLRLVGGGAAA 

PPCSSVSPSAWRQSRPREYYEG 

GRGLHAPDRETALGLGIATSER 

MLGICRGRRKFLAASLSLLCIPA 

ITWIYLFSGSFEDGKPVSLSPLE 

SQAHSPRYTASSQRERESLEVR 

MREVEEENRALRRQLSLAQGR 

APSHRRGNHSKTYSMEEGTGD 

SENLRAGIVAGNSSECGQQPVV 

EKCVRRNPLHFHLIADSIAEQ1LA 

TLFQTWMVPAVRVDFYNADEL 

KSEVSWIPNKHYSGIYGLMKLV 

LTKTLPANLERVIVLDTDITFAT 

DIAELWAVFHKFKGQQVLGLV 

ENQSDWYLGNLWKNHRPWPA 

LGRGYNTGVILLLLDKLRKMK 

WEQMWRLTAERELMGMLSTS 

LADQDIFNAVIKQNPFLVYQLP 

CFWMVQLSDHTRSEQCYRDVS 

DLKVIHWNSPKKLRVKNKHVE 

FFRNLYLTFLEYDGNLLRRELF 

GCPSEADVNSENLQKQLSELDE 

DDLCYEFRRERFTVHRTHLYFL 

HYEYEPAADSTDVTLVAQLSM 

DRLQMLEAICKHWEGPISLALY 

LSDAEAQQFLRYAQGSEVLMS 

RHNVGYHIVYKEGQFYPVNLL 

RNVAMKHISTPYMFLSDIDFLP 

MYGLYEYLRKSVIQLDLANTK 

KAMIVPAFETLRYRLSFPKSKA 

ELLSMLDMGTLFTFRYHVWTK 

GHAPTNFAKWRTATTPYRVEW 



648 

BNSDOCID: <WO 0175067A3JA> 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide locution of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5471 


35839 


A 


5517 


3 


2079 


GKPVSLSPLESQAHSPRYTASS 

QRERESLEVRMREVEEENRALR 

RQLSLAQGRAPSHRRGNHSKT 

YSMEEGTGDSENLRAGI VAGNS 

SECGQQPVVEKC\RRNPLI ITHLI 

ADSIAEQILATLFQTWMVPAVR 

VDFYNADELKSEVSWIPNKHYS 

GIYGLMKLVLTKTLPANLERVI 

VLDTDITFATDIAELWA VFI IKF 

KGQQVLGLVENQSDWYLGNL 

WKNHRPWPALGRGYNTGVILL 

LLDKLRKMKWEQMWRLIAER 

ELMGMLSTSLADQDIFNAVIKQ 

NPFLVYQLPCFWNVQLSDH I RS 

EQCYRDVSDLKV1HW>JSPKKL 

RVKNKHVEFFRNLYLTFLEYD 

GNLLRRELFGCPSEADVNSENL 

QKQLSELDEDDLCYEFRRERFT 

VHRTHLYFLHYEYEPA ADS TD 

VTLVAQLSMDRLQMLEA1CKH 

WEGPISLALYLSDAEAQQFLRY 

AQGSEVLMSRHNVGYHIVYKE 

GQFYPVNLLRNVAMKHIS I PY 

MFLSDIDFLPMYGLYEYLRKSV 

IQLDLANTKKAMIVPAFETI.RY 

RLSFPKSKAELLSMLDMGTLFT 

FRYHVWTKGHAPTNFAKWRT 

ATTPYRVEWEADFEPYVVVRR 

DCPEYDRRFVGFGWNKVAHIM 

ELDVQEYEF1VLPNA YM1I IMPI 1 

APSFDITKFRSNKQYRICLK TLK 

EEFQQDMSRRYGFAALKYLTA 


5472 


35840 


A 


5518 


403 


2757 




5473 


35841 


B 


5519 


128 


353 




5474 


35842 


A 


5520 


2 


333 




5475 


35843 


B 


5521 


25 


1359 




5476 


35844 


B 


5522 


1 


1113 




5477 


35845 


A 


5523 


1 


2526 




5478 


35846 


A 


5524 


3 


555 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5479 


35847 


A 


5525 


1 


1710 


MSQGTTPWGPTPAGT TPESEVH 

RPFPFPVPVPVPETSERSFPVRG 

VCGQAKSGLRRGAARLAPAAY 

LFTRQQTREL1HSACVSISVNTM 

HGLSVAINSRRCTYYRKYVIDF 

SKSE1IG1PISKN1DLTVGTTVTQ 

LQNLNTVGIIGSRGGRGQVAAL 

NCDRQGHLWLFTRVTVHWRM 

GNDRTFWGLLDTVSELMFIPGN 

PKHHCGPPVKVGAYGV TFLGV 

H WCGACQDTPCKMKDKLLHL 

APPTFKKKAQYVVGLLGFWRPI 

YRVTQKAASFEWGPEQDKALP 

QVQAAVQPALLFGPYDSADPM 

VLEASVADRDAVWSLWQAP/IS 

HKMGHAQQHSIIKWK*YICDW 

ARAGPKG TTXAPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRLY IDS WA VANG 

LAGWSGTWKKHDWKJGDKEI 

WGRGM WMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

KMTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

GLPLTKTGLAMATAECPI 


5480 


35848 


A 


5526 


1 


438 




5481 


35849 


A 


5527 


t 


612 




5482 


35850 


A 


5528 


2 


736 


EKCAMTALSSKLISQQKAFFAK 

MVVDAVMMLDDLLQLKMIGI 

KKVQGGALEDSQLVAGVAFKK 

TFS YAG FEMQPKKYHNPKIALL 

NVELELKAEKDNAEIRVHTVED 

YQAIVDAEWN1LYD\KLEKIHH 

SGAKVVLSKLPIGDVATQYFXA 

DRDMFCAGRVPEEDLKRTMM 

ACGGSIQTSVNALSADVLGRCQ 

VFEETQIGGERYNFFTGCPKAK 

TCTFILRGGAEQFMEETERSLH 

DAIMIVRRA 


5483 


35851 


A 


5529 


3 


474 




5484 


35852 


A 


5530 


374 


968 




5485 


35853 


A 


5531 


1 


568 




5486 


35854 


A 


5532 


1 


2136 




5487 


35855 


A 


5533 


1 


240 




5488 


35856 


A 


5534 


248 


1034 




5489 


35857 


A 


5535 


1 


1602 




5490 


35858 


A 


5536 


120 


340 
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SHQ 11) 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5491 


35859 


A 


5537 


2 


408 


DEDDDDDDEEDDDEDDDDDDF 

DDEEAEEKAPVKKSIRDTPA\K 

NAQKSNQNGRDSKP\SS TPRSK 

GQESFKKQEKTPK 1 PKXGPSSVE 

D1KAKMQASIEKGGSLPKVEAK 

FFNYVKDCF\RMTDQEAI\QDLW 

QWRKSL 


5492 


35860 


A 


5538 


194 


1027 


WSFISIHLLSYLSACHHLMEDS/ 

MDMGMRPLRPQNYLFSCELKA 

NKDYHFKVDNNENEHQLPLTT1 

NLGAGAMDELDIVEAEAlVfNYE 

GSPIKVILATLKMSVQPTVSLG 

G\FEITPPVV\LRLKCGSGPVHIS 

GQHLVAVEEDAESEDEEEEDV 

KLLSISGKRSAPGGGSKVPQKK 

VKLAADEDDDDDDEEDDDED 

DDDDDFDDEEAEEKAPVKKSIR 

DTPAKNAOKSNONGKDSKPSS 

TPRSKGOESFKKOOKTPKTPKG 

PSSVEDIKAKMQASIEKAH 


5493 


35861 


C 


5539 


212 


367 




5494 


35862 


A 


5540 


14 


1515 




5495 


35863 


A 


5541 


1 


540 




5496 


35864 


A 


5542 


1 


1881 


MDAALDDLIDTLGGPEETEEEN 

TTYTGPEVSDPMSSTYIEELGK 

REVTIPPKYRELLAKPIGPDDAI 

DALSSDFTCGSP*LYPSQVFHLL 

DLLPFSPGYQPRLLQHHLA/AVP 

FKVAGSGGADCILHMEVRDTA 

SDTGAGAAALDSSVFSVGLDGF 

SLHSDRSKSSESSSMSSDSLRGL 

GFSSGSGNSGFPSLSVAGFNLYS 

DGIVSSSSPHFSSFSSLAFASSTS 

L1ERRSSSGSACRVPSEADRASS 


5497 


35865 


A 


5543 


1 


930 




5498 


35866 


A 


5544 


1 


183 




5499 


35867 


A 


5545 


1 


555 




5500 


35868 


A 


5546 


162 


499 


FPGSGNMAKDAGL1EANGELK 

VF1DQNLSPGKGVVSLVAVHPS 

TVNPLGKQLLPKTFGQSNVNIA 

QQVVIGTPQRPAASNTL/VWVG 

SPHTPSTHFASQ\NQPSDSSPW\S 

AGKR 


5501 


35869 


A 


5547 


2 


451 


LVAEFSAADNHILPNESAYDQK 

NIRRRVYDALNVLMAMN1ISKE 

KKEIKWIGLPTNSAOECONLEV 

ERQRRLERIKQKQSQLQELILQ 

QIAFKNLVQRNRVHAEQQASRP 

PPPNSVIHLPFIIVNTSKKTVIDC 

SISNDKFEYLFNFDNT 


5502 


35870 


A 


5548 


37 


162 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


5503 


35871 


A 


5549 


205 


616 


RKLHGSQSSITIAVFGKQNTY1R 

LEPFKINVLEQITKHIEKLQCGG 

VVKQLSRRGNNQH1SSTYDINR 

ADAQVRRAVNNYDIIVMSNSF 

NGQSEHQVWIGGQFTFIKFXPIN 

SVSIRCRARQEG1MSSPGQQVG 


5504 


35872 1 


B 


5550 


1 


1407 




5505 


35873 


A 


5551 


3 


416 


MLPARMCCGIVSG*QFHTGNSY 

DHDYEFELGTRS*A*LKLLFS*T 

LPD*QLPAGSGEGPYHLEGQLS 

YCHRGGEKALAALLSSPTSKTR 

SPSEPDPEQDEQKLRFCKRH L Y 

GQQPRSPVEIRLQHVAIAYQTH 

HAYD 


5506 


35874 


A 


5552 


1988 


2137 


LVITTLLPLACGTAK*E*VNVTS 
FGSRPICSTSPVLFSGL*GPVKEF 
DT 


5507 


35875 


B 


5553 


1 


561 




5508 


35876 


A 


5554 


1 


492 




5509 


35877 


A 


5555 


3 


1055 




5510 


35878 


A 


5556 


1 


634 




551 1 


35879 


A 


5557 


1 


723 




5512 


35880 


A 


5558 


1 


384 




5513 


35881 


A 


5559 


1 


792 




5514 


35882 


A 


5560 


3 


1607 


HCTRMSVKWTSV1LLIQLSFCFS 

SGNCGKVLVWAAEYSHWMMI 

KTILDELIQRGHEVTVLASSASI 

LFDPNNSSALKIEIYPTSLTKTEL 

ENF1MQQIKRWSDLPKDTFWLY 

FSQVQEIMSI FG DITRKFCKDV V 

SNKKFMKKVQESRFDVIFADA1 

FPCSELLAELFN I PF V YSLSFSPG 

YTFEKHSGGFIFPPSYVPVVMSE 

LTDQMTFMERVKNMIYVLYFD 

FWFEIFDMKKWDQFYSEVLGR 

PTTLSETMG KA DVWLIRNSWN 

FQFPHPLLPNVDFVGGLHCKPA 

KPLPKEMEDFVQSSGENGVVV 

FSLGSMVSNMTEERANVIASAL 

AQIPQKVLW\RFDGD\KPDTLGL 

NTRLYKW\IPQN\DLLGHPKTRA 

FITHGGANG1YEAIYHG1PMVGI 

PLFADQPDNIAHMKARGAAVR 

VDFNTMSSTDLLNALKRVINDP 

SYKENVMKLSR1QHDQPVKPL 

DRAVFWIEFVMRHKGAKHLRV 

AAHDLTWFQYHSLDV1GFLLV 

CVATVIFIVTKCCLFCFWKFAR 

KAKKGKND 


5515 


35883 


A 


5561 


2 


1600 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5516 


35884 


A 


5562 


2 


1624 


AATGKQALHC1RMSMKWTSAL 

LLIQLSCYFSSGSCGKVLVWPT 

EFSHWMNIKTILDELVQRGHEV 

TVLASSASISFDPNSPSTLKFEV 

YPVSLTKTEFEDIIKQLVKRWA 

ELPKDTFWSYFSQVQEIMWTFN 

DILRKFCKDIVSNKKLMrCKLQE 

SRFDVVLADAVFPFGELLAELL 

KIPFVYRPRFSPGYAIEKHSGGL 

LFPPSYVPVVMSELSDQMTFIE 

RVKNMIYVLYFEFWFQ1FDMK 

K WDQF Y S E V LG R PTTLS ETM A 

KADIWLIRNYWDFQFPHPLLPN 

VEFVGGLHCKPAKPLPKEME\E 

FVQSSGENGVVVFSLGSMVSNT 

SEERANVIASALAKIPQKVLWR 

FDGNKPDTLG LNTRL YK WfPQ 

NDLLGHPKTRAFITHGGANGIY 

EAIYHGIPMVGVPLLADQPDNI 

AHMKAKGAAVSLDFHTMSSTD 

L L/1N AVl_>rv 1 V UNL/i L T IS 1 1 N /\ 1 VI IS L, o 

R IH WnOPVk'PI HR AVPU/IPFVN/I 
IS 1 rl n y^f i V ISr LL/rvA. V r WlCr V lVl 

rsrilS^/\tSrlLrv V/\/\rlLJL, 1 Wry Y 

noLUV 1 UI LLAL V /\ 1 V 1 r 1 1 1 iSV_, 

LFCVWKFVRTGKKGKRD 


5517 


35885 


A 


5563 


1 


225 




5518 


35886 


A 


5564 


1 


3210 




5519 


35887 


A 


5565 


1 






5520 


35888 


A 


5566 


222 


477 


HPRCLSPKG1LKYLTKKYLKKN 
NLRDWLRVVANSKESYELRYF 
QINQDEEEEEDED*ISFIWKILYE 
FLNKTWDPKKKXTKKKKK 


5521 


35889 . 


A 


5567 


1 


778 


MAAAAAAAGDSDSWDADAFS 
VEDPVRKVGGGGTAGGDRWG 
GEDEDEDVKDNWDDDDDEKK 
EEAEVKPEVKISEKKK1AEKIKE 
KERQQKKRQEEIKKRLEEPEEP 
KVLTPEEQLADKLRJLKKLQEES 
DLELAKETFGVNNAVYGIDAM 
np^srodftpfPiKI i krnixiTnvp 

iii jjivL/ur i c r vj rvLi L/ is yj \\\ l I c 
F<sl YYARFI FVI VRDVPI^I Pin 

VJ Lj IS. IS. 1 I IN jL 1 V LL/OCISVy'ivV^ CIS 
O rv/A IS IS IS IS iSvJ V V r UUvjL IS >\ I IVi 

KDDLADYGGYDGGYVQDYED 


5522 


35890 


A 


5568 


1 


897 




5523 


35891 


A 


5569 


1 


2658 




5524 


35892 


A 


5570 


1 


441 




5525 


35893 


A 


5571 


-> 


427 





653 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEO IB 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletions-possible nucleotide insertion) 


5526 


35894 


A 


5572 


1 


952 


PRLVLLKMAPLDLDKYVEIARL 

CKYLPENDLKRLCDYVCDLLL 

EESNVQPVSTPVTVCGDIHGQF 

YDLCELFRTGGQVPDTNYIFMG 

DFVDRGYYSLETFTYLLALKAK 

WPDRITLLRGNHESRQ1TQVYG 

F\YDDCLTKYG\NANAWRYCTK 

VFDMLTVAAL1DEQ1LCVHGGL 

SPDIKTL\D\QIRTIERNQE1PHKG 

AF\CDL\VWS\DPEDVDTAWAI\S 

PRGAGWLFGAK\VTN\EFGS*ST 

NLKLICRAHQLVHEGYKFMFD 

EKLVTVWSAPNYCYRCGNIASI 

MVFKDVNTREPKJLFRAVPDSE 

R V I P PRTTTP Y FL 


5527 


35895 


A 


5573 


54 


588 




5528 


35896 


A 


5574 


1 


4287 




5529 


35897 


A 


5575 


1 


507 




5530 


35898 


A 


5576 


1 


1416 




5531 


35899 


A 


5577 


1 


841 


ILLWDVDGGLTQIDKYLYSSED 

YIKSGALLACGIVNSGVRNECD 

PALALLSDYVLHNSNTMRLGSI 

FGLGLAYAGSNREDVLTLLLPV 

MGDSKSSMEVAGVTALACGMI 

AVGSCNGDVTSTILQT1MEKSE 

TEL K DTY A R WLPLG LG LNHLG 

KGEA I EA I L A ALE V VSEPFRSFA 

NTLVDVCAYAGSGNVLKVQQL 

LHICSEHFDXSKEKEEDKDKXEK 

KDKDKKEAPADMGAHQGVAV 

LGIAL1AMGEEIGAEMALRTFG 

HLLRYGEPTLRRAVPLALAL 


5532 


35900 


A 


5578 


2 


391 


AFGVTEPGCYGV1DVDTGKSTL 

FVPRLPASHATWMGKL/HSVLT 

SQKPSVLLTLRGVNTDSGSVCR 

EASFDGISKFEVKNTILHPEIVE 

CRVFKTDMELEVLRYTNKISSE 

AHREVMKAVKVGMKEYELER 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5533 


35901 


A 


5579 


18 


1541 


RRCRANMAAATG PSFWLGNET 

LKVPLALFALNRQRLCERLRKN 

PAVQAGSIVVLQGGEETQRYCT 

DTGVLFRQESFFHWAFGVTEPG 

CYGVIDVDTGKSTLFVPRLPAS 

HATWMGKIHSKEHFKEKYAVD 

DVQYVDEIASVLTSQKPSVLLT 

LRGVNTDSGSVCREASFDGISK 

FE VNNT1 LHPEI VECR VFKTVDM 

EL\EVLRYT7MKISS\EAHREV\MK 

AVKSGEWKEYGVGKASFEHY\ 

CYSRG\G M RH\TS YTACILRA VG 

*GTSAVLTFTGH\AGAPNDRTIQ 

NGDMCLFDMGGEYYSVASDIT 

CSFPRNG KFTADQ\KA V YEA VL 

LSSRAVMGAMKPGDWWPDMX 

HRLAYR1HLEELAHMGILSGSV 

DAMVQAHLGAVFMPHGLGHF 

LGIDVHDVGGYPEGVERIDEPG 

1 RCI DTA DUI {^\ £>f~Z \A\/ 1 "T\ /r? D/"" 1 
V FT Pi 1-1 1 I PIP A 1 AnDADACCI KID 

EVLQRFRGFGGVRIEEDVVVID 

SGIELLTCVPRTVEEIEACMAGC 

DKAFTPFSGPK 


5534 


35902 


A 


5580 


1 


98 




5535 


35903 


A 


5581 


1 


810 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


5536 


35904 


A 


5582 


1 


861 


MLKEIIDDTNKWKHIPCSWMG 

R1SIVKMTILPICAI YKFNAVLIKI 

PPSFFTELEKTILKFLCNEKRAS 

RAKARLNKKNKSGGITLLDFKR 

YYSAiVTKTVWYWYKNRHIHQ 

RNRJENPEINPNTYSQL1FNKAN 

KNIKWGNDTLFSKWCWDNWL 

ATCRRMKLDPHLSPHTKINSRW 

IKDLILRPETTKILEDNIGKTLLD 

VGLGKDFMTKNPKANARKAKI 

NIWDLIKLKSFFTAKGTVSRVN 

RQPTEWEKIFIIHTSDEGLLISR1 

YNELKQ1SKKKVTNNPIKKWAK 

DMNRQFSKEDVQMANKYMKK 

CSTSLIANLICREMQIKTTMQY 

HLTPARMAIIKKSKISRCWHGC 

GDQGTLLHCWWECKLVQPLW 

KTVWRFLKELKVELPFDPAIPL 

LGTHPEEKKSLCKKDTCTCMLL 

AAQFTIAKSWNQPKCPSVNEWI 

KKLCPRWLLSKWASA*NKWK 

HIPCSWMGRISIVKMTILPKA1Y 

KFNAVLIKIPPSFFTELEKTILKF 

LCNEKRASRAKARLNKKNKSG 

GITLLDFKRYYSAIVTKTVWY 

WYKNRHIHQRNRIENPEINPNT 

YSQLIFNKANKN1KWGNDTLFS 

KWCWDNWLATCRRMKLDPHL 

SPHTKINSRWIKDLILRPETTKIL 

EDNIGKTLLDVGLGKDFMTKN 

PKANARKAKIMWDLIKLKSFF 

TAKGTVSRVNRQPTEWEKIFIIH 


5537 


35905 


B 


5583 


473 


1694 




5538 


35906 


A 


5584 


1 


429 




5539 


35907 


A 


5585 


572 


1 149 


PPVSHSMTLGNSYLFAPNWTIT 

PAW/CNTLDPSEGFGWQASLSL 

PSHQQFEHTCPEWLPTYSWPCK 

VGPDYLSE1CQPECKQHFQESL 

TESSKQNIYETCAIYVSSPGERIL 

NQRFGPHGAFILVREYDD1RFS 

HSGPPSTCPNFPGPSYYTARESA 

YALKLRALEIIQISQSTKMQRNL 

GNPILPAIHQQPPQ 


5540 


35908 


A 


5586 


I 


804 




5541 


35909 


B 


5587 


1 


1995 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5542 


35910 


A 


5588 


74 


1 128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVYISRNL 

♦NRVICA1M/VGKAEWKTIELPL 

PRKTVNQKQYRIPGG1AEISTT1 

KELNNAGMVIPTTSPFNSPIWP 

VQKIDGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQI*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

I Urn YJv V L_ L.CIVI o V 

ADRDAVWILWQAP1SESQWRPP 
GFWSKALPSSADNYSPFERQLL 
ACYWTLVETERLTMGHQVTIPP 
ELPIMNWVFSDLSSPKMCHPQQ 


5543 


35911 


A 


5589 


1 


1337 


MIISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSA FPPLSEEIN PVLPETTV MA S 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

KIGMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTA LLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPECKIVID1LNIWRIPHIGSL 

TGRVRE1MVGKAKWKPLEQPP 

PRKIVIQKQYHIPGAITE1SATIE 

DLKETGVVILTTSPFKSS1 WPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQ1NTSPGT 

WYAAIHI VNVFF^IPVVW A HHk' 

VV I r\.r\.\ L/L ViN Vri ou V I tv/\riV^N. 

QF A FS WQGQQ YTFTFLPQG YIN 
SPDITLVHY1DDIMLIGSSEQEV 
ANTLDLLPARVASWGVPYDQL 
T/GGRED*GLLHRWSCRICRHH 


5544 


35912 


A 


5590 


2 


693 


K1VN/QKQYHIRGGIAEISATIICD 

SKDTGVVIPTTSPFNSPIWPVW 

KTDGSWTITVDYHKLDQVVTPI 

AAAVPDVVSLLEQFNTSPGTWY 

AAINLENAFFSIPVHKANQ/KQF 

AFSWQGQQYTIAVLPQWKFLG 

IHWFVACQDIPSKIKDKLLHLA 

PPTNKKEAQCLVGLFGFWRQHI 

PHLRVLLQPIYQVTLKAAIFEW 

GPEQEKALQQVQAAVQAALPL 

GPYDPTDPMVLE 
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BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 PCT/U SO 1/0X631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkriowit, 
*=Stop codon, /= possible nucleotide 
deletion, \=pOSSiblc nucleotide insertion) 


5545 


35913 


A 


5591 


1 


101 I 


MVSTPA I LPSLPKPALM ASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKW TA VALQPLSRTS 

LKDSSEGKSSQWAELQA VYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKIG 

DKLEIWGRGMWMDLSEWSKAV 

K1FVSHVSAHQRVTSAEEEI NN 

QVDRPL/PVFTQWAHEQSGHSG 

RDGGYSWAQQTAGLPFTKADL 

AMATAECP1CQQQRPTLSPLYS 

TIPQGDQPATWWQ1DYIGPLPS 

WKGQKFVLTVIDTYSRYRFAY 

PAHNASAKTriHGLlECLIHCYG 

IPHSI ASDQS1HF/TTKEVQ* W All 

AHGIHWSYHVSHHPEAAGL 


5546 


35914 


A 


5592 


7 


278 


SASCTAAFHHQMEVVYTRSGS 
SRS*R\PTIPVIAQWDYDHNGHG 
GRDGGYPWAQQHELPLTKADL 
ATATAECP1CQQQRPSLSPRCGT 
I PR 


5547 


35915 


A 


5593 


1 


237 




5548 


35916 


C 


5594 


63 


1 16 




5549 


35917 


A 


5595 


2 


739 


HKMGHAQQHSIIKWK* YICDW 

ARAGPKGTTXAPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRJLYIDSWAVANG 

LAGWSGTWKKHDWK1GDKEI 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

KMTCSVDITQPLSPATPV1TQW 

AHKQSGHGGRDGG Y TWAQQi 1 

GLPLTKTGLAMATAECPI 


5550 


35918 


A 


5596 


1 


354 




5551 


35919 


A 


5597 


3 


592 




5552 


35920 


A 


5598 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


5553 


35921 


A 


5599 


1 


483 




5554 


35922 


A 


5600 


1 


1908 




5555 


35923 


B 


5601 


141 


1569 




5556 


35924 


B 


5602 


46 


1533 




5557 


35925 


A 


5603 


61 


448 


WRFLGPWRIVSCWFCG WEERR 

EGSAFFVGIPARMSAARESHP1I 

GVKRSASPDDDLGSSNWEAAY 

LGNEERKQKFLRLMGA/GKGEE 

DQKINEELESQYQHSMDSKLSG 

RYRRHCGLGFSEVEDHDGEGD 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075(167 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
Of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


5558 


35926 


A 


5604 


1 


404 


PWR1VSCWFCGWEERREGSAFF 
VGIPARMSAARESHPHGVKRSA 
SPDDDLGSSNWFAADI CTNFFR 

KQKFLRLMGAGKKEHTGRLV1 
GDHKSTSHFRTG\EDHDGEGDV 
AGDDDDDDDDSPDP*SPDDSES 
DSESE 


5559 


35927 


A 


5605 


2 


434 


LGPWR1VSCWFCGWEERREGS 
AFFVGIPARMSAARESHPHGVK 
RSASPDDDFFI FAIMNGIOKIV 

AADLGNEERKQKFLRLMGAGK 

KEHTGRLVIGDHKSTSHFRTGE 

ED*KINEELESQYQH 


5560 


35928 


C 


5606 


909 


1096 




5561 


35929 


A 


5607 


1 


309 


POP A AMAAYIWVI IRHfiFQAW 

N L ETSFSG WYDATLSL AGHKE 
AKRGGQALRGLFQVPLAPEAV 
GTVWCSWRTPCALKQL*PRPL 
KRRLRILADRHATQPRPQQ 


5562 


35930 


A 


5608 


93 


914 


SQSVPHPQPAAMAAYK\LVLG\ 

RHGESAWNLENRFSGWDDADL 

SPAGQRGGERFAAQALQDAGY 

EFDICFTSV\QKRAIRTLW\TVL\ 

DA FDQM WLASGEGL WG FNER 

HYWGS*PGLN*KQKLAAKIG*G 

PRLKI\WRRSY\D\VPPPPMEPDH 

PFYSNISKDRRYADLTEDQLPS 

KEGKRVLIAAHGNSLRGIVKHL 
EGLSEEAIMELNLPTG1PIVYEL 
DKNLKPIKPMQFLGDEETVRKA 
MEAVAAQGKAKK 


5563 


35931 


A 


5609 


2 


450 


VN KAGG L I YQLDS Y A P/RA E A E 

KTFSYPLDLLLKLHDERVLVAF 

GORDGfRVGHAVI AINflMnVNI 

GRYTADGKEVI EYI GMPANYP 

VSIRFGRPRLTSNEKLMLASMF 

HS\IKFVVLADP\RQAGIDSLLRK 

IYEIYSDFALKNPFYSLEMP 


5564 


35932 


A 


5610 


1 


663 




5565 


35933 


A 


561 1 


1 


2034 
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BNSDOCID: <WO 0175067A3 IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=StOp codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5566 


35934 


A 


5612 


374 


1 106 


IPVSERQGSDWRFFSVYVVNKA 
GGLI YQLDSYAPTGLRLEKTF\S 
YPLDLAGSS*HDERVLVAFGQR 
GRIIPEWGHAVL\AINGM\DVNG 
RYTADG\KEVLEYLG*PLLNYP 
VSIRF\GRPRL\TSNE\KLMLGLP 
CFHSLFAICASOACLPGTRFASR 
HI KILGRODTFKALH\CYOTI TAG 
IKFVVI \ADPR\OAGl\DSl I RKI 
YP\| YVSDFAI KNP\F\YSI FMPIR 
PFI FDONI KI AI FVAPKAf.TP 


jjO / 




A 


JO 1 J 


1 


JJu 




5568 


35936 


B 


5614 


60 


2175 




5569 


35937 


A 


5615 


2 


198 




5570 


35938 


A 


5616 


1 


449 




5571 


35939 


A 


5617 


1 


771 




5572 


35940 


A 


5618 


18 


736 


EAMSSKVSRDTLYEAVREVLH 

GNQRKRRKFLETVELQ1SLKNY 

DPQKDKRFSG 17VQVGTVLIPPS 

PQCPRACPSPAGSR*AGGGHVG 

TD V LG * F R PPA PG RRG WTDPH P 

GS*NMRGGVGRPRPSPPASLRS 

OAf;rw*M*Ti rvri nwi 1 r^o 

TLHRALGTPGLGVTCWCCPPK 

RRXFCSTPRPKFSVCVLGDQQHC 

DEAKAVDIPHMDIEALKKLNK 

NKKLVKKLAKKYDAFLASESLI 


5573 


35941 


A 


5619 


24 


698 


EAMSSKVSRDTLYDAVREVLH 

GNQRKRRKFLETVELQISLKNY 

DPQKDKRFSGTVRLKSTPRPKF 

SVCVLGDQQHCDEAKLAVDIPH 

MDIEALKKLNKNKKTGSRSWP 

KKYDAFLA/SQSPL1QADSPKSL 

GP\SLNKGRKSSPSLLTH\NKNM 

VAKVDEVKSTIKFPNWRRCLCL 

AVAVGHVKMTDDELVYN1HLA 

VNFLVSLLKKNWQNVRALYIK 

SPMGKPQRLY 


5574 


35942 


A 


5620 


1 


843 
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BNSDOCID: <WO 0175067A3_IA> 



wo 



01/(175067 



PCT/US0 1/0863 1 



Sl£Q ID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Uiikiiow n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


5575 


35943 


A 


5621 


3 


1215 


llimadprdkalqdyrkklll 

hkeidgrlkelreqlkeltkqy 

eksendlkalqsv\gqi\vgl:vl 

KQLTAEEKFIVKATNGPRYVVG 

C\RRQL*QKVSLKPGTR\VAI AD 

MTTLTI\MEDILPR\EVDPLVYN 

MS\HEDPG\NVSYSEIGGLSE\QI 

RGI*GEVIGLPLYKPQSYFQRVG 

1 1 PPKAGCLL YG\PPG TG K NT/LL A 

RAVASQLDCNFLKVVSSSIVDK 

Y1GESARLIREMFNYARDHQPCI 

IFMDEIDA1GGRRFSEGTSADRF 

1QRTLMELLNQMDGFDTLH R V 

KMTMA TNRPDTLDPALLRPGR 

i ni? is 1 14 1 r\i dki t?r\ adi nn vl^iii \ 
LLJKls.mllJLriNtv^AKLlJIL\KII IA 

r^PiTTi^ ur.\ pi nvc a i i cr^r-wKi 

VJr I 1 IS.MO\tiU Y fc, A 1 V KLoUu\r N 
UAULKINVL 1 \fc,AOIVlr A I KADI ID 

COivLU I IV I V 


5576 


35944 


A 


5622 


104 
i \j^t 


1 7^ 
i / j 




5577 


35945 


A 


5623 





1 1 4U 




5578 


35946 


A 


5624 


_ 






5579 


35947 


A 


5625 




1 UOJ 




5580 


35948 


A 


5626 




471 




5581 


35949 


A 


5627 




2322 ! 




5582 


35950 


A 


5628 




678 




5583 


35951 


B 


5629 


213 


1477 




5584 


35952 


A 


5630 






rULnKWuLuLtAbbrLurL 1 PS 

YLGFPRPHPGTLGLGRFWPFLA 
LQSLSETPSHARMPRVTVAR 1 S 
PETLEISPLRAAT*NHRSSGHTC 
FRERMLRVSCRLSLDLSSSWVR 


5585 


35953 


A 


5631 


\ 


783 
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BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=lJnknown, 
*-Stop codon, /^possible nucleotide 
deletion, Impossible nucleotide insertion) 


5586 


35954 


A 


5632 


92 


2746 


ASRMTVLQEPVQAA! WQALNH 

YAYRDAVFLAERLYAEVHSEE 

ALFLLATCYYRSGKAYKAYRL 

LKGHSCTTPQCKYLLAKCCVD 

LSKLAEGEQILSGGVFNKQKSH 

DDIVTEFGDSACFTLSLLGHGH 

VQTERAAKGTAFSPKRLCLHTF 

P\WTPLEPLVEIGERPLPHQTFN\ 

FTS*RNFANCLHTSGTKQVTN\ 

HVFSHRQPETVLTETPQ\DTIEL 

NRLNLESSNSKYSLN 1 DSSVSYI 

DSAV1SP\DTVPLGTG\TSILSKP 

VQXNKPKTGRSLLGGPAALSPL 

TPKFWGFLPIRKPP\SPG\DGS\Y 

LQNYTNTPPV1 D VPSTGAPSKK 

TFRVLQSVARIGQTGTKSVFSQ 

SGNSREVTPILAQTQSSGPQTST 

TPQVLSPTITSPPNALPRRSSRLF 

TSDSSTTKENSKKLKMKFPPK1P 

NRKTKSKTNKGGITQPNINDSL 

EITKLDSSIISEGKIST1TPQIQAF 

NLQKAAAEGLMSLLREMGKG 

YLALCSYNCKEAINILSHLPSHH 

YNTGWVLCQIGRAYFELSEYM 

QAERIFSEVRR1ENYRVEGME1Y 

STTLWHLQKDVALSVLSKDLT 

DMDKNSPESGTQRGRESPRMC 

GADSQIEKSQSSYF1QDLSRFDY 

VKFAVVTKIRAWCAAGNCFSL 

QREHDIAIKFFQRAIQVDPNYA 

YAYTLLGHEFVLTEELDKALAC 

FRNAIRVNPRHYNAWYGLGM1 


5587 


35955 


A 


5633 


260 


678 


GEFS1 FF W V WN * LLL WHQETFS 

1*NLFSSH*TSITYQATEEGFDFII 

QMKLIHFGDSIF1YLKLL1LNRK 

P**EAAIS1*V*TWRSRFSHFQLR 

*HQTQVTNHSWFTEAR*LTDLV 

KSKSPT1PCSRFKANTLF**SDP 


5588 


35956 


A 


5634 


i 


1452 




5589 


35957 


A 


5635 


2 


1563 




5590 


35958 


A 


5636 


1 


444 




5591 


35959 


A 


5637 


2 


345 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5592 


35960 


A 


5638 


2 


1721 


RSREAAA VA AAA ATTAFGCRI 

WNPCAALTMKQSSNVPAFLSK 

LWTLVEETHTNEFITWSQNGQS 

FLVLDEQRFAKE1LPKYFKHNN 

MASFVRQLNMYGFRKVVH1DS 

G1VKQERDGPVEFQHPYFKQGQ 

DDLLENIKRKVSSSKPEENKIRQ 

EDLTK 1 1 SS AQK VQI KQETI ESRL 

SELKSENESLWKEVSELRAKHA 

QQQQVIRKlVQFIVTLVQNTsJQL 

VSLKR1CRPLLLNTNGAQKKNL 

FQH1VKEPTDNHHHKVPHSRTE 

GLKPRERISDDIIIYDVTDDNAD 

EENIPVIPETNEDVISDPSNCSQY 

PD1V1VEDDNEDEYAPVIQSGEQ 

NEPARESLSSGSDGSSPLMSSA 

VQLNGSSSLTS\EDPV\TMDGFP 

FG M DN IQSF WGRVEL\LD Y\LDS 

IDCSLEDFQAMLSGRQFSIDPDL 

LVDLFTSSVQMNPTDYFNTslTKS 

ENKGLETTK\N7vIVVQPVSEEGK 

P"MI k r Qk , P\nk r \ni inVTAPDI I AC 
I nr,\MP A QQV*TDPr.TT A CCDIc^C 

CPL*DKPIEVDELLDSSLDPEPT 
QSKLVRLEPLTEAEASEATLFY 
LCELAPAPLDSDMPLLDS 


5593 


35961 


A 


5639 


2 


— j i 




5594 


35962 


A 


5640 


70 


797 


Ol R^Pl \C W/VCV AORHPI AIAUV 
III R PR kT kT ROlSinPPTVl? V A R I T 
o 1 LrKo W tvKYtVV^ W Y Av^lN M V Ko 
rC W rv W it I ^oLo 


5595 


35963 


A 


5641 


3 


985 




5596 


35964 


A 


5642 


1 


3501 




5597 


35965 


A 


5643 


1 


1752 




5598 


35966 


c i 


5644 


1 


879 




5599 


35967 


A 


5645 


21 


519 


LHIPVRTLSCRFVGVCWRSTPG 
PVCLGISSGGCRTVDIAALQLW 
LRGLALPEQLLRVDPHPQACRR 

1 PRFPPXriPrSOTFnTRFPPOAV^ 
l< I ivi— . i r \\jr\jy i r vj i ivcrrv^A v o 

TKFAS'snVNM HAPFRTVAHI TFT 
i in. c/ALjojiMjnrt i cry l v /a vj i_, i r 1 

TFOVRAI Fr.VFRHHOVI f:PI F 
A Cm * TsJ TTSin K C R TPvl 


5600 


35968 


A 


5646 


90 


740 1 




5601 


35969 


A 


5647 


776 


101 8 




5602 


35970 






i 
i 


i ?ok 




5603 


35971 


A 


5649 


1 


1257 




5604 


35972 


A 


5650 


731 


4841 




5605 


35973 


A 


5651 


325 


9497 




5606 


35974 


A 


5652 


1 


322 




5607 


35975 


A 


5653 


I 


819 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SCO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

UClli-C 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5608 


35976 


A 


5654 


56 


251 




5609 


35977 


A 


5655 


149 


701 




5610 


35978 


A 


5656 


3 


415 




5611 


35979 


A 


5657 


j 


467 


A1ASPRAAG1RHELTSTMAAGK 

NKRLTKGGKKGAKKKAV/DNII 

NIGKTLVTRTQRTK1ASDGLKG 

RVFEESLADLQNDVTDGYLLRVI 

*VAFTTERTNQI/REVFNKLIPDS 

IGKDIEKACQSIYPLHDDFARK 

VKMLKKPKFELRKLMELHGEG 


5612 


35980 


A 


5658 


2 


418 


PRVRADGKNFRLTKGGELGAR 

NKVVDPFSKKDWYDVKAPAM 

FNIRNIGKTLVSRTQGTKIASDG 

LKGRVFEARLADLQNDEVAFIK 

CKLITDDVHGKNCLTIFHGMDL 

TRDKMXCSLGKKWQTMIEAHV 

DVKTTDGYLL 


5613 


35981 


A 


5659 


3 


121 




5614 


35982 


A 


5660 


1 


237 




5615 


35983 


A 


5661 


25 


967 


FSPA A G I RH EG SLTSTM A VG KN 

KRLTKG\G K KG S\K KKV VDPFP 

R\KDWY*RRKHPLMFHYKN\IG 

KT\LVTQDPKGPKIA\SDGLQGF 

VCLKVSLADLQ\NDEVASRKF\ 

RLITEVCFRGKNLP*LTSHGAW 

DLYPVTKMCSHGQKNWQTVMI 

DSSR*MFKTNPMGYLALRLFLC 

/VG FT* KN RNQFRLRKAPP Y A S 

ATQQVPPKSRKKMVMEMMTPR 

GARQNDLEKKWVNKLIPRQAL 

GKDIRKGPAQSYFIPLAHDVLRL 

EKLKLLEGSPKF*1GESSLGASM 

GGRAVVPGKSHLGTQTGAKVG 

TSLMGYEPPVPR1LV 
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BNSDOCID: <WO 0175067A3_IA> 



WO (11/075067 



PCT/US01/08631 



SEO H> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop endon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5616 


35984 


A 


5662 


I 


2142 


MIIlJDAElvAFDKIQQPFMLKTL 

NKLGIDG TYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTG TRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPI VSAQKLLKLISNVSKVSG 

YKINVQKSQAFL YTNN RQTESQ 

IMSEFPFTIA TKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNEN I WTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKL1SNFSKVSGYKINVQ 

KSQAFLYTNMRQTESQIMSEFP 

FTIATKR1KYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRIGRINIMKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETT1RVSRQPTEWEKIFAIYPS 

DKGLISRIYKELKQIYRKK\TNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLVIREMQIKTTM 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~ Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=pOSSible nucleotide insertion) 


5617 


35985 


A 


5663 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKRILDQYP**TLMQKSSI 

K/YLA1CRIQQHJKKLIHHDQVGF 

IPGMQGWFNIRKSINVIQHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

M LKTLN KLELEETT V KF1 WNQ 

KRAHIAKS1LSQKNFCAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLHIYNYLJ 

FDKPEKNKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

1NSRWIKDLNVRPKTIKTLEENL 

GITIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTAKET 

TIRVNRQPTKWEKIFTTYSSDK 

GLISRJYNELKQ1YKKKTNNPIK 

KWAKDMNRHFSEED1YAAKKH 

MKKCSSSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRHAPFSIH 

THIMFGSLYLQ1QKDLSILGFW 

YPRGILEPIY 


5618 


35986 


A 


5664 


1 


1910 


MTHINIIIIIITIITUIIVHIITINIVIT 

TTILTTVIISSTI1IIITIFVFETGAI 

KLE1RIKKLTQNRSATWKLNNL 

LLNDYWVHNEMKAE1KMFFET 

N ENK DTTCQN L W DTFKA IN K I D 

RPLARLIKKKREKNQ1DAIKND 

KGDITTDTTG1QTTIREYYKHLY 

ANKLENREEMDKFFDTYTLPRL 

NQEEVESLNRPITGSKIEEIINSL 

S 1 KKSPG PDG FTAEFYQRY K EE 

LVPFLLKLFQSIEKEGIILNSCCE 

ASIILIPKPGRDTT1CKENFRPISL 

MNIDAKILNKTLA1MRIQQHITK 

LIHHVQVGFIPGMQGWFNIRKS 

INNWKKTTLKLIWNQKRACITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQNRD1DQWN 

RTEASEIIPHTYNYLSFDKPDKN 

KKWGNNSLFNKWCWENWLAI 

CRKLKLDPFLTLYTKINSRWIK 

DLNFGTETIKTLEENLGNTIHDI 

GMGKDFMSKTPKAKATKAKID 

K WDL I K LKSFCT A K ETTJ R VN R 

QPTEWEK1FAIYPSDKGLISRIY 

KELKQVYKKKTKNPIKKWAKD 

TNRHFSNEDIYAANRHMKKCS 

SSLAIREMQ1KTTMRYHLAPVR 

MTIIKKSGSNRQ/W*ASGHVRC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*~Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5619 


35987 


A 


5665 


1 


2460 


MPHAGHARSPGHTLIKLAEWW 

MSRWMEWNPGFPLSIDAKCHK 

DLPRDIQFDSEKGVDFVLNYSK 

ALNQEEVESLNRPITGSEIEAIIN 

SLPTQKSSGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASIILIPKPGRYTHKKNNFRPI 

SLMNIDAKILNKILANRIQQHIK 

KLIHQDQVGIIPGMQSWFNJHK 

SINVIQHINRTKDKNHMI1SIDAE 

KAFDK1 QQ PFM L KTLN KL\G I K 

YLRIQLTRDVKDLFKENYKSLL 

N E 1 KEDTNK WKNI PC S WIG RMN 

HKMAI/LPKVIYRFNVIPIKLPMT 

FFSELEKSTLKFI WNQKRA RIAK 

TILSQKNKAGGIMLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEPSEMTPH I YN H LI FDKPDKN 

KQWGKDSLFNKWCWENWLAI 

G RQLKLDPFLTP YTK INS R W 1 K 

DLNVRPKTIKTLEENLGNTIQDI 

SMGKDFMSKTPKAMATKAKM 

DKWDLIKLKSFCTAKETTIRVN 

RQPTEWEKNFAIYSSDKGLISR1 

YKQLKQIYKKKTNNPIICKWAK 

DMNRHFSKEDVYAANRHMKK 

CSSSLAIREMQIKTIMIYHLTPV 

TMAIIKKSGNNRCWRGCGEMG 

TLLYCWWDCKLVQPLWKTLW 

QFLRDLELG IPFDPA IPLLGIYPK 

DYKSCCYKDTCTPKLARDDQI 

H I LKQHRRKELETRQKQ Y R A W 


5620 


35988 


A 


5666 


689 


1909 


LIAYQPKKSRTRW1HNQILPERI 

KYLGIQLTRDVKDFLKEKYKPL 

LNEIKEDINKWKNIPCSWIGRIN 

LVKMAIL/PQA1CRKLKLDPFLT 

TYTKINSRWIKDLHVRPKTTKT 

LEENLGNTIQDIGMGKDFMSKT 

PKAMATEAKIDKWDLIKRKSFC 

AAKETTTRVNRQPTDWEKMFA 

IYSSDKGLISRJYEELKQIYKKK 

TNNPINKWAKDMNRHFSKEDI 

YAANRHMKKCSSSLAIREMQIK 

TTVSPFAAQWVSQRYGKWQEA 

HPSNNDGKGYRGKPRFQSLSD 

VHGPQDQKKIIKESALPPTPTFI 

NILMNAKTIENGQFPYLLNALK 

QQQPH DA ENLFT WG K EN A A I V 

SPC1EVSAALSQWKVPAWPQRS 

GIPNRILRSPIPGLGSWVAFLDL 

VWVRGDPTALK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
luuuii ior pipnui 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5621 


35989 


B 


5667 


1 


1962 




5622 


35990 


B 


5668 


I 


1851 




5623 


35991 


A 


5669 


1 


1947 


MN1DAKILNKILAMRIQQHIKKL 

IHHDQVGFIPGRQGWFNICKS1N 

VIQHINRAKDKNHMIIS1DAEICA 

FDK1QQLFMLKTLNKLG I DGTY 

FKIIRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDANKWKNIPCSW 

VGR1MIVKMAILPKVIYRFNAIP! 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

KDKIDKWDLIKLKSFCTAKETT 

I R VNRQPTK WEKI FTTYSS DKG 

LISR1YNELKQIYKKKTNMPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMAI1KKSGNNRCWRGC 

GEIGTLLHCWXWINWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETII 


5624 


35992 


A 


5670 


2 


1967 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
seq uence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5625 


35993 


A 


5671 


1039 


2272 


KKRESSLTH VMRPASF*YQSQA 
ETQQKKRJLDQYP**TLMQKSSI 
K/YLAKRIQQH1KKLIHHDQVGF 
JPGMQGWFNIRKS1NVIQHINRA 
KDKNHMIISIDAEKAFDK1QQPF 
MLKTLNKLELEETTVKF1WNQ 
KRAHIAKSILSQKNKAGGITLR 
DFJCLYYKATVTKTAWYWYQN 
RDI DQWNRTEPSEITLH I YN YL1 
FDKPEKNKQWGTDSLFNKWC 
WENWLAICRKLKLDPFLTPYTK 
INSRWIKDLNVRPKT1KTLEENL 
GITIQDIGMGKDFMSKTPKAMA 
TKAK1DKWDLIKLKSFCTAKET 
1 lis v iNisv^r J IvWcislr 1 I Y ooUK. 
kjLIoivi r FNfc,L,lSLJl YJSJSIV 1 In IN PI 
IS. W A Iv U Wl IN Kn r z>n,E,V I Y A A Ivis. H 
lVlKlSL-oooLAI Knlvll^llS. 1 1 IVIK Y H 
LlrV rvJVI A J 1 IS. ISoO N N 


5626 


35994 


A 


5672 




3477 




5627 


35995 


A 


5673 




2814 




5628 


35996 


A 


5674 




2093 




5629 


35997 


A 


5675 


; 


2724 




5630 


35998 


A 


5676 




4680 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSE IVAIFN SLPTKKDPG PD 

G FTA E F YQRI K YLG IQLTRD VK 

DLFKENYKPLLKEIKEDTNKW 

KN1PCSWVGRINIMKMAILPKVI 

YRFNAIP1KLPMTFFTELEKTTL 

KFIWNQKRARITKSILSQKNKA 

vjvJl 1 LrUr IvLr Y Y ISA 1 V IK.1AW 
Y W i ^iNrSLJllJl^ WJNKAcroclivlL 
r 1 1 IN i LlrL'rvrUISIN ISv^J W Vj fS LJ 3 L, 
F IN JS WL W E/1N W L/\lWl\JSJ^lSJ_#lJr r 
L 1 1 I I rv i IN oix W 1 IS 


5631 


35999 


B 


5677 


1 

i 


J 707 




5632 


36000 


A 


5678 


1 


2784 




5633 


36001 


B 


5679 


] 


3573 




5634 


36002 


B 


5680 


1 


2630 




5635 


36003 


A 


5681 


5339 


10577 




5636 


36004 


A 


5682 


1 


873 




5637 


36005 


A 


5683 


1 


672 




5638 


36006 


A 


5684 


1 


435 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ "> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5639 


36007 


A 


5685 


1 


101 1 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVMRSLFVFSEDNVVKK 

YAKRITEWPPFEYMILATHANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIG1FCFEAG1KI IALCjFV 

FHKGSYLRNGWNVMDFVVVL 

TG RKAG LGCCG SG V ESGG WG D 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKFADVRTHRK 

EAKNLEKRLDKMWNR1NSVLK 

TLNDPMELKTMARELCDACTS 

FSS*FNQVEEKVSV!EDQMDEM 

K*EEKFREKRVKRNEQSLQEIW 

DYVKRPNLRL 


5640 


36008 


A 


5686 


1 


1539 




5641 


36009 


A 


5687 


1 


756 


MDDPRLNVKPLTESLETYSGKS 

KGLEGDVITDSKLNDCRCPSGT 

KLPEEGLGSNICCSA1FAVLQPL 

LVIPRQTGSGVDHQQTPTDLRM 

TVRRKMNKQKGIASTSTKRTK 

KDIHTKTPSVCHQHQRPKDCSP 

SPATEQSWM ENDLEELTEIGFR 

RSVITNFSELKEDVRIHHKKAK 

NLGKRLDEWLTRINSVEKTLND 

LMELKTMARELHDSCTSFNSRS 

NQAEEKVSVIEDQFNEIKREEK 

FREK\RVKRN 


5642 


36010 


A 


5688 


1 


1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRJTE WPPFEYMI LATI 1 ANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAGIKIIALGFV 

FHKGSYLRNGWMVMDFVVVL 

TG RKAG LGCCG SG V E SG G WG D 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLNDLMELKTMARELRDAC TS 

FSSQFDQVQEMVSVIQDQISHM 

KREEitFREKRVKRNE/QSLQM 

WDYVERPNLRL 


5643 


36011 


A 


5689 


1 


672 




5644 


36012 


A 


5690 


1 


807 




5645 


36013 


A 


5691 


1 


1617 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


5646 


36014 


A 


5692 


1064 


1893 


LLEGSININKKDIYTKTQSVGRQ 

HQRPKVDKTTKMGRNQNRKA 

ENSKNQSASSPPKDCNSSSPAME 

QSWMENNFDELTEIGFRRSVIT 

NFSELKJEDVQTHCKEAKNLKK 

RLDECLTRINSVEKKTLNDLME 

LKTMAQELHDTCTSFNTQFDQ 

VEERVSVIEDQINEIK*EEKFRE 

HLITVPESDGEKGTKLENTLQDI 
IQENFFTNIARQANIQIQEIQRTA 
QRYSSRTATPRHIIVRFAKVEM 
KEKVLRAARKKG 


5647 


36015 


A 


5693 


3 


620 


EAG WLLLSSVDEVMKENDELR 
DSISQLQKQILSLKSAKIALTESL 
ISFRERAEIVEKQTQALIM*VAD 
LQQGN DQTFQG L L DTG SELTL I 
PGDPKHHCGPPG PK V RA YG DQ 

Vl^uVLA^V^LlVur Vur W Irlr 
V V lor V ret V lOl A 1 UINo WV<|IN r H 1 

GSLTGRVRA1MVGISWQGQQY 
TFTVLPQRYINFPALCHKTAKR 
HTARR 


5648 


36016 


A 


5694 


1 


1098 




5649 


36017 


A 


5695 


2 


563 


IIRRAVFRWFWG*RSWGLNMIR 
PQNTKDSNSNCLEKTDSPWCEL 
FKELYKINAFDTPDSLLMRGNE 
FSDPIHHTFDHMWRTKEHNEA 

kj WLLLoo V UK V IVl^tNlJtlLLilJo 

ISQLQKQILSLKSAKIALSESLIS 
CRERAEIVEK*T*ALIMLVADL 
Q* K VH AQPHH AQPRQVSTVK V 
RALIVLQEVTDP 


5650 


36018 


A 


5696 


1 




499 


FVLVDVNNMWHRYASMLYER 
RLLIICSKLSTLTACIHGFAAML 
YPMYWQHVYIXPVLPPHLLDYC 

PAPMPYl iniHT ^1 MPkTVRMMA 
\s/\r IVIr I L*lvJinL>oL* 1 VI C Pv V ix IN |Vl/\ 

LL/u V VILIN VUUN 1 L/C l r r LJLJL>\g 

OLrlNU V looLMN 1\_L/Pvxv V Jl 1 I \J 

nfiVARAFI If AHA APFP.nVRMA 


565 1 


36019 


A 
f\ 


56Q7 




/ J J 




5652 


36020 


A 


5698 


103 


3531 




5653 


36021 


A 


5699 




2073 




5654 


36022 


A 


5700 




901 




5655 


36023 


A 


5701 


148 


639 




5656 


36024 


A 


5702 




318 


REYGTPOEOLNLA1 1 TI NFI SI 
PKGQMLSAAEQHLQKPAAKTE 
A/GRMIWQRDPITKI WEIGKIIT 
WGRGYACVSPGQNHQSVWIPS 
RHLKSCHGPDAKEEIPGGS 
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SEO H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mil 
hod 


SKQ II> NO: 
in USSN 
0*>/540,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5657 


36025 


A 


5703 


1 


612 


PTRP1KHITDJPYNSEGQAIVER 

MNLSLKQQLQKHKKGGK/SKD 

YGTPHMQLNLALLTLNFLSLPK 

GQILSVAEQHLQKPAAKTEAEQ 

LVWWRDPITKS*EIGKIH WGK 

GYACVSPGLTQQPIW1PSRHLK 

PYHEPDAEEEIPGGSRGPPPPPV/ 

DSHVETDAEEEPHCHEQHLSNT 

ATHLGTDQEAVTAGGRKPEES 

KTTSHNK 


5658 


36026 


A 


5704 


2 


791 




5659 


36027 


A 


5705 


2301 


2620 


DGQQL1ALHRLALRELQQAGH 

AGLPQQAKILFDGGSE1GKIRGL 

QRPRAKNRLSGRGPLREPSPK*F 

FGVQGRKTLNRTLKGAPH*NL 

AAKAGKPLSPCTSGRIRM 


5660 


36028 


A 


5706 


1 


1010 


MDDIPQEAGRYRHNQAYAYSI 

QGDGAEDDDERIVRFHTRVTV 

DSDTLASDAARJLTCRHGLGNQ 

GSDLVLYGTSTPKNLI WVRVH 

VVGHRPDRRFFAFDVWSPRSLI 

VDSCSKLEQHSTLSRAILLIYKG 

FCRFRNHHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFIN 

AAGTTGFPTGKRAVSATQLMD 

FADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQANVQQFIDEGNYTS 

GDNHTLRDPHYVEDKGHKYLV 

FEANTGTENGYQGEESLFNKA 

YYGGGTNFFRKESQKLQQSAK 

KRDAELANGALGIIELNNDYTL 

KKVMKPLITSNTVTDEIERANV 

FKMNGKWYLFTDSRGSKMTID 

GINSND1YMLGYVSNSLTGPYK 

PLN KTG LVLQMGLDPNDVTFT 

YSHFAVPQAKGNNVVITSYMT 

RGSSR*RQRP*IPCIRSQHGNRK 

RIPR/SKNLYLTKRTTAAARTSS 

VKKARSFSRALKNAMLS*RTAP 


5661 


36029 


B 


5707 


I 


1149 




5662 


36030 


B 


5708 


55 


3947 




5663 


36031 


B 


5709 


4 


885 
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SLQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknot* n, 
*-Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5664 


36032 


A 


5710 


461 


1560 


SLQTRDLPISEPPSNRJFACWGK 

PAWTACCNSLRARJR*RAISCCP 

SH*KRIPRRRIFI*PKRTTAAART 

SSVKKARSFSRALKNAMLS'RT 

APSVS*S*1MITH*KK**SR*SLQ 

TRDLPISEPPSNRXFSPAGANQR 

GPLAATLSGPGGEGQSAVARLT 

GEKKNHPGAQYANRLSPRVGR 

F1NAAGTTG1PDWKAGSERNAI 

NGAIAL1EGFRPLTLEPSSUVNS 

CSKLEOHSTLSRAILLIYKGFCR 

FRNHHQTGFSPAGPNQRGPLAA 

TLSGPGGEGOSAVARLTGEKK 

1 Ij^IVJI VJ VJ JLjVJ V^LJil ▼ J 1 1 v 1 — > 1 \JL-I\ IV 

NHPGAQYANRLSPRVGR1 1NAA 
GTTGFPTGKRAVSATQLM 


5665 


36033 


B 


5711 


1 


1458 




5666 


36034 


B 


5712 


1 


3573 




5667 


36035 


A 


5713 


606 


1005 


GGMLCGTLSGPDGEGQSAVAR 
I TGEKKHPRGDO*OKAPl LAR 
W/RNPI MOLAO/PDFPTGKRAI 
DTHRSVSHAHII1TIHSSTLSSDIS 

1_V 111. 1 V k_7 ▼ k^J 1 1 /%. 1 1 III 1 111 *J 1 k-J 1 1 *_J 

HTDAPNTSSNNYVIA1TSPSDTA 
PTSRTPLH Rl H H TTP I P I A TL A R P 


5668 


36036 


B 


5714 


1 


1566 




5669 


36037 


C 


5715 


29 


2314 




5670 


36038 


A 


5716 


597 


1384 


ISYTVPEALSARSNPAACQH AS 

CRPA ACPVAS VGSPRQP A PGG A 

GGHRHWPRRRWRLRQRPRPSA 

PGRPRRPRPRPRRHRRRPRPHP 

HHAPPPRPSCAETRS\RRGGGRR 

PLPRPLPPGAAGAGHREVGDK 

AGAAGCGRRVVALAA\PVSPPS 

SPSSPSPSLLSAAVGVAGCFSAE 

LSDSRRLLAPGGEGPLARSPAR 

CDPAAGSACPAGWSSRORSRC 

ELMCAAG1SCWHTGHCTWCSL 

SFMPLVLM1LAASFRPVAVSSH 


5671 


36039 


B 


5717 


1 


3873 




5672 


36040 


C 


5718 


356 


784 




5673 


36041 


A 


5719 


1303 


1664 


KRRDEIIPCVLSKQLLVTFITCR 

ASCINESANARGEAVCVLGAR 

VV/SSFHQ*DGQQLIALHRLALR 

ELQQAVHAGLPQQAKILFDGGS 

EIGKIPYKSKE*PENRLSVVPVW 

EQESTLASV 
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SKQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for List amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon. /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


5674 


36042 


A 


5720 


453 


915 


TVSRWAMLEHILLFSREPSNKE 

PET* AHSM*ADDKRFAA YKKK 

TKGGTERWDKYGRRPANGfRT 

GENNAKTEHLRDRDQKR/PRER 

ERAR*TTEITEQEGSG*GEPVEQ 

MRKRRAQAWSRRKSTGSQTET 

RSVRVTRVGLKTASESRRIRTM 

EQN 


5675 


36043 


B 


572! 


319 


1469 




5676 


36044 


B 


5722 


164 


3112 




5677 


36045 


A 


5723 


1 


1 102 


MRWTPGHE1TKALQTFQRYTGI 

QHVHRJGMAERMWCDRNRER 

HTVSSSGGNRLPNPEHFEAFQS 

VAQCTYNQTVQLDITAFLKTV 

KKNKHKFYPAFIH1LARLMNAH 

PEFRMAMKDVDSCSKLEQHST 

LSRAILLI YKGFCRFRNHHQTGF 

SPAGANQRGPLAATLSGPGGEG 

QSAVARLTGEKKNHPGAQYAN 

RLSPRVGRFINAAGTTGFPTGK 

RAVSATQL1YRELFPQPLVQLD 

PCSVPCMQPPTSPKSRAWVSDI 

ALLEFQKKKEMEKKKEKERKK 

ELQGGRGRRRGGGWGKGRER 

GG RG KICRRGGG E A 1 RD A EKAG 

RLPHPDMEIRGRVEQRVGYTIE 

QINHMRDVFGTRLRRAEDVFPP 

VIGVAAHKGGVYKTSVSVHLA 

QDLALKGLRVLLVEGNDPQGT 

ASMYHGWVPDLHIHAEDTLLP 

FYLGEKDDVTYAIKPTCWPGL 

D11PSCLALHRIETELMGKFDEG 

KLPTDPHLMLRLAIETVAHDYD 

VIVIDSAPNLGIGTINVHPAWGS 

A1SLLEYSPGHLAGFVASIPAPL 

QLVPRWDTKPVLEDASASSRFS 

1PQRNPTHLH PTTSFPSCN PDTV 

DAWMRFLITWCLYTSPYSTLM 

GELFPFYQGMLLESTKQGSQVR 

KVFVWTLVPNWNNTQPYSRAI 

LLIYKG FCRFRN H HQTG FSPAG 

ANQRGPLAATLSGPGGEGQSA 


5678 


36046 


B 


5724 


90 


6258 




5679 


36047 


A 


5725 


837 


1485 




5680 


36048 


A 


5726 


1 


2993 




5681 


36049 


A 


5727 


1 


123 




5682 


36050 


A 


5728 


1 


960 




5683 


36051 


A 


5729 


507 


755 


NKRGYKQMEEHSMLMGRKNQ 
YRKNGHTAQGNL*IQCHPHQA 
TNDFLHRIGKNDFQVHMEPKK 
SPHRQVNPKPKEQSWRHHAT 
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SEO H> 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


5684 


36052 


A 


5730 


274 


882 


PDQVDRGGAHWQ1 DADDPWL 
ADM LQHCQRCGEILRHYSGGIR 
GNVSAVKCAEH HVPAFARLRJM 
PQCGDFQRLDYRLFDSPGVKRR 
EL*TAYRFCHVAP*LMDLRSG 
WAAGAVYRYOSH*FTADRLRS\ 
VDMDEAGNHHSQQT\SQDQKI 
KORTFSLISGS*TTRTHGHRFGN 

fX \J IX 1 1 k-J ' 1 lIVJ <J I 1 J.X 1 I J XhJ 1 1 IVL/VJ 1 ™ 

1THRGLSRPNTAR1LCASKAHLG 
LPLRSSLP 


5685 


36053 


A 


5731 


114 


329 




5686 


36054 


C 


5732 




1983 




5687 


36055 


C 


5733 




588 




5688 


36056 


A 


5734 




597 




5689 


36057 


A 


5735 




721 


MTS YN EQN KK P VTDPN EMAIH 

EDSNQEFKIAVVNETQRSPRSSP 

TEHLMTPPPLPTREQQPPLTVIF 

HYLPKSYKTAPPLSPFPDSLFGL 

SQPAPRDMDEAGNHHSQQTAK 

Q EQ KTK H C M FSLTSG S * TM RTH 

GHREGTVIHRGLLGQFSQQLIN 

KSEFSNTVCREKSGRVLQVNM 

ESPL*MIQDALQDQTTPKGPITV 

FL*LFYLDHLLRSSHKVASYLST 

ESRSRGS1TVLFIRCSEP 






A 


3 / JO 


A 1 7 




DRNRKANTACFOHSOVGVEO* 

EHMDTGKV*SI*YGNYEHTSTC 

ERME1QKATTEHLNL*S*SGSFL 

RFTWKMLQFSKISRSFYQVLKH 

QQKIM 


5691 


36059 


A 


5737 


325 


1489 


RSPTLLMHVHY1KV1SWRELLL1 

WLRAANASINPGVEQSPSGDPK 

TVTGFPFLRLEAADWVEEASVP 

KGVHIALSSQEQRAGDPRDLEA 

PSNLVISERTHRSFRVSWTPPSD 

SVDRYKVEYYPVSGGKRQEVV 

RTPGVPDLRLPAIIPQAAWLLA 

HLPAPSAPPTELPTKHTEAQSQ 

RCWSLLLCSVTEVAAPSQVVK 

EAPPSFHTGTENGYQGEESLFN 

KAYYGGGTNFFRKESQKLQQS 

AKKRDAELANGALGIIELNNDY 

TLKKVMKPLITSNTVTDEIERA 

NVFKMNGKWYLFTDSRGSKM 

T1DENKIPRNPTYKGREGPLQGE 

LQTTAQGNKRGYKQMEEHSM 

LMDRKNQYRENGLTAQAVPQPP 

PSGI*GYTAPCFPWENLI 


5692 


36060 


B 


5738 


1 


873 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5693 


36061 


A 


5739 


274 


716 


QACYlYTTEYYAAllvNDEF/TVL 

CRDM DEAGNH HSQQT VTRTKN 

QTPHV LTH RWELNN ENTWTQE 

GEHHTPGPVMLDSAPPTLGHQT 

PGSSAFGLWDLHQRLRLPRPQT 

KGSTVGFPGSEAFKLGLGHYW 

LSFFPSLQTAYRGTLPFNH 


5694 


36062 


B 


5740 


134 


2283 




5695 


36063 


A 


5741 


3 


872 




5696 


36064 


A 


5742 


1 


480 


SKLNSGDGCWSGARRGSAHSR 
SPLPSPLRPRAKMATEGLHENE 
TLASLKSEAESLKGKLEEERAK 
LHDVELHQVAERV7VGPGAVC 
HEDQKDPQRPREQSPVHGLVQ 
R*EEDRJELVTGWEGDRVGFLH 
HKQGARGHHALHVGDGMCLC 
P1GMCHCLWWFG 


5697 


36065 


A 


5743 


3 


387 


AKMATEGLHEN ETLASLKSEA 

ESLKGKLEEERAKLHDVELHQ 

VAERV/VGPGAVCHEDQKDPQ 

RPREQSPVHGLVQR*EEDRELV 

TGWEGDRVGFLHHKQDPDSER 

RWHMCPVGRGERAAAAELPRT 


5698 


36066 


A 


5744 


1 


1575 




5699 


36067 


A 


5745 


20 


510 




5700 


36068 


A 


5746 


1 


1392 




5701 


36069 


A 


5747 


1 


1560 




5702 


36070 


A 


5748 


-> 


325 




5703 


36071 


C 


5749 


206 


409 




5704 


36072 


A 


5750 


1 


855 




5705 J 


36073 


C 


5751 


233 


571 




5706 


36074 


A 


5752 


1 


3600 




5707 


36075 


A 


5753 


1 


4137 




5708 


36076 


A 


5754 


3 


1357 




5709 


36077 


A 


5755 




194 




5710 


36078 


A 


5756 


3 


269 




5711 


36079 


A 


5757 


1 


1770 




5712 


36080 


A 


5758 


164 


411 


RKNRKPNTAFLTHKWELNNEN 
TWTQGGNITHQG\CWGVQG*R 
RDSI RRNT*CKCRVPGCSKPP W 
HVYTYVTNLHILHMYPRT 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in IJSSN 
0*>/540\217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


5713 


36081 


A 


5759 


1 


3095 


MKMADAKQKRNEQLKRWIGS 

ETDLEPPVVKRQKTKVKFDDG 

AVFLAACSSGDTDEVLKLLHR 

GADINYANVDGLTALHQACID 

DNVDMVKFLVENGAN1NQPDN 

EGWIPLHAAASCGYLDIAEFLIG 

QGAHVGAVMSEGDTPLD1AEEE 

AMEELLONEVNROGVDIEAAR 

KEEERIMLRDARQWLNSGHIN 

DVRHAKSGGTALHVAAAKGY 

TEVLFCLL1QAGYDVN1KDYDG 

WTPLH AAAH WGKEEACRI LVD 


5714 


36082 | 


A 


5760 


1 


591 


FTVTRCYAVAQEGTYFDGSGY 

AALVKEGYKVQSDVMITLEVS 

N\PRRNGVFLG1STAIVHAIGLEL 

VDGKVLFHVNNGAGRJTAAYE 

PKTATVI CDGKWHTI OANKSK 

HRITLIVDGNAVGAFSPHTOSTS 

VDTNNPIYVGGYPAGVKOKCI 

RSQTSFRGCLRJCLAL1KSPQVQS 

FDFSRAFELHGVFLHSCPGTES 


5715 


36083 


A 


5761 


340 


739 




5716 


36084 


A 


5762 


1234 


1897 




5717 


36085 


A 


5763 


1 


4070 


VTPRAAWLGLGFRGSAVLGLC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEEIRRS 

SQSWSLAADAGLLQFLQEFSQQ 

T1SRTHEIKKQVDGL1RETKATD 

CRLHNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLICAEAEKTEQE 

KTREOKEVDLIPKVOEAVNYG 

LQVLDSAFEQLDIKAGNSDSEE 

DDANGRVELILEPKDLYIDRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


5718 


36086 


A 


5764 


1 


972 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5719 


36087 


A 


5765 


1 


2193 


MVPYSLLVTWLQKALGVRQY 

HVASVLCQRAKVAMRPFEPKY 

1HYDLLEKNINIVCK*LNRPLTL 

SEKIVYRHPDDPTSQEIERGGTY 

LQQWPDSVTMQD/ATAQMAM 

LQFISSRL/SKVTMPSTIHCDHL1 

EAQLGSEKDLHQAKDrNHEVY 

NFLATGSVKYGLSFWKPGSG1I 

HQIILENYEYPGVLL1GTDSHTP 

NGGSLGGICIGVGGA/DAVDVM 

TG1PWELKCPKVIGVKLMGSLS 

GWTSPKDVILKVAGILTMKGG 

TGA1VEYHGPVVDS1SCTGMVT 

VCNMGLEIGTTTSVFHYNLRM 

KKYMSKTCQADIANLADEFKD 

HLVPDPGCHYDQL1EVNPSELK 

LHFNGPFTPDLAHPVAEVGKVA 

EKEEWPLDI*VGLWGSCTNSSY 

EDMGCSAGVAKQALAHGLKC 

KSQFTITPCSEQIRASIEQDGYA 

QTLRDVGGIVLANACGPCIGQL 

HRKDINKQEKNIIVTSYNRNFM 

GHNDTNPETHAFITSPETVTAL 

AIVGTLKFNPETNYLTGKDGKK 

FKLEAPDADELPQAEFGPGQDT 

YQHP\P WGTTDH I S A AGP* LKFR 

GHLDTISNNLLSGA1NIENGICAN 

SVHDAVTHEFGPFPDTARYKK 

YG!SWVVIGD*NYGKGSSWEH 

AALEPRHL\GGRAIITKSFARIHE 

TNLRRQGLLPLTFADPADNKIH 

LVDKLT1QSLKDLT/PGKPLKYI 


5720 


36088 


B 


5766 


3 


1205 




5721 


36089 


A 


5767 


435 


1428 




sin 


36090 


A 


5768 


1 


615 




5723 


36091 


A 


5769 


79 


381 


DKPQPHLQHTRTSKLRLNRSSQA 

FLQNLLPQELATSAGNLAIRPR 

NACSLGFLVSRVPSLAATPRAP 

WNSGPRLSD*LLPRSSRLSS*RL 

TLPDRLGSPVDH 


5724 


36092 


A 


5770 


38 


452 




5725 


36093 


A 


5771 


435 


524 




5726 


36094 


A 


5772 


284 


41 1 




5727 


36095 


A 


5773 


1 


354 




5728 


36096 


B 


5774 


1 


942 




5729 


36097 


A 


5775 


1 


417 




5730 


36098 


A 


5776 


88 


279 ! 


EDLGRSQSESLGPEFQG*VVAIE 
TIWT^TEPKIFTICLSGSHSQSPW 
NSGPRLSD*LLPRSSQLSS*RLT 
LPN RLRS LQDH H RCSR 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion. \=possible nucleotide insertion) 


5731 


36099 


A 


5111 


206 


816 


FiDSMLSPSRYQ*LSSQTMWKKL 

L*ISYGTKNEPA*PKQS*AQRTK 

LEASH* LTSNCTTSLH*SKQHGT 

GTKTEKKT*AIPFRT*A WAKTS* 

LKHQKQWQQKPK*TKKIKYLG 

IQLTTDVKDLFKENYKPLLNEI 

KEDTNKWKNIPCSWIGG1N1MK 

MA1LPKVIYRFNALPIK1PMTFF 

TELEKTTLNFIWNQKRARIAKTI 

LSTKNKAGGITLADFKLYYKPT 

LVKTAWYWYQNREENLGNTIQ 

DIGMGKNFMTKTPKAMATKA 

k^ini^Rni TfcTPkT^FPI Ak'PTTIPM 
NROPTPU/Fkf 1 FAIVPQnk' Al IQ 

GIYKDLKQJYKKKN1MP1KKWA 

KEMNRHFSKEDIYAANRHVKN 

AHHHWSSEKCKSKPQ 


5732 


36100 


A 


5778 


502 


600 




5733 


36101 


A 


5779 


51 


452 


ADKQLQQSLRIQNQCTKITSJLI 
HQQQTNREPNHE*TPIHNCFKE 

TAQGNKKGYKQMEEHSMLMG 
RKNQYRENGHTAQELEKTKVH 

Mil 1 ! 


5734 


36102 


A 


5780 


381 


528 


LPPPLPAGLC**DQQQNSNAPL1 
H * EKERPPDDS YRIFLPRY H FHD 
DRI 


5735 


36103 


A 


5781 


1 


477 








A 




1 Rfi 




GPLQGELQTTAQ*NKRGQKQM 
EEH SMLMDR KN K YHEN/EPYSP 
R* FIDSMPSPSN YQ* LSSQN WK 
KLL*G PYGTKKEPT* PRQS 


5737 


36105 


A 


5783 


1 


533 


MG PE ICTSDKLSDEAD VT V L EV 

LA RA I RQEKEIKG IQLG KEE V FCL 

SLFADDMIVYLENPIVSAQNLL 

KL1SNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLKEIKEEHSIKWKNIPSSWVG 

RISIMKTAILPKVY1RIKDDEWN 

1YRRYTEFRSLHHKLQNKYPQV 

RAYMFPPKKAIGNKEAVLCHG 

R*HDCISRKPHRLSPKSP*ADKQ 

LOOSLRIONOCAKITS1LIYO*OT 

NREPNHE*TPIHNCFrCENKIPRN 

PTYKGCEGPLQGELQTTAQGN 

KRGTFHQMEEHS1LMGRKNQY 

HENGHTAQGLHPDKRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540.217 


Nucleotide 
locution of first 
cudon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l Inknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


0 / Jo 


JO 1 UO 


A 

r\ 


J / 54 


J J7 


870 


TPANOOHYRRMTLOLKFNOTN 
RKROOKOHOOKRPH KNPIOR^ 
ATSKIKGDGSIQP*MLPWGQSP 
QKA LTL ATA PEQRK DTPPVRG L 
SLQD 


5739 


36107 


c 


5785 


1 


1170 




5740 


36108 


A 


5786 


317 


960 


KWPYCPRQFIDSMPSPSSYQRL 
SSQNWKKLL*SSYGTKKEPTSP 
SQS*AKRTKLEASRYLTSNYTT 
RLQ* PKQHGTGTKTE I * INGTQQ 
SPQK*/QPHVYNYL1FNKPEKKK 
OWGKDSI FNKWDMDFVGNHH 

W VT VJ IV l^J ij I_< 1 1 1 I\ TV IS 1 V I LS V j V VJ 1 ^1 1 11 1 

SQQTITRTGNQTPHVFTHRWEL 
NNEITWTQGAGHHTPGPVVGL 
GAGRGIAI RF1PNANDELMVOO 
TNMAH1YLC1KPARCADVP 


5741 


36109 


A 


5787 


903 


1050 


LPPPLPAGLC**DQQQNSNAPLl 
H*EKERPPDDSYRIFLPRYHFHD 
DRI 




~kfi\ in 


A 




Z.O 1 


4Q1 


SFGYIPSNGMAGSNGISSSRSI R 
NRHTDFHNG*TSLOSHOOCKSV 
P1SPHPLQHLLFPDFLM1AILTGV 
R 


5743 


361 11 


A 


5789 


1 


381 




5744 


361 12 


A 


5790 


1 


3231 




5745 


361 13 


A 


5791 


1312 


1463 


KGSATCSPPQANATTTTALQML 
GGIPWGNACGIFTRPPPOTYLN 

VJ VJ 11 » » VJ 1 ^1 *V V'VJ II I I VI 1 1 1 I I— ' 1 ^1 

THLSTR*RPLLLLLKCVR*KGSA 
TCSPPQANATTTTALQMLGGIP 
WGNACG1FTRPPPQTYLNTHLS 
TR 


5746 


36114 


A 


5792 


811 


1065 


IS*VSFMSITH**WKKKEQQLLG 

CWLA*M*SMLICV*RERI*THKL 

E*LHLCI*RMKKILEIQKGMFKL 

LPY*TKRJM LK/TLN RQLN ST V S 

SLHSRVDSLEKSNTKLIEELAIA 

KNN1IKLQEENHQLRSENKLIL 

MKTQQHLEVTKVDVETELQTY 

KHSRQGLDEMY1MEARRQLRDE 

SOLRODVENELAVOVSMKHEI 

ELAMKLLEKDIHEKQDTLIGLR 

QQLEEVKAINIEMYQKLQGSED 

GLKEKKE1IVRLYWSALCG 


5747 


361 15 


A 


5793 


1 


1353 




5748 


361 16 


A 


5794 


78 


503 


TKELLHSKRNYHQSEQATYRM 

GENFCNLLI*QRANIQNLQ*TQT 

NLQEKNKQPHQKVGEGYQQTL 

LKRRHLCSQKTHEKMLIITGHQ 

GNTNQNHTMEIPSHTS*NGDH*K 

VRKKQGHG*SWKPSFSANYRK 

DKKPNTSCSHSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ot'first 
codon for pepiide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




JO I 1 / 


A 

A 


3 /V3 


2 


7fifi 
ZUU 


vni MIRTIPVDPT1RTT<\V<vl TV 

I VJ 1_> 1 vi l rv I ir v i^f i l i iv 1 i O V o U 1 V 

RLATMN PRSRPAP VDTVA PG PP 
HLHKNQKSSQHSQYLDLTSYC 


5750 


36118 


A 


5796 


76 


195 




5751 


36119 


A 


5797 


1 


2445 




5752 


JO 1 zU 


A 

A 


3 /yo 


2U / 


^ /3 


l in L,v^r_*rv in i\yrnyi\ v ui\u T c, w l 
l^I^lvI\Jvnov^ov<fv^ 1 T Crvlvi Lll J Vjrl 
v^IVJNxA IN V^iN n IN L/l I Jrlij J IN IN L' IJ 

kTHRKOOMI FRM*RT\JR N AFXI 1 

VGV 


5753 


36121 


B 


5799 


1 


681 




5754 


36122 


A 


5800 


1 


798 : 




5755 


36123 


c 


5801 


78 


245 




5756 


36124 


A 


5802 


16 


491 


EPYPDRPREPKRDPEWSWGLW 
DKGGLWLSLGRTRTEAHTALS 
RLRASMWIDRSTRAVSVHFTLY 

INrr ly^r I o V jLivv CILr 1 UoLV 

PQQT VF^F^slFR^n^s A 1 flYHI \A\ 
ro3L V Cor JlflvjUOnLy T rlLIVlL 

rV^L V r LALoLlnLL V l^L i rvm IV] \J 

rvvJ V JUo Y W rvrvr iviN W LC V AoL V o 

FCFFl^ 
ror fcrv 


5757 


36 125 


A 

A 


30O3 


i 
j 


2 /y i 




5758 


Jolzo 


A 

A 


3&U4 


2iy 


107 

jyz 




5759 


36127 


A 


5805 




1044 




5760 


36128 


A 


5806 




360 




5761 


36129 


A 


5807 




528 




5762 


36130 


A 


5808 


127 


360 




5763 


36131 


A 


5809 




421 


GRRSRLAMRPLSMSYSFDLSDV 
TTPESTKNLVESSMVNGGLTSQ 

l Ivc IN vj Lr k3 1 V i /A V^tVlVIvL L> lv 

APT! AFI Pi^FQFFFX! UI^CTnn 
Ar 1 LACLLyooDoCCD 1 L^rl rvo 1 Jo 

^QV^P^FPXFFPVT \FAVFTRKkTP 
oo V or or r\CCr V L»\C/\ V r 1 rvJVPvr 

PfcTFI PI v vTPOPFR RflPPHRRHvl 
rlvrLr loo I r y r Clvlvy r r y i\ Ml o I 


3 /o4 


JOl 32 


A 


JO 1 k) 


j2o 


! UoO 




5765 


36133 


A 


5811 


1 


2076 




5766 


36134 


A 


5812 


1 


450 




5767 


36135 


A 


5813 


901 


1506 




5768 


36136 


C 


5814 


17 


106 






JO 1 3 / 


A 

A 


1 v 
35 1 3 


7/1 


J JU 


A R nOPI/PkT ^HTVFr.PFPA HNkT 

v^L>L< rvrv i LvvJ rvrvrvio i v v oorvc v in 

Pvj V^IVJ/\ T O IN L. L, Iv VA 1 N IV] l_J 1_> iv rv rv 

FW k r l^lk r Tk r kTXI<rXQ^<v^ < %<s^Qc;p A 
L/ rv rv IN rv 1 rvrv J rv 1 ooooOooooi/A 

A A TA A XX A A XX A ATA AH 
AA I A A 1 1 AA 1 1 AA 1 AAy 


3 / /U 


"> /T 1 "5 O 

JO 1 JO 


A 

A 


3o lO 


1 


22*f / 




3 / / 1 


361 jy 


A 

A 


con 
3o 1 / 


1 


j jy 




J 1 1 z. 


JO 1 HI/ 


A 


SRI 8 


J 






5113 


36141 


A 


5819 


J 


83 




5774 


36142 


A 


5820 


1 


642 




5775 


36143 


A 


5821 


2 


583 




5776 


36144 


A 


5822 


193 


409 





681 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ II) 


SKQ ID NO: 


Met 


SEQ 11) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in IJSSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,2 1 7 


cod on for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










>V If UlllVv 






Sill 


36 145 


A 


5823 




425 




5778 


36146 


A 


5824 


| 


450 




5779 


36147 


B 


5825 


82 


2096 




5780 


36148 


B 


5826 


1 


1 554 




578 1 


36149 


A 


5827 


129 


522 


LCTDNIEITSKVHLHCSHHGAG 














LGTCSPLCLSLPPPPWAPVQPEP 














PR*APPPAPQRPVPSTIQGRKRL 














QLHS*SQ*DH/DAHAKVCSFTPE 














PARPRTHQKEETPNTSEHQKKQ 














TPDTPPLRTVTLTARLHGF 


5782 


36150 


A 


5828 


1 


541 




5783 


36151 


A 


5829 


I 


714 




5784 


36152 


A 


5830 


188 


287 


KELPSGGHYNCRAPSSPHPAGS 














S*SGHQPNSQQ 


5785 


36153 


A 


5831 


7 1 


689 


SPVLDDCPQGPLPSEESW/EQPV 














TRQYPLRPEVHKGLQNIVKHLK 














APGLVRKCSSHCNTPILGVQKP 














NGQWRLVQDLRLINEAVVPLY 














PVVPNPYTLLSQTPEEAEWFMV 














LDLKDAFFCIPLHSDSQFLFAFE 














DPTDHTSQITWMVLPQGFRDSP 














YLFGQALAQDLGHFSSRGTLVL 














QYADDLLFATSSEASCQQATLD 














LLNFLANQ 


5786 


36154 


B 


5832 


45 


1 148 




5787 


36155 


c 


5833 


233 


319 




5788 


36156 


c 


5834 


I ] 


133 




5789 


36157 


A 


5835 


215 


849 


IKRLPLMKRMWL*LQPESLEIA 














GILVQ*M1E*QPKKGTNSIPVSK 














PSP/VVQKPNGQWRQVQDLRLI 














SDAVIPLYPAVSNPYTLLSQILE 














EAEWFTVLDLKDAFFC1PLRSD 














SQFLLAFEDPTDHTSQLTWTVF 














TQGFMDTPHLFGQSLAQDLGH 














FSSPGTLVLQYVDDLLLAKQQA 














TLDLLNFLANQGYKLSKLKAQ 














LCELLVFSSCARMHS 


5790 


36158 


A 


5836 


1 


449 


MNKELGISSYKFCGMGRKTSVS 














AAKSVSATIPISRVQGLLQVLG 














QEVFLLLCQDQEEQAKREKRD 














QRKATALAMALRQTNLGGSER 














IENGAGQSPSRACYQCGLQGHF 














KKDYPTR/EPAAPCPLC*GNHW 














KMHCPRGQRSCDSHLAiTHL 


5791 


36159 


A 


5837 


, 


723 




5792 


36160 


A 


5838 [ 


186 


602 




5793 


36161 


A 


5839 ; 




843 




5794 


36162 


B 


5840 




1779 




5795 


36163 


A 


5841 




1 182 





682 



BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possinlc nucleotide insertion) 


d /yo 


-If. 1 {LA 

JO 1 Oh 


A 
r\ 


Doha 


71 




LSOWKNRWTRTFLASLSVIAN1 

LEPLLNILHVAVWLMLPN*S*V 

KKOVIM\FWNWWVLGLTDFKlM 

FATDPRVCSWPCWLRSEAADI 

CGECYSS 


S7Q7 


JO 1 OJ 


D 
D 


J OH J 


1 
1 


2622 






jDI do 


A 
r\ 


JOHH 


770 


1024 




5799 


36167 


A 


5845 


3 


3619 




5800 


36168 


B 


5846 


1 


1898 




5801 


36169 


A 


5847 


1 


420 




5802 


36170 


A 


5848 ! 


1 


1632 




5803 


36171 


A 


5849 


1 


597 


KYLTKKTQAASVEAVKMLDEI 

LLQLSASVPVDVMPGEFDPTNY 

TLPQQPLHPCMFP/LATAYSTLQ 

L VTNP YQ ATI DG VRFLGTSGQN 

VSDIFRYSSMEDHLEILE*LRVR 

H1SPTAPDTLGCYPFYFCGNTPS 

FGSKI1RGPEDQTVLLVTVPDFS 

ATQTACLVNLRS/LACQPISFSG 

FGAEDDDLGGLGWAPDSKKW 


5804 


36172 


A 


5850 


1 


1490 


RDAARRALNLLGLGEAVWTKQ 

VRSVA M FSEQA AQRAHTLLSPP 

SANNATFARVPVATYTNSSQPF 

RLGERSFSRQYAH1YATRLIQM 

RPFLENRAQQH WGSG VG VKKL 

CELQPEEKCCVVGTLFKAMPL 

QPSILREVSEEHNLLPQPPRSKY 

IHPDDELVLEDELQRIKLKGT1D 

VSKLVTGTVLAVFGSVRDDGK 

FL VED YCF ADL APQKPA PPLDT 

DRFVLLVSGLGLGGGGGESLLG 

TQLLVDVVTGQLGDEGEQCSA 

AHVSRVILAGNLLSHSTQSRDSI 

NKAKYLTKKTQAASVEAVKM 

LDEILLQLSASVPVDVMPGE\FD 

PT7s!YTLPQQPLHP\CMFPLATA 

YSTLQLVTNPYQATIDGVRFLG 

TSGQNVSDIFRYSSMEDHLEILE 

WTLRVRHISPTAPDTLGCYPFY 

KTDPFIFPECPHVYFCGNTPSFG 

SKI I RG PEDQT VLL VTVPDFS AT 

QTACLV1MLRSLACQPISFSGFG 

AEDDDLGGLGLGP 


5805 


36173 


B 


5851 


13 


441 




5806 


36174 


A 


5852 




279 





683 

BNSDOCID: <WO 0175067A3_IA> 



WO ()1/075<K>7 



PCT/li SO 1/08631 



SKQ ID 

NO: 


SIX) ID NO: 
of peptide 

sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on lor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*~Stop codon, /= possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


5807 


36175 


A 


5853 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKK\*RNFAELKIKRLRKKFA 

QKMLQRARRKFIHEKAKIIWH 

KEYRQMYRT\EILMA\RMARKA 

GNFYVPAEPKLAFV1RIRGINGV 

SPKVRKWLQLLRLRQIFNGNLL 

*SSTKAS\INMLRDCRSH1LAWG 

VPQ1LKSVNEL1YK\RGYGKINK 

K R 1 A\LTDN\ A LI A RS LG K\ Y G 1 L 

LAWEDLIHEIYTVXGKARI KEAN 

NFPVGPSNLSSPPRWK* KKK IT 

HFCKKVEDAGNREGRTRSNRP 

YLEGMDLRCLP 


5808 


36176 


C 


5854 


57 


287 




5809 


36177 


A 


5855 


1 


450 




5810 


36178 


A 


5856 


1 


549 




581 1 


36179 


A 


5857 


3 


581 


EQRKIPLVPENLLK.KRKA YQAL 

KATQAKQALLAKKEQKKGKG 

LRFKRLESFLHDSWRQKRDKV 

RLRRLEVKPHALELPDKI ISLAK 

VVRIERIDGVSLLVQRTIARLRL 

KKIFSGVFVKVTPQNLKMLRIV 

EPYVTWGFPNLKSVRELILKRG 

QA\KVKNKTIPLTDNTV1EEMLG 

ECYSLGVSWGRKPGSLKL 



684 

BNSDOCID: <WO 017S067A3_IA> 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IJSSN 
09/540,2 1 7 


Nucleotide 
locution of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 1 
deletion, \=possible nucleotide insertion) 


5812 


36180 


A 


5858 


1 


2652 


MFGRSRSWVGGGHGKTSRNIH 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQMD 

SSVFDFFLEKNMFVFFLNILRQK 

SG R Y VC VQLLQTLN I LFEN1SH E 

TSLYYLLSNNYVNSHVHKFDFS 

DEE1MAYYISFLKTLSLKLNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRIAVRTITLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

V W FI G S H V I ELDDC VQTDEEH R 

NRGKLSDLVAEHLDHLHYLND 

ILIINCEFLNDVLTDHLLNRLFLP 

LY VYSLENQDKVFL1 IHHA PL V 

NSLAEVILNGDLSEMYAKTEQD 

IQRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEI PAI RSLEWLISAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQAKPSIRCFIKPTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKG1KTSGESEEIE 

M V I MERSKLSEL A ASTSVQEQN 

TTDEEK.SAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNKJENLLKKRKAYQ 

ALKATQA KQELL AKKEQKKGK 

GLRFKLLESFLHDYWQQKPDK 


5813 


36181 


A 


5859 


I 


405 


LEISIMAAS1SGYTFSAVCFHSA 

NSNADHEGFLLGEVROEETFSIS 

DSQISNTEFLQVIXKVIGWYRFR 

RNTQQQMSYREQVLHKQLTRI 

LGVPDLVFLLFSFISTANNSTHA 

LEYVLFRPNRRYNQRJSLAIPN 


5814 


36182 


B 


5860 


1 


843 





BNSDOCID: <WO 0175067A3 IA> 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence j 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5815 


36183 


A 


5861 


-» 
-> 


1260 


EISIMAASISGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQISNTEFLQV1QIYNHQPCSKL 

FSFYDYASK VNEESLDRILKDR 

RKKVIGWYRFRRNTQQQMSYR 

EQVLHKQLTXRJLGVPDLVFLLF 

SFISTANNS THALEYVLFRPNRR 

YNQR.ISL A I PNLGNTSQQEYK V 

SSVPNTSQSYAKVIKEHGTDFF 

DKDGVMKD1RAIYQVYNALQE 

KVQAVCADVEKSERVVESCQA 

EVMKLRRQ1TQRJCNEKEQERRL 

QQAVLSRQMPSESLDPAFSPRM 

PSSGFAAEGRSTLGDAEASDPP 

PPYSDFHPNNQESTLSHSRMER 

SVFMPRPQAVGSSNYASTSAGL 

KYPGSGADLPPPQRAAGDSGE 

DSDDSDYENLIDPTEPSNSEYSH 

SKDSRPMAHPDEDPRNTQTSQI 


5816 


36184 


A 


5862 


1 


742 




5817 


36185 


A 


5863 


1 


3063 


MSLEVDRSVE 1 MCSGDEILLPD 

LPKADVADPLWGPFPVQNCLS 

LARSDSREQGLVLVMESRNRE 

VVPPGVSYSKDGAKSLKGDVP 

ASEVTSKDSTFSQFSPISSAEEC 

G DDEK I K V DD PLTRRTCNQ A SG 

SAPQQDYDKLKAFGGENSSKT 

GLSPSGNMEKNKVVKRJEAEAN 

SINLSVYEPFKVRKAEDKLKEN 

SDNVLENRVLDGKLSSEKNDT 

CLPGTAPSKTKSSSKLSSCSSAI 

MALSAFCKAASDSCKEPV 


5818 


36186 


A 


5864 


2 


626 


LCQHNRIKHKGIRKVYACSHCP 

DSRRTFTKRLMLEKHVQLMHS 

LKDPDLKE/TDRCHQ*GGNRNK 

RRH/LSSPVPSGSWKNQFSR/CA 

MCGFTTENLLQFHEHIPQHKSD 

SSSYQCQECGLWYTSHVSLSRH 

LF1VHKLKEPQPVSKQNGAGED 

NQQENKPSHEDESPNGTVSDRK 

CKVCVKTFETEAALNTHMRIH 

GMAFIKSKRMSSAKK 



686 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/l) SO 1/08631 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5819 


36187 


A 


5865 


1 


765 


MQRDVYISHVRKEHGKQMKK 

QPCCQRDKPFSSSHSLCWHNRI 

KHKVIRKVYTCSHCSDSRG TFT 

KQLMLEKHVQLTHGIKDPDLK 

E/TDRRHQ*GGNRNKRRPQGPQ 

SQVEVERTGSGVQASQVGAITQ 

PLKKLKINVFKVHKCARA\GFT 

TFNI 1 OFHFMIPOHKSDGSSYO 

CREHLFVVHKLKEPQPVSKQN 

GAGEDNQQENKPSHEDESPNG 

AMSDRKCKVCAKTFETEAALN 

THMOTHGMAFIKSKRMSSDEK 




1 RR 


A 
f\ 


J 000 


R7R 
0/0 


1 09 S 


AFFI DTI YTOFSRC*SRAFVPFA 

t \ I I Li VJ 1 i s I 1 I O IW tJ IV r\ 1 VII /A 

HPTAMACSSRR/LIRVOEODAA 
OVTHOSFKDDI GVVI GDTI HH 

v 1 nyji is is 1 < V—' v v i 1 > 1 111 

RFFT TFRH 
i\ 1 ri_iir ix 1 1 


SR? 1 


1 RQ 


A 
r\ 


SR67 


1 
1 


1 l>7 




JOZZ 


JO 1 7U 


A 
r\ 


SRAR 

JOOO 


1 


\ 1RO 






16 1 Q1 


A 
/ \ 




j j 


SS8 




5824 


36192 


A 


5870 


1 


897 




5825 


36193 


A 


5871 


1 


565 




5826 


36194 


B 


5872 


22 


1696 




5827 


36195 


A 


5873 


295 


522 




5828 


36196 


A 


5874 


-» 
j 


3678 


I PA PVSG RPPPG LL A EGK LSGPR 

PMCRTRLGSHTAASAPARMWL 

FHTLLCIASLALLAAFNVDVAR 

PWLTPKGGAPFVLSSLLHQDPS 

TNQTWLLVTSPRTKRTPGPLHR 

CSLVQDEILCHPVEHVPIPKGRH 

RGVTVVRSHHGVLICIQVLVRR 

PHSLSSEI TGTCS1 I GPDLRPOA 

QANFFDLENLLDPDARVDTGD 

CYSNKEGGGEDDVNTARQRRA 

LEKEEEEDKEEEEDEEEEEAGT 

EIAIILDGSGSID 


5829 


36197 


A 


5875 


1 


3189 





687 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5830 


36198 


A 


5876 


1 1 19 


2463 


LRAGGPGQGGKGPAHPGRRVD 

ELLLGH PTA VGC A KGTDC PTPT 

PGGLWV*GVQEESSDLPTAVDS 

SRPDIRDQAWASVHWELYVHG 

SSF1NT*GERGAGY/AVITW/STV 

VEARSMPQGTSAQKAELIAF1R 

ALELSEALAKTVRQRCVSCRQ 

HHARQGPAVPPGIQAYGAAPFE 

DLQVDFTEMPKCGD1RK1VTGD 

VNTPAILGVVSSSPPSHIGHNITE 

DPELQP1LAGLSLSMYLVTVLR 

NLL1ILAVSSDPHLHTPMCFFLS 

NLCWADIGFTLATVPKMIVDM 

QSHTRVISYEGCLTRISFLVLFA 

CIEDMLLTVMAYDCFVAICRPL 

HYPVIVNPHLCVFFLLVYFFLSL 

LDSQLHSWIVLQFTI1KNVEISN 

FVCDPSQLLKLACSDSVINSIFM 

YFHSTMFGFLP1SGILLSYYKIVP 

SILRISSSDGKYKAFSTCGSHLA 


583 1 


36199 


B 


5877 


1 


1830 




5832 


36200 


c 


5878 


109 


245 




5833 


36201 


B 


5879 


1 


801 




5834 


36202 


B 


5880 


171 


288 




5835 


36203 


B 


5881 


49 


502 




5836 


36204 


B 


5882 


1 


639 




5837 


36205 


A 


5883 


1 


821 


MSGQFDFLLWTPEEDNSDESD 

AEGEHGDGAEEEAPPPVPRPGP 

KPAGLGRRPCPYEQAQGGDGP 

EEQWMSFCWDIPRKSGAPRER1 

TLRRHLEDCGCKVSKKKAQ1CR 

QQKDPQEESPAQFYERLCEAYG 

M YTPFDPDSPENQRM1 H M AL V 

RQSAEDMRRKLQKQAGLAGM 

NPSQLLERASQVFVNRDAV/TP* 

GKQQREWRERG*YDSQYRRGG 

TQPCD1VPNIRRERR*YHSQYRR 

RARPPGPH*SERGALRPGSLPRQ 

A A * RVPSGPA DGQ 


5838 


36206 


A 


5884 


1 


1860 





688 

BNSDOCID: <WO 0175067A3_IA> 
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PCT/tJ SO 1/08631 



SKQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide locution of lust 
rodon lor Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=linknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


5839 


36207 


A 


5885 


2745 


3732 


1RIGKNYFKVHMEPKKSPHRQV 

N PK PKEQS WRHHTT* LQT I LQG 

YSNQNSMPG PTPQVPSTP A PG G 

NLRNPQSSDLLQVTKQQGQAL 

A1QREAPLHRIPAPEAIPWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRGPDRQGYPLQGD*PGE 

rixryLn rvunoyLlvLroiJcK.y 1 r 

1 FOVr A HOfi H P V A OR RN*Pr.V 

WFRVH^AFnPFI OPIT AHI CI Q 

yvi VTVI PXII I I C 
IVI Y L* V 1 V L iv IN LLI o 


5840 


36208 


B 


5886 


1 






5841 


36209 


B 


5887 


1 


674 1 




5842 


362 10 


B 


5888 


165 


928 




5843 


3621 1 


A 


S8R9 

JO07 


56 


2028 




5844 


36212 


B 


5890 


1335 


3804 




5845 


36213 


A 


5891 


365 


1573 




5846 


36214 


A 


5892 


1 


1491 




5847 


36215 


A 


5893 


25 


458 




5848 


36216 


A 


5894 


1 


1194 


MGGNAADKFRAGVELALQSG 

NKVCVCSPRTTISGDAVAPRSV 

LPGCRHIPGEISQHSHCWAGRS 

LSSRKRGSLFRRMGFIKVVKNK 

AYFKRYQVKFRRR\RKGKT\DY 

YARKR\LVIQDKNKYNTPKY\R 

M1V\RVTNRDI\ICQMLYA/RRIE 

GDMIVCAAYCTPNLPKIWV*RV 

GLTNYAAAYACTGLLLVARRLL 

NRFGMDKIYEGQV\ELTGDEY>J 

VESIDGQPGAFTCYLDAGLARX 

TTTGNKVFGAPEGKLWMGGLS 

1PHSTK\RFPG\YDSE\SKEFNA\E 

VTSGKH1MGPKCLQNYM\RYL 

MF\FD\FnA VkT k r \DF < s\nVlk r \>JQ 
VTVPnMN/fXPFN/fVkTVk" A 14 A AIPP 

ESSSMEKKAQGKKFKKKRWNR 
PXKMSLAQKKDRVAQKKASFL 

O^^sR^Pif T F<sl TPAIPP 


5849 


36217 


A 


5895 


] 


I 191 

1171 




5850 


36218 


A. 


5896 


21 


1 SQ 

1 J7 


PR^NVRPAri^Fs^TrPPCU/A AC 
r tvoo v ivrAUUr oo I Lrro W 

ivoL i i orlvJ^-vjri \l LAu I u 1 y 1 K 
1 


5851 


362 19 


A 


5897 


I 


1 uuz. 




5852 


36220 


A 


5898 


1 


246 




5853 


36221 


A 


5899 


1 


642 




5854 


36222 


A 


5900 


2 


648 




5855 


36223 


A 


5901 




555 




5856 


36224 


B 


5902 


151 


513 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5857 


36225 


A 


5903 


1 


2915 


VSLAFCQPLSLSLSPLLPLASSL 

APERTHLPGPGSLLLSPPSFPAR 

PREPRGCVTAAPPDKMDTAEE 

DICRVCRSEGTPEKPLYHPCVC 

TGSIKFIHQECLVQWLKHSRKE 

YCELCKHRFA FTPI YSPDMPSRL 

P1QDIFAGLVTSIGTAIRYWFHY 

TLVAFARWEVVLLPACRJYKCL 

FLGSVSSLLTLPLDMLSRKNLL 

ADCLQGCFWVTCTLCAFISLV 

WLREQIVHGGAPIWLEHAAPPF 

NAAGHHQNEA 


5858 


36226 


A 


5904 




907 




5859 


36227 


B 


5905 


102 


406 




5860 


36228 


B 


5906 


1 


5241 




5861 


36229 


A 


5907 


1 


519 




5862 


36230 


A 


5908 


1 


3067 


TRDAAMAEAALEAVRSELREF 

PAAARELCVPLAVPYLDKPPTP 

LHF YRD WVCPN RPC 11 RN ALQH 

WPALQKWSLPYFRATVGSTEV 

SVAVTPDGYADAVRGDRFMM 

PAERRLPLSFVLDVLEGRAQHP 

GVLYVQKQCSNLPSELPQLLPD 

LESHVPWASEALGKMPDAVNF 

WLGEAAAVTSLHKDHYENLYC 

VVSGEKHFLFHPPSDRPFIPYEL 

YTPATYQLTEEGTFKVVDEEA 

MEKAEVSRTCLLTVRVLQA 


5863 


36231 


A 


5909 


j 


429 




5864 


36232 


A 


5910 




690 




5865 


36233 


A 


5911 




376 




5866 


36234 


A 


5912 




471 




5867 


36235 


A 


5913 




606 




5868 


36236 


A 


5914 




2756 


SPGGRTPAARDSIVREV1QNSKE 

VLSLLQEKNPAFKPVLAIIQAG 

DDNLMQEINQNLAEEAGLNITH 

ICLPPDSSEAEIIDEILKINEDTRV 

HGLALQISENLFSNKVLNALKP 

EKDVDGVTDINLGKLVRGDAH 

ECFVSPVAKAV1ELLEKSGVNL 

DGKKILVVGAHGSLEAALQCLF 

QRXGSMTMSIQWKTRQLQSKL 

HEADIVVLGSPKPEEIPLTWIQP 

GTTVLNCSHDFLSGKVGCGSPR 

1HFGGLIEED 


5869 


36237 


A 


5915 


3 


404 


RLKEKKLVKEVIAVSCGPAQCQ 

ETI RTA L A MG ADRG I H V E V PP A 

EAERLGPLQVARV/AVVTADLR 

LNEPCYATLPNIMKAKKKKIEV 

IKPGDLGVDLTSKLSV1SVEDPP 

QRTAGVKVETTEDLVAKLKEIG 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5870 


36238 


A 


5916 


1 


334 




5871 


36239 


A 


5917 


88 


870 


MADVRVLVAVKRVIDYAVKIR 

VKPDRTGVVTDGVKHSMNPFC 

EIAVEEAVRLKEKKLVKEVIAV\ 

SCGPAQCQETI\RTALA\MGA\D 

RGIHVEWPPAEAERF/GVPLQV 

ARVLGQAWQRRRRLDLVLLGK 

QA\IACTDCNQ\TGQMTAGFLD 

W ryU I 1 \/V jy v 1 LCVJL/J\LI\ V Crx 

Finnni ftt ri ki pavvtahi r 

I NFPRYAVT1 P\NIMKAKKKKIF 
VlKPfJDI PiVDI T'sKI ^VI^VFnP 

V ll\r\JL/ljVJ V L* 1 j 1 OI\bO V IO V LJ VJ I 

PORTAGVK VFTTFD1 VAkTT kTFI 

ryJ\ 1 /-WJ vivvui i !_/!_-/ 1_< v / V rv L in. 0 1 


JO / z 


7£7zlA 


A 
f\ 


J7I0 


1 
t 


774 




JO to 


1 


A 


SOI 0 


1 
■ 


1 SS7 
1 j j / 




JO /H 




A 


J"ZU 


1 
1 


7S0 




JO/J 


^^9/1'; 

JOZnJ 


A 
r\ 


^Q7 1 


ins 


UJ 0 




JO / D 




A 
/A 


SQ77 

J7ZZ 


164 


S40 




5877 


35245 




5923 


9 


1 1 1 




5878 


36246 


A 


5924 


1 


594 




5879 


36247 


A 


5925 


169 


594 




5880 


36248 


A 


5926 


37 


936 




5881 


36249 


B 


5927 


91 


2043 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5882 


36250 


A 


5928 


1 


2298 


MSRKGPRAEVCADCSAPDPGW 

ASISRGVLVCDECCSVHRSLGR 

HIS1VKHLRHSAWPPTLLQMVH 

TLASNGANS1WEHSLLDPAQVQ 

SGRRKANPQDKVHPIKSEFIRA 

KYQMLAFVHKLSCRDXDDGVT 

AKDL\SKAN*HSSVR\TGKPWK 

TCLRLLS\LGA\QANFFHPEKGT 

TPLHVAAKAGQTLQAEL\LVVY 

GADPGSPDVNGRTPIDYA\RQA 

GHHELAERLVEC\QYE\LTERLA 

FYLCGRKPDHKNGH Y 1 1 PQM A D 

SLDLSELAKAAKKKLQALSNRL 

FEELAMDVYDEVDRRENDAV 

WLATQNHSTLVTERSAVPFLPV 

NPEYSATRMQGRQKLARFNAR 

EFATL1 1 DI LSEAKRRQQGKSLSS 

PTDNLELSLRSQSDLDDQHDYD 

SVASDEDTDQEPLRSTGATRSN 

RARSMDSSDLSDGAVTLQEYL 

ELKKALATSEAKVQQLMKVNS 

SLSDELRRLQREIHKLQAENLQ 

LRQPPGPVPTPPLPSERAEHTPM 

APGGSTHRRDRQAFSMYEPGS 

ALKPFGGPPGDELTTRLQPFHS 

TELEDDAI YSVHVPAGLYRJRK 

GVSASAVPFTPSSPLLSCSQEGS 

RHTSKLSRHGSGADSDYENTQS 

GDPLLGLEGKRFLELGKEEDFH 

PELESLDGDLDPGLPSTEDVILK 

TEQVTKNIQELLRAAQEFKHDS 

FVPCSEKIHLAVTEMASLFPKRP 


5883 


36251 


A 


5929 


1 


924 




5884 


36252 


A 


5930 


214 


387 


RRAFHPTPVTSARSTLHSFGQL 

RLPHSM*SGGTLLISMMQANQS 

LSLEFSKWTSFPLD 


5885 


36253 


A 


5931 


1 


1639 




5886 


36254 


A 


5932 


1 


1098 




5887 


36255 


A 


5933 


1 


546 


NSSQVLQF*YLWVNEAPFRLLT 

MPQPYPQINITADQLWGSVAVL 

V*MH\NGLPGLCI*AWEKTTSG 

GEQYPSSSAIKQGPKEPYADFIA 

RLQESLKKVIADLAAQD1VLWL 

LAFDNANPECQAALRP1RGKAH 

LVDYTKVCDGIRDKLHKATLL 

AQAMAGLRMGKGNTPFPGACF 

NCGKHGH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5888 


36256 


A 


5934 




648 


MGQVWGLVHFTLEVFHTGDEE 

EQEYSEVTEDVTEHVYLPAKA 

KVAKEEEAG1QQARQEGDLEA 

WQFPVRIHPPDQQENITATFEPF 

PFKLLKELKQAINQYGPGSPFV 

MGLLKNVTVSSQMIPTDGDPLT 

RACLTPAQFLQFKTWWADEAS 

IQAARNAWAQPQINITADQLLG 

VGGWAGLDAQFVMQDDAIEQ 

LRGVCIRAREK\IT*CGEQYPSF 


5889 


36257 


A 


5935 


120 


254 




5890 


36258 


C 


5936 


366 


479 




5891 


36259 


A 


5937 


I 


933 




5892 


36260 


A 


5938 


1 


840 


MGKVWGLVHSTLELFHTDVEE 

EGEYNEVTEEVTKHVYLPAKA 

KAAKEGEVHPYHSAPPHYYFE 

ENDPPDLSFLEDTGTPRLAAAA 

TTKANA\KQPLLLSPSMHR/PLP 

TRPLLAG\QATALPQGV*PLIAP 

PTRPHLEHCSTQ*RPQPAPTLGE 

ITPVTVPQAPLHPRAVQPW/HST 

PTRSWLQAVMPGIAPPSRSPPW 

AVQLRILTYLGCLSTTPAAVQS 

LSQPPASVRQARVPQAPASSLC 

QEKPPSPPPVAPHGAAAAARPP 

SYHSSCASVAVVAANVLIG 


5893 


36261 


A 


5939 


1 


134 


MGQVW*KSQSPICA*EPGVSCP 
RAGRREASVPRWYSS 


5894 


36262 


A 


5940 


1 


1158 




5895 


36263 


A 


5941 


1 


673 


MGIALGSPTTGPICAMKQNLSIG 

PAGILLPQPVMTPGCPAAAPPV 

APRCGYVLSEDAWGNLQGLCT 

GLSCGQPVAPWATDSGGAQDP 

VALLPPFPSRGLLGPSCMQRSQ 

V VKGG RQSE1 SSQNKK V I A DL A 

AQDI VLQLL A FDN ANPDCQ A A 

LRPIRGKAHLVDFIKACDVIGGI 

PNLLLHPRGLRAITIAVFGKQMR 

TSGSNPLRSTFLSRSRSISKNCSA 

EV 


5896 


36264 


A 


5942 


1 


1182 
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SEQ 10 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5897 


36265 


A 


5943 


1056 


2128 


TQPPTWGQ1KKLSQMVEENLR 

KAGQLVTMNNLMVAMIVVITT 

TEEQEYSEVTEEVTEQVYLPAK 

AKVAKEGEVHPYPSAPPHYYFE 

EKEWPDPPDLSFLEDTRQKVVA 

PVTVRAAPRATVLSS1QAGIQQ 

AR*EGDLEAWQFPVRIHPPDQQ 

GN J I VTFEPFPF KJLF KEF ICQ A VN 

QYGPGSPFVMGLLKNVAVSSW 

MIPTDWDALTRACLTPAQFLQF 

KTCAMKQGPREPYVDFJARLQE 

SLKJCM1ADSAAQEIVLQLLAFD 

NAHPDCQAALRP1RGKAHLVD 

YVKACDGIGEYTPSTYEKKVN 

CKTASCRSFRRYPEEGIVITGDD 

SSMRVVVPEDLPVGQDVEVED 

RDIDDPDPV 


5898 


36266 


A 


5944 


1 


300 




5899 


36267 


A 


5945 


1 


373 




5900 


36268 


A 


5946 


1 


2976 




5901 


36269 


A 


5947 


287 


544 




5902 


36270 


A 


5948 


831 


4555 




5903 


36271 


C 


5949 


108 


434 




5904 


36272 


C 


5950 


145 


402 




5905 


36273 


A 


5951 


3 


1 104 


GSRPGGHTLQSHRGRHAQGLR 

SPLLA PVCLGCGTWGQRRLF W 

SLKI*RLLCWF/CRRLQ1NCKNK 

PAIPRGPT/GPSEKSGLLLQDQG 

DTTNTEEENSKSLENIFGRVIKE 

NFQSLVRDLDI\QYKKHKEHPG 

NSSQKDHHLGTLSSGYPKLRQR 

KES* ELSDRSTR K I SQS/ YML YTP 

NTGAPRFIKQLLTDLRNEIDSNT 

IIVGYFSTPLTALDRSSRQKVND 

ETVDLNYTLEQMDLTEIYRTFH 

PTTTEYTFYSTVHGTFSKIDHMI 

CHKMSLNEFKKTEIISSTLSDHS 

GIKLEINSKMNLQNHANTWKL 

NNLLLNEH WVKNEIKM E1EKFF 

KLNDSNDTTYQNLWDMAKAV 

LRGKFIALNTY1KKMM 


5906 


36274 


B 


5952 


1 


2367 




5907 


36275 


A 


5953 


21 


132 


WREGARQCQEDPAEFLSD*DW 
ADPGPPHNAPGQNWH 


5908 


36276 


A 


5954 


1 


1461 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5909 


36277 


A 


5955 


31 


802 


SAWWNSRELLDPQSRSRSGFCF 
♦EYPPTSGTEQESVSGNRALCSS 
LRMMGDQNSDVYAQEKQDFV 
QHFSQIVRVLTEDEMGHPEIGD 
AIARLKEVLEYNAIGGKYNRGL 
TVVVAFRELVEPRKQDADSLQ 
RAWTVG WCVELLQA FFL V AD 
HlMH'sSI TRRGOTCWYCilCPP.V 

UllVlL/ijjL/ 1 IvIV VJ 1 V^ W I V^I\.r\J V | 

GLDAINDANLLEACIYRLLKLY 
CREQPY YLNLI ELFLQSS YQI EI 
GADPGPPHSPPRAM W1LSDSLK 
RGTNLLSSTRQLSTPSTFL 


5910 


36278 


A 


5956 


I 


532 


RLNEAEQKYKDIQDKLQIISEET 
NARAPECMALKADVVAKKRA 
YNEAEVLYNRSLNEYKALKKD 
DEQLCKRIEELKK/RVLTN/RLE 

PFRI FROKKKWI K FRVK AFOTvI 
i i_. rvL« ilix v</rv rv i o w L< rv n fx v rv_rAi V^iN 

OFN^sVTsfnFTFnFnnAi FkrnKFF 

l>in. c i^rvL^orv i lj rvL. rv rv r vj r i n v pal 

LEAIDD 


591 1 


36279 


A 


5957 


121 


475 




5912 


36280 


A 


5958 


131 


2891 




J7 1 J 


JDZO 1 


A 
r\ 




i^i 
i .> i 






3^7 1 H 




A 


J70U 


Ad 


90? 


V^VyF VJ I IV W Lr 1_< A\ O O V l_ f V_' WL I IV 1 V^/ 

QSDTEDLLCS A PTG PPNPEEDD 

GKS*PEKCRQMT*KKWSINCKC 

FFASSHNTTLSIGLFLR 


5915 


36283 


B 


5961 


26 


239 




5916 


36284 


A 


5962 


131 


3121 


LVSFLLFQDALPEGDASPLGPY 

LLPSGAPERGSPGKEHPEERVV 

TAPPSSSQSAEVLGELVLDGTA 

PSAHHDIPALSPLLPEEARPKHA 

LPPKKKLPSLKQVNSARKQLRP 

KATSAATVQRAGSQPASQGLD 

LLSSSTEKPGPPGDPDPIVASEE 

ASEVPLWLDRKESAVPTTPAPL 

OISPFTSOPYVAHTI PORPFPGF 

PGPDMAQEAPQEDTSPMALMD 

KGENELTGSASEESQETTTSTIIT 

TTVITTEOAP 


5917 


36285 


A 


5963 


1 


1 185 




5918 


36286 


A 


5964 


495 


636 


PSVVLDINVSFNHWSAIFLTME\ 
PFCHRVRSHAMESR*GSVLP*N 
KPQ 


5919 


36287 


A 


5965 


2 


376 
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SKQ ID 

NO: 


StQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknouiK 
*=Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5920 


36288 


A 


5966 


3 


688 


GTSAGDGCPHPHTVLWPPDIM P 

PKKDVPVKKPAGPSISKPAAKP 

AAAGAPPAKTKAEPAVpQAPQ 

KTQEPPVDLSKVVIEFNKDQLE 

EFKEAFELFDRVCDGKILYSQC 

GDVMRALGQN PTNAEVLK VLCi 

NPKSDEMTsJVKVLDFEHFI PMI 

QTVAKNKDQGTYEDYVEGLRV 

FDKEGNG TVMGAEIRHVLV TL 

GEKMTEEEVEMLVAGHEDSNG 

CINY\EELVRMVLNG 


5921 


36289 


A 


5967 


54 


540 


AVYMCDLTENQTADLIPS l\EI 
KE A\FQLF DRTG DGKIL YSQCG 
DVMRALGQNPTNAEVLKVLGN 
PKSDEMNVKVLDFEHFLPXMl O 

1 IV ^ ? 1 S Is 1 '111 If IN. V LS 1 1 — ' III I 

TVAKNKDOGTYEDYVFGI RVF 
DKEGNGTVMGAFIRHVLVTLGN 

1/ l\ L)\J 1 1 VJ 1 V 1 ▼ 1 VJ JV 1 — * 1 1 X 1 I ▼ V 1 l_,V»l » 

EKMTE\EDVHMLVAGI IEDSNG 
CINYEAFVRHILSG 


5922 


36290 


A 


5968 


1 


405 




5923 


36291 


A 


5969 


93 


506 




5924 


36292 


B 


5970 


43 


615 




5925 


36293 


A 


5971 


2 


598 


TRTSLHAALFSWDPVGTSLETI 1 
SHLEVKKGMLVGIVGKVGCGK 
SSLLAAIAGELHRWEQVQCGG 
HTLH*APEQMLRG HVAVRGLS 
KGFGLATOEPWIOFATIRDNIl F 

rvvj i vj / \ • v< r vv i vj' i / v i i in. u i 1 1 ui 

GKTFDAOLY1CEVLEACALNDD 
LSII PAGDOTEVGEKGV TLSGG 
ORAR1ALARAVYOEKELYLI D 
DPLAAVDADVANPPACTGCNP 


5926 


36294 


B 


5972 


137 


371 




5927 


36295 


A 


5973 


1 


1398 




5928 


36296 


A 


5974 


I 


915 




5929 


36297 j 


A 


5975 


40 


564 




5930 


36298 


A 


5976 


62 


280 




5931 


36299 


A 


5977 


17 


744 




5932 


36300 


A 


5978 


1 


537 




5933 


36301 


A 


5979 


242 


576 i 


AANSLYKGSNSAALIILVGP* IS 
CLTHPVYMK*APS*TICLLYSM 
VILKALFFPQN1NFIFLPVKSRIIS 


5934 


36302 


A 


5980 


924 


3473 




5935 


36303 


A 


5981 


1 


604 




5936 


36304 


A 


5982 


288 


732 


RNCIANYDFLILPTSF* WCSFFV 
LLFLFLSLSLSSLKLHSDLDKGE 
GTAICYTLSG DG AG P\V FTI DFTT 

VJ 1 r\rv I I L>OVJ Lyvj/Avj 1 \ V I I I iv l.* 1 I 

GD\IHA1RSL\DREEKPFYTLR\A 
Q\AVDIETRKPLEPESEF\IIKVQ 
D1\NDNEPKFWG WDLMVATGP 
QKWSPVG*VGQIKIL 


5937 


36305 


A 


5983 


1 


1510 





696 



BNSDOCID: <WO 0175067A3_IA> 



1 



WO 01/075067 PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ II) NO: 
of peptide 

sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
tod on for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


S93K 


36306 


A 


5984 


| 


603 




5939 


36307 


A 


5985 


250 


505 


G FSPT WQ* MNTH PSLMCFSPSR 
TTGSAAAN*RGQQKSGVPFWS* 
SH V KG KDQI P V PI C PCTTA PVT 
MESTCIC*PTHVSCKTLMV 


Jf /TV 


JUJUO 


A 


S9K6 




131 


RVLVPD1RGAI*AVPKSPSIKSYP 
ALPRALFLLPPYPDDLGI 


594 1 


JUJU7 


A 


SQR7 

J70 ' 


1 


913 








A 


5988 


5 


1 77 

iff „ 






_>VJ_? 1 I 


A 


5989 




383 






JwJ 1 




5990 


I 


1323 




5945 


363 1 3 


A 


5991 


342 


594 




5946 


363 14 


A 


5992 


1 


321 




5947 


363 1 5 


A 


5993 




601 




5948 


363 1 6 


A 


5994 


j 


1023 






36> 1 7 


A 


5995 


1 


606 








A 


5996 


1 


1536 






JU J 1 7 


A 


5997 


? 


1394 




5952 


36320 


A 


5998 


371 


1045 




5953 


36321 


A 


5999 


3 


360 




5954 


36322 


A 


6000 


1 


636 




5955 


36323 


C 


6001 


1 


861 




5956 


36324 


A 


6002 


1 


71 1 
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SEQ ID 

NO: 


SEQ IP NO: 
of peptide 
sequence 


Met 
iTod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Uiiknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5957 


36325 


A 


6003 


18 


2446 


AGSPPRADAAAGLWERGHLLS 

AAVAAMGKRDRADRDKKKSR 

KRHYEDEEDDEEDAPGNDPQE 

AVPSAAGKQVDESGTKVDEYG 

AKDYRJLQMPLKDDHTSRPLWV 

APDGH1FLEAFSPVYKYAQDFL 

VAIAEPVCRPTHVHEYKLTAYS 

LYAAVSVGLQTSDITEYLRKLS 

KTGVPDGIMQFIKLCTVSYGKV 

KLVLKHNRYFVESCHPDVIQHL 

LQDPVIRECRLRNSEGEATELIT 

ETFTSKSA1SKTAESSGGPSTSR 

VTDPQGKSDIPMDLFDFYEQM 

DKDEEEEEETQTVSFEVKQEMI 

EELQKRCIHLEYPLLAEYDFRN 

DSVNP\D1NIDLKPTAV\LRPYQE 

KSLR\KMFGNGRARSGV1VLPC 

GAGKSLVGVTAACTVRKRCLV 

LGNSAVSVEQWKAQFKMWSTI 

DDSQ1CRFTSDAKDKPIGCSVAI 

STYSMLGHTTICRSWEAERVME 

WLKTQEWGLMILDEVHTIPAK 

MFRRVLTIVQAHCKLGLTATLV 

REDDKIVDLNFL1GPKLYEANW 

MELQNNGYIAKVQCAEVWCP 

MSPEFYREYVAIKTKKRILLYT 

MNPNKFRACQFLIKFHERRNDK 

IIVFADNVFALKEYAIRLNKPYI 

YGPTSQGERMQILQNFKHNPKI 

NTIFISKVGDTSFDLPEANVLIQI 

SSHGGSRRQEAQRLGRVLRAK 

KGMVAEEYNAFFYSLVSQDTQ 


5958 


36326 


A 


6004 




933 




5959 


36327 


A 


6005 




879 




5960 


36328 


A 


6006 




727 




5961 


36329 


A 


6007 




1509 




5962 


36330 


A 


6008 




1698 
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SEQ ID 

.NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID iNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino :icid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vii, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5963 


36331 


A 


6009 


2465 


2751 


VPTSSAPMPWPSRQWERSSRT 

MTV1SSSQLMALGP*RTAQVLA 

AAPA*LGASSAARGIDPQAGK T 

QKVETDIATMQLCANKLDKKDF 

FGKSDPFLVFYRSNEDGTFTICH 

KTEVVKNTLNPVWQPFSIPVRA 

LCNGDYDRTVKIDVYDWDRD 

GSHDFIGEFTTSYRELSKAQNQ 

FTVYEVLNPRKKCKKKKYVNS 

GTVTLLSFSVDSEFTFVDYIKGG 

TQLNFTVAI DFTASNG ETR MSE 

KVGGNPLOPTSLHYMSPYOl S 

AYAMALKAVGEIIODYDSDKL 

FPAYGFGAKLPPEGRISHQFPLN 

NNDFDPNCAGIEGVLESYFOSL 

RTVOLYGPTYFAPVINOVASLP 

1\ 1 V I— J 1 V_J 1111 r \ 1 V 1 M V^' y iV ^» 1— r I 






A 




i 
i 


10SQ 




5965 


36333 


A 


601 1 


255 


405 








A 


OU J z 


AD I 


1 1 QO 

1 1 7/ 




5967 


36335 


A 


6013 


1 


1791 




5968 


36336 


A 


6014 


335 


984 




5969 


36337 


A 


6015 




127 


LPLRLSYE1YLYFTF*KPEUNKS 
HFLESHLIRNTRSALNTRK 


5970 


36338 


A 


6016 


1 


774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
«jf peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion. \=possil>lc nucleotide insertion) 


5971 


36339 


A 


6017 


186 


2699 


PRG AKPAVPAGPERPG PG PGPC 

SPRPMVLPTCPMAEFALPRHSA 

VMERLRRRIELCRRHHSTCEAR 

YEA VSPERLELERQHTFALHQR 

CIQAKAKRAGKHRQPPAATAP 

APAAPAPRLDAADGPEHGRPA 

THLHDTVKRNLDSATSPQNGD 

QQNGYGDLFPGHKKTRREAPL 

GVAISSNGLPPASPLGQSDKPSG 

ADALQSSGKHSLGLDSLNKKR 

LADSSLHLNGGSNPSESFPLSLN 

KELKQEPVEDLPCMITGTVGSIS 

QSNLMPDLNLNEQEWKELIEEL 

NRSVPDEDMKDLFNEDFEEKK 

DPESSGSATQTPLAQDINIKTEF 

SPAAFEQEQLGSPQVRAGSAGQ 

TFLGPSSAPVSTDSPSLGGSQTL 

FHTSGQPRADNPSPNLMPASAQ 

AQNAQRALAGVVLPSQGPGGA 

SELSSAHQLQQIAAKQKREQML 

QN PQQ A TP A PA PGQMSTWQQT 

GPSHSSLDVPYPMEKPASPSSY 

KQDFTNSKL/PHDA*CE*EFPSA 

RRPLPPAQPCEPAESPATE*LES 

ELRE/YTRGLCWURQYKTPFSL 

QSGLWARQPGVWPEQASPDGL 

SSPAAVPYKSRAELPVSDEAKA 

RKYAFPITGSTWPGAEPFQCPC 

ASPGYQCWDPAACRVRGQLPQ 

QLPLSQQPATGRCNEAASVAFG 

PTETKG A A A KA FT ATA VPSE AT 

APSRGTG EATVSAPSDPPTTPVP 


5972 


36340 


A 


6018 


1 


1062 




5973 


36341 


A 


6019 


3 


566 


ASRPPVTLRLVVPASQCGSLIG 

KGGCKIKE1RESTGAQVQVAGD 

MLPNSTERAITIAGIPQSIIECVK 

QICVVMLESPPKGVTIPYRPKPS 

SSPVIFAGGQAYTIQGQYAIPQP 

DLTKLHQL\AMQQC\HFPMTHG 

\NTGFQWALES\SFPEV\KGYW\ 

AGLDASAQTTSHELTIPNDLIGC 

IIGRQGAKIN 


5974 


36342 


A 


6020 


2 


531 


TL RSS WQ V V RTG T A Q A A TV RG 

FPPHPPRP\SASTLTLEGPPLEAY 

TIQGQYAIPQPDLTKLHQLXAM 

QQSHFPMH/GDGIHSDYSAGXLD 

ASA\QTTSH\ELTISKRILIGLA*S 

GRSRAPKiNGGSRQMSGAQIXKl 

ANPV\EGSTD*GRFTITGSAASIS 

LAQYLINVRLSSETGGMGSS 
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SfcQ ID 

NO: 


S£Q 11) NO: 
of peptide 
sequence 


Met 
hod 


SEO H> NO: 
in USSiN 
(19/540,2 1 7 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown, j 
*- Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5975 


36343 


A 


6021 


181 


1369 


PLKVQLPRTLLDMDTGVIEGGL 

NVTLTIRLLMHGKEVGSUVGKK 

GESVKKMREESGARI\N1SEGNC 

PERIi\TLAGTH*LPSFKAFAMI\I 

DKLGRRDISSSMXTNSTAAQLGP 

PVTLKLG\APAS\QCGSLIGKGG 

CKIKEIRESTGAQVQVAGDMLP 

N\STEAGHHYLLGIPQSI1\ECV\K 

QILRGSCWETLFPSSPPKGVT1PV 

YRPKAPSSSP V\l FXAGGPGQ VPA 

QAATVRAFPTPPRPCGSTLTWE 

GPPLEAYTIQGQYAIPQPDXLTK 

L\HQL\AMQQSHFPMTHGNTGF 

< sn\iF < s^p\ppvkrr;YW\Arii \das 

kjvi \ i Ckjor \r L/ v i\u i vv \r\ vj l, \ \_j t\. o 
AfYTT^HFl TIXPNinPHWAPiTin A 
ri/r-Ak' IKINFIROM^n AOIkTT A "MP 

vp\r.<iTnRn\/TiTri < \A aski AO 

V C\lJ^ 1 L/ixV^ VIII Vjortn>jl oLrty 


5976 


36344 


A 


6022 


1 






5977 


36345 


A 


6023 


1 


J>yy 




5978 


36346 


A 


6024 


3 


39 / 




5979 


36347 


A 


6025 


-> 






5980 


36348 


A 


6026 


177 


477 




5981 


36349 


A 


6027 


49 


451 




5982 


36350 


A 


6028 


1 


1305 




5983 


36351 


A 


6029 


1 


568 




5984 


36352 


A 


6030 


207 


1053 


PLTFGPARWRETPPSLYKEFSG 
LFGSFFLSSAWGAHNLRALFLL 
LPSSRIQPTPWVFGDLKSPAGL 
QVLNDYLADKSYIEGYVPSQA\ 
DVAVFEAVSSPPPADLCHALR 
WYNHIKSYEK\EKASLPGVKKA 
LG KYG PA D VEDTTG SGATDSK 
DDDDI DLFGSDDEE\ESEKPKRL 

\PFFRI AOYF^k kT AkTKPfAT VA 
l^QQII ! I V^P\Wh\nFTnMAKI F 

Pvool LLL V rvi \ W L/\L-ftZ« 1 L/lVl/-\ IV.L/C* 

ECVRSIQADGLVWGSSICLWPV 
GYGIKKLQ1QCVVEDDKVGTD 
MLEEQITAFEDYVQSMDVAAF 


5985 


36353 


A 


60 j 1 


1 


Z 1 I 




J700 




A 


6032 


27 


241 


EVFGSWWQVPHEWLGSVLVV 
MSEFLFH*LM*ELVLKRV*CLS 
HLSLAPFLAM*YACSSSSPSTMI 
VSFFFF 


5987 


36355 


A 


6033 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location- of first n 
codon for peptide^ 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-pctssihle nucleotide insertion) 


5988 ! 


36356 


A 


6034 


279 


1333 


LIFCGCWLFASLTVMEAAHFFE 

GTEKLLEVWFSRQQPDANQGS 

GDLRTIPRSEWDILLKDVQCSI1 

SVTKTDKQEAYVLSESSMFVSK 

RRFILKTCGTTLLLKALVPLLKL 

ARDYSGFDS1QSFFYSRKNFMK 

PSHQG YPHRNFQEEI EFLNAIFP 

NGAGYCMGRMNSDCWYLYTL 

DFPEERWISQPDQTLEILMSELD 

PA VMDQF* H EDGWTAKD VTRE 

SG1RDLIPGSVIDATMF\NPCGYS 

\MNGMKS\DGTYWT\I H 1TPEPEF 

SYVSFETNLSQTSYDDLIRKVV 

EVFKPGKFVTTLFVNQSSKCRT 

RLG L PQKAI EG FtCRVL DCQEG WF 

KDSNFFF\TSFAKJCOOOOOS 




JUJ J 1 




6035 


-: 


687 




5990 


36358 


A 


6036 




894 




599! 


36359 


B 


6037 




1458 




5992 


36360 


A 


6038 




1062 




5993 


36361 


A 


6039 




1218 




5994 


36362 


A 


6040 


277 


3508 


RSGRIAWAQEMDAAGRGCHLL 

PLPAARGPARAPAAAAAAAAS 

PPGPCSGAACAPSAAAGAGAM 

NPSSSAGEEKGATGGSSSSGSG 

AGSCCLGAEGGADPRGAGSAA 

AAGAAALDEPAAAGQKEKDEA 

LEEKLRNLTFRKQVSYRKAISR 

AGLQHLAPAHPLSLPVANGPA 

KEPRATLDWSENAVMGEHLWL 

ETNVSGVDLCYLGEENCOVRFA 

KSALRRKCAVCKIVV/HTTACIE 

ELEKINFRCKPTFREG\GS 


5995 


36363 


A 


6041 


45 


155 




5996 


36364 


A 


6042 


1 


979 




5997 


36365 


A 


6043 


3 


1042 




5998 


36366 


A 


6044 


2 


401 




5999 


36367 


A 


6045 


1 


5772 




6000 


36368 


A 


6046 


16 


5678 


VTSGRLLFYFRSMGPGCDLLLR 

TAATITAAA1MSDTDSDEDSAG 

GGPFSLAGFLFGNINGAGQLEG 

ESVLDDECKKHLAGLGALGLG 

SLITELTANEELTGTDGALVND 

EGWVRSTEDAVDYSD1NEVAE 

DESRRYQQTMGSLQPLCHSDY 

DEDDYDADCEDIDCKLMPPPPP 

PPG PM K KDKDQDSITG EKVDFS 

SSSDSESEMGPQEATQAESEDG 

KLTLPL A G I MQH DATKLLPS VT 

ELFPEFRPGKVLRFLR 


6001 


36369 


A 


6047 


1 


354 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6002 


36370 


A 


6048 


1 


666 




6003 


36371 


A 


6040 




4S6 


I T rn V ULjJi\i\r bivijiwj v rUr U 
AAA pCUFR PHR T^TnJPT MPAfFO 

Un/\ rv/\ Cvj o vJ v r ivr rirvvjKvjLKL 

I FVOAPnOVDAPVHft + VADDAD 
Lr V^ArU^VL/Ar vnvj VArrAr 

HAPnAnTrpQUPrpRTDDi r*c\/ 


6004 
uuut 




A 
/A 


60S0 


1 


1 oos 




600S 




A 
/A 


60S 1 


1 7 1 
i/i 


6 1 Q 




6006 


^6 >74 

JUJ / *"t 


A 

/A 


60S? 




69 1 




6007 


36375 


B 


6053 




181 




6008 


36376 


A 


6054 




905 




6009 


36377 


A 


6055 




855 




6010 


36378 


A 


6056 


2 


244 




6011 


36379 


A 


6057 


-> 


829 


LTDCLKDVDL1PPFNRMLLEVT 
FGKLYA WTVQN ILNVLMDASA 
KFKELG IQPVPLQTITS EN PLG P 
SLGSIPQARFLLMMLSMLTLQH 
SANNLDLLLNSGTLALTQTALR 
LIVLPDVELLI*DHLL*MQTSIV* 
LPVLALLLAQHRSFGPSCDNVE 
EDMNASAQGASATVLEATRKE 

VMRGVDWKWGD/QEAEQTER 
NIHPTTMMFTST1NLLQTLCLPA 
RVHAEIMQSEATKTLCGLLQ1L 
VESGTTDKTRME 


6012 


36380 


A 


6058 


133 


5421 


1 F VFGCPGSPRLQM VENR YTES 

FFTGQNCRNNEKVTLVRIADLE 

NHNNDGGFWTV1DGKVYDIKD 

FQTQSLTENSILAQFAGEDPVV 

ALEAALQFEDTRESMHAFCVG 

QYLEPDQEGVT1PDLGSLSSPLI 

DTERNLGLLLGLHASYLAMSTP 

LSPVEIECAKWVOSSIFSGGLOT 

SQIHYRYNEEKDEDHCSSPGGT 

PASKSRLCSHRRALGDHSQAFL 

QA1ADNMIQDHNVKDFLCQIER 

YCRQCHLTTP1MF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6013 


3638! 


A 


6059 


1 


2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALAIL 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSI1CSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENFTNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRGYTL* WLQSSIF 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSR\CSHRWALG 

DHSQAFLQAIADNNIQDHNVKT 

HQEQG RS YKE VCTP VI ERL RFL 

SMELRPAVGNDLSIISEFKLLSSL 

PRWRRJAQKHRERRKKRJPKKP 

ESTADEEK1GNEESDLEEACILP 

HSPFNVDKRPIAIKSPKTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRLIGPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

KWGDQDGPPPGLGRVIGELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRJLVYREQHRSW 

CMLGFVRSIALTPQVCGALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 


6014 


JUJ ox. 


A 


6060 


1 


7297 




UU 1 J 


16383 


A 


6061 


32 


259 


SLRVTPGGRNVSEKKDRKKTG 
R/PPELERKSHTERL YLEEGS A E 
PA*VGRRAPESVNDRGGAIQRA 
QRGQPAPPLPR 


6016 


36384 


A 


6062 


3 


437 




6017 


36385 


A 


6063 


I 


425 


MTELPTLWKPLKNSPMFRVIAR 

AFCVTFILVSTHQEMLTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRLIGGTPVELPAELAAPAFR 

AAAA/VDKNPRRRGQKVAVAK 

SGGDRGKKSR 
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SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnkno\vn, 
*=Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6018 


36386 


A 


6064 


2 


14566 


RRGGRALRVRPETWEEAGEKM 

PSESFCLAAQARLDSKV/LKTDI 

QLAFTRDGLCGLWNEMVKDG 

EIVYTGTESTQNGELPPRKDDS 

VEPSGTKKEDLNDKEKKDEEET 

PAPIYRAKSILDSWVWGKQPDV 

NELKECLSVLVKEQQALAVQS 

ATTTl CAI p| V (~\X> T WIT CD VC1 A 

/\ 1 1 J LoALKLisA^IvL V l.Lh,KYr I A 
L»INK.l Vrv^C.FM VIV VIS. WlVooljloL.P 

PVDKKSSRPAGKGVEGLARVG 

SRAALSFAFAFLRRAWRSGEDA 

DLCSELLQESLDALRAL 


6019 


36387 


B 


6065 


75 


581 




6020 


36388 


A 


6066 


517 


5495 


ESFFTGQNCRNNEKVTFVR1AD 

LENHN1MDGGFWTV1DGKVYDI 

KDFQTQSLTENSILAQFAGEDP 

VVALEAALQFEDTRESMHAFC 

VGQYLEPDQEGVTIPDLGSLSSP 

LIDTERNLGLLLGLHASYLAMS 

TPLSPVEIECAKWLQSSIFSGGL 

FLQAIADNN1QDFTNVKDFLCQI 
ERYCRQCH LTTPJ M FPPEHPVEE 
VGRLLLCCLLKH 


6021 


36389 


A 


6067 


1 


1851 




6022 


36390 


A 


6068 


53 


423 


YHLTLLIHGTKVSATRPGHCSP 

/~l l/~ I DCUA/DIOI r\r*TDC C DCP D C \ / 

UK-LroWVrloL^L 1 rbartLKoV 
K^L'nUrlMntLLY 11 1 KAUbvl 

C a Dr\D a ecuA T>r~* 


6023 


36391 


A 


6069 


1 


49 


EWSGTRTWWRPWSCRT*CRT 


6024 


36392 i 


A 


6070 


1 


726 




6025 


36393 | 


A 


6071 


368 


485 




6026 


36394 | 


A 


6073 


1 


414 




6027 


36395 


A 


6074 


3 


535 


RRREFPAKERESASMSSPEE* P/ 
DMAKGAPPSQPPPNSVPAD/CS 
RSVRLSSSNFEESLRPTEDDEGQ 
EGQDSMSRAKANWLRAFNKV 

RM^L^cAKutUtlNaoKoLWrKU 

cwnnriA it inc\/iDniD i/di/didi \/ 
vjrVjvjOLI tlL/3MrlJlKrvKrs.rJrL V 

SDLAMSLVQSRKAAITSALASS 

TLNNEELKNHVYKKTLQALIYP 

ISC 


6028 


36396 


A 


6075 


1 


222 




6029 


36397 


A 


6076 


2 


284 


NG IPDFSNTTLLRG LOMPG ARH 

PCCGSQRHFNLLMGTGVFLVK 

MKA/NEFFFLDSETRLCKIAPEG 

WREQPQKTSMNTFTLFLR1KFF 

VSHYGLL 
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SLQ IO 

NO: 


SKQ II) NO: 
of peptide 
Sequence 


Met 
hod 


SKQ H> NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6030 


36398 


A 


6077 


91 


749 




6031 


36399 


C 


6078 


1 


380 




6032 


36400 


A 


6079 


1 


877 


MPRPDLAPALLVAVLVLLYLL 

VSAAAPAPSSDSTPENVCPVET 

TTNFIWELSSPHMTSAVLLVVF 

HKGPSPKFEVKLKJCNANGLGFS 

FVQMEKESCSHLKSDLVRJKRL 

FPGHPAEENGAIAAGDIILAVN 

GSPRKASSSRCRGSWAMQLSV 

QAGPSFASYYPAAVEVLHLLRG 

APQEVTLLLCRPPPGALPELEQE 

WOP. DkT YK C A W A T VN F A F VP F 

vvfv AnTVPFFrinnvn a *phhp 

v v c v AU i v crruuywjA n n r 
AP'sHK'PI riWT-inni <sRKPPRT FF 
RPi ATR VTr^AOHl KFVKOO<iFR 

IVVJ/A 1 IX V I vJ/AV^VJ L»IV1_. V PvV^v^/lJI fx. 

SNMMWLGLRL 


6033 


36401 


A 


6080 


1 


1683 




6034 


36402 


B 


6081 


66 


1214 




6035 


36403 


A 


6082 


1 


5694 




6036 


36404 


A 


6083 


3 


483 


SSLTSSMEDPAAPGTGGPPANG 
NGN\GGGKGKQAAPKGREAFR 
SQRRESEGSVDCPTLEFEYGDA 

U\J r1/\/\II.i-iOC<L. Toil ClNL,C,r 1 IN IN 

RRPFFFnFkTTnvnnic'FWl FI F 

EDAQKAYIMGLLDRLEVVSRE 
RRLfCAARAVLYLAQGTFGECD 
SEVDVLHWSRY 


6037 


36405 


A 


6084 


1 


2646 




6038 


36406 


A 


6085 


115 


1289 


FSPLEPRJLCSLGGWGALQAGEP 

CQPSRAGCGREGATMGCTLSA 

EERAALERSKA1EKNLKEDGIS 

AAKDVKLLLLGAGESGKSTIVK 

QMKIIH\EDGFSGEDVKQYKPV 

V\YSNTIQSL\AAIVRAMDTLGIE 

YGDKERKA DA KM VCD VVSRM 

EDTEPFSAELLSAMMRLWGDS 

GIQECFNRSREYQLNDSAKYYL 

DSLDRJGAADYQPTEQDILRTR 

VKTTG 1 V ETHFTFKNLHFRLFD 

VGGQRSERKKWIHCFEDVTAII 

FCVALSGYDQVLHEDETTNRM 

upc| MI Fn^irTvTNKFFinT^in F 

LNICKDLFGEKIKKSPLTICFPEY 

TGPNTYEDAAAYIQAQFESKNR 

SPNKEIYCHMTCATDTNNIQVV 

FDA VTDI 1 1 ANNLRGCGL Y 


6039 


36407 


A 


6086 


1 


1053 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, \-possible nucleotide insertion) 


6040 


36408 


A 


6087 


2 


377 


IYDGFDGFAKGQIKEIGWTDVG 
yj W l uyuuM Lvj 1 rvK V LPOKy Y 

IV/t 1 A 1X1 A 1 I ri/^r-CC 

IVlfc-fcJA | v^IVIK I rloirviALUUGGrb 
AYLGLLELSVFVTLKLFYQHFM 
HVLLTLIPNRRVPICPTSPSACC 
LWSVSHAFRCAYEQN 


6041 


36409 


A 


6088 


1 


591 




6042 


36410 


A 


6089 


1 


2391 


PGRAAPLGLLAMDADDSRAPK 

GSLRKFLEHLSGAGKA1GVLTS 

GGDAQGMNAAVRAVVRMGIY 

VGAKVYF1YEGYQGMVDGGSN 

IAEADWESVSS1LQVGGT11GSA 

RCQAFRTRJEGRLKAACNLLQR 

G1TNLCV1GGDGSLTGANLFRK 

EWSGLLEELARNGQIDKEAVQ 

KYAYLNVVGMVGSIDNDFCGT 

DMTIGTDSALHRI1EVVDAIMTT 

AQSHQRTFVLEVMGRHCGYLA 

LVSALACGADWVFLPESPPEEG 

WEEQMCVKLSENRARKKRI.NII 

IVAEGAIDTQNKPITSEKIKELV 

VTQLGYDTRVTILGHVQRGGTP 

SAFDRILASRMGVEAVIALLEA 

TPDTPACVVSLNGNHAVRLPL 

MECVQMTQDVQKAMDERRFQ 

DAVRLRGRSFAGNLNTYKRLAI 

KLPDDQIPKTNCNVAVINVGAP 

AAGMNAAVRSAVRVGIADGH 

RMLAIYDGFDGFAICGQIKE1GW 

TDVGG WTGQGGSI LGTKRVLP 

GKYLEE1ATQMRTHSI\NALL11G 

GFXEAYLGLLELSAAREKHEEFC 

VPMVMVPATVSNNVPGSDFSIG 

ADTALNT1TDTCDRJKQSASGT 

GLAAGADAAYJFEEPFD1RDLQ 
SNVEHLTEKMKTTIQRGLVLRN 
ESCSENYTTDFIYQLYSEEGKG 
VFDCRKNVLGHMQQGGAPSPF 


6043 


36411 


A 


6090 


1 


459 | | 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion ) 


6044 


36412 


A 


6091 


1930 


5781 


RAKSPANIJMTGSNSH1TIL 1 I.N 
VNGLNSPIKRHRLASW1KSQDP 
S VCC IQETH LMCR DTI I RLKIKG 
WRKIYQANGKQKKAGVAILVS 
DKTDFKPTKIKRDKEGHYMMV 
KGS1QQEELTILNMYAPN TGAP 
RFIKQVLSDLQRDLDSHTLI M(i 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYR TLHPKST 
EYTFFSAPHHSYSKIDHILGSEA 
LLSKCKRTEIITNYLSDHSAIKL 
ELR1KNLTQSR 


6045 


36413 


A 


6092 


1 


3654 




6046 


36414 


A 


6093 


1 


5127 




6047 


36415 


A 


6094 


I 


3663 




6048 


36416 


A 


6095 


1 


3210 


MVKGSIQQEELT1LNIYAPN TG 
ALRFIKQVLRDLQRDLDSHTIIM 
GDFHTPLSTLDRSTRQKVNKDI 
QELNSALHQEDLID1 YRTLHPKS 
TEYTFFSAPHHTYSKIDM! VGSK 
ALLSKCKRTEIITNCLSDHSAIK 
LELRIKNLTQNRSTTWKLNNLL 
LNDYWVKNEMKAEIKMFr E'EN 
EN KDTTYQN LWDTFKA VCRGK 
FIALNAHKRKQERSKIDTLTSQL 
KELEKLQEQTHSKASRR0EITK1R 
AELKEIETQ 


6049 


36417 


A 


6096 


1 


5073 




6050 


36418 


A 


6097 


1 


3489 


MGDFNTPLSTLDRSTRQK VN K 

DTQELNSALHQADL TDI YRTLM 

PKSTEYTFFSAPHHTYSKIDHIV 

GS1CALLSKWKRTEIHNYLSD1I 

SAIKLELRIKNPTQSRSTTWKEN 

NLLLNDYWVHNKMKAE1KMFK 

ETN EN K DTT YQN LWDAFKAVC 

RGKFIPLNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERJNKTDRPLARLIKKKR 

EKNQ1DTIKNDK 


6051 


36419 


A 


6098 


I 


3235 
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skq id 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6052 


36420 


A 


6099 


I 


3070 


MATLIPLLFHKHPHLTQRYQFN 

VRGGCPTSTSAIATLDPRTAVFP 

LMSVFQTSAPWPFWGFTHQTP 

VPQPLKVK1HSSADTAADIQAN 

RVWSGPPANSKRPAAEEGKLT 

NRXDIHTKNPSVRHHHQRPKV 

DKTTKTGKKQRRKTGNSKKQS 

ACPPPKERSSSTATEQSWTEND 

FDKLREGFRRSNYSKLQDE1QT 

KGKEVENLEKSLDECITR1TNTE 

KG LKKLEN Y VKNE ETSG AN A 1 

NWKKGINKI DRPLARL 


6053 


36421 


A 


6100 


1 


3297 




6054 


36422 


A 


6101 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKLAEEVESLNRPITGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRPISLMNIDAKILNKILANRI 

QQH1KKLIHHDQVGFFPGMQG 

WFNIRJCSINVIQHINRAKDKNH 

MIIS1DAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMiVYL 

ENP1VSAQNLLKLISNFSKVSGY 

KJNVQKSQAFLYTSNRQTESQI 

MSELPFTI ASKRI KYLG IQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGRJNIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

V/YC YQNRD I DQ WN RTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKIMSRWIKDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKA M ATKA KIDKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGLISRIYNELKQIYKK 

KTN1MPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLAIREMQJ 

KTTMRYHLTPVRM Al I KXSGNN 


6055 


36423 


A 


6102 


1 


3417 
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sko in 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*-Stop codon, /=possible nucleotide 
deletion, \- possible nucleotide insertion) 


6056 


36424 


A 


6103 


1 


3579 


MPGHNLKWKLNRGTVLIETGI 

QLSTSTILGSASEPPSAPIPKAQV 

SSTEKLRNC1DDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDTI 

SKVCLDKTVGKLCHSGEESRK 

CTLICNNKHYPIQDNLQGYKTQ 

NKFLNKEILELSALRRNAERRE 

RDLMAKYSSLEAKLCOIESKYL 

ILLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYDIYGFRTVPEDDEE 

EKLVAKVRALDLK 


6057 


36425 


A 


6104 


1 


4371 




6058 


36426 


A 


6105 


1 


1825 


MVKGSIQQEELT1LNTYAAHTG 

APRLIKQVLSDLQRDLDSHTI1M 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSK1DHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LELV/IKNLTQNHSTTWELNNLL 

LNDY WVHNEMKAEIKMFFETN 

ENKDTTYFfNLWDTFKAVCRGK 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERFNKIDRLLARL1KKKREKNQI 

DAIKNDKGDITTDPTE1QTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRP1TGAE 

IVAI1NSLPTKJCSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

G1LPNSFYEASI1LIPKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KRIQQHIKKL1HHDQVGFIPGM 

QGWFNIRKS1NVIQH1NRAKDK 

NHM1ISIDAEKAFDKIQQPFMLK 

TLNKL\GIKYLG1HLTRDVKDLF 

KENYKPLLKEIKEDRNKWKNIP 

CSWVGR1MIVKMAILPKN1LITL 

QLLLVLPELSTLIPLWLPALAGQ 


6059 


36427 


A 


6106 


1 


4449 
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si:q id 

NO: 


SKQ ID NO: 
ol" peptide 
sequence 


.Viet 
hod 


SKQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6060 


36428 


A 


6107 


824 


3693 


awkgttdrstrqkvnkdtqel 
nsalhqadlidiyrtlhpkste 
yt/ffsaphhtysk1dhi vgska 
llskckrteiitnylsdhsaikl 
elr i kn ftqsrstt wk ln n l l l 
ndywvhnemnaeikmi fetne 
nkdttyqnlwdafkavcrgk 

FIAI XI A UK" R KOPR CkT I HTl rem 

k'PI Pk'nPATHQI^ A <vP ROcriTL' 1 1) 
I\cLDl\ycy 1 njNAoi\i\y tl 1 KIK 

API k'PlPTHkTTl Hk'INFQDCU/I P 
FRITk'^nRPI API Ik' \C \C R PL' \i{ \i 
HTIk'XIPlkT; HIT 


6061 


36429 


A 


6108 


1 


3297 




6062 


36430 


B 


6109 


1 12 


3300 




6063 


36431 


A 


61 10 


*> 


3316 




6064 


36432 


A 


61 1 1 


1 


3457 




6065 


36433 


A 


61 12 


1 


3170 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDI YRTL1 1 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEII I^NYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

XII I I \inV\)i/\/U\l C\AL r TC |l' Mil 1 

InLLLInUY WVMiNblVIK IhlKMrr 

P'PMPXTk'' PlTTVrYMI \\/PlA PL' A 
Pfll/PIAI XI A W P If CCD C 1/ 1 r\TI 

ITI^ \/IP A PI VCICTA 
1 1 IS.IVI KAcLKtlt 1 


ouoo 




D 


a i 1 1. 

O 1 1 J 







*t /jj 




Ol/O / 


JO^J _> 


c> 
o 










6068 


36436 


A 


6115 




3345 




6069 


36437 


A 


6116 




3780 




6070 


36438 


A 


61 17 




3720 




6071 


36439 


A 


6118 




3894 




6072 


36440 


A 


6119 


■ 




3335 


MVKGSIQQEELTILNIYAPNTG 
APRFIKQVLSDLQRDLDSHTLI 
MG DFNTPLSTLDRSTRQK VN K 
DTQELNSALHQADLIDI YRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKCKRTEIITN YLSDI IS 
AIKLELRIKNLTQSRSTTWKLN 

KII 1 1 lSir>V\X/VMXIPMk r A FIW MPi: 
IN L. L. L IN \J T W V n IN C 1VI IS. A L. 1 IS IVj r 1 

PTrxjpxjk" r^TTvrvKii u/hafi' AV/r* 

C 1 1NC1NIS.LM I i^lNLWUnr\AVL 

Dfll^PIA ! XJX/Vk' P l/APD CI/ 1 r*TI 
Ku IS.r IALIN V 1 ISr\Jss < ffcrOIS.I I J 1 L 

TCAi l/pl PI/f^pr^TI-Id/ A CP DAP 
ITk'ID API k" C 1 CTH 


6073 


36441 


A 


6120 




3780 




6074 


36442 


A 


6121 




3852 




6075 


36443 


A 


6122 




3345 




6076 


36444 


B 


6123 




6136 




6077 


36445 


B 


6124 




3924 
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SEQ ID 

NO: 


SEQ ID MO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of l;>st 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6078 


36446 


B 


6125 


295 


4185 




6079 


36447 


A 


6126 


1 


405 




6080 


36448 


A 


6127 


1 


1059 




6081 


36449 


A 


6128 


2 


518 


EKATCDENDSVSNIATEIKEGQ 

QSV\HVSPQKQSAWKV1FKKKV 

SLLNIATRITGGGKSGTVSSQKQ 

PPSKATSDKTDSALNIATEIKDG 

LQCGTVSSQKQPALKATTDEED 

SVSNIATEIKDGEKSGTVSSQKQ 

PALKATTDEKDSVSNIATEIKD 

GEKSVTVSSQKQPASK 


6082 


36450 


A 


6129 


1 


843 




6083 


36451 


A 


6130 


1 


432 




6084 


36452 


A 


6131 


2 


835 


CGSAQAAAAAAAEEATEKIPAL 

RP/ASAVGAAGALAVLRDPRA 

WREAGSKS/PETPFS*CQGA/HG 

GGQFCPSGTAFPGKMKVMMR 

KRKKKGQCLPGICRSLKRRKSP 

RSPGM/1GYSTLSIPPEMLASYQ 

SYSSTFHSLEEQQVCMA/G*HR 

QMPGADKPVRACQRVLAGVW 

AGFTMRHQSRLY*ECSICGV1FR 

HRCVAHLLGRA1GAGLFVITPA 

GERGMCCKAIKLGNARVFPVT 

TL*N DGQCQ ACM H AG/TTLEDP 

GKNYISSSPSSSSSSSPSSPRVPS 


6085 


36453 


c 


6133 


278 


446 




6086 


36454 


A 


6134 


1 


1 152 




6087 


36455 


A 


6135 


I 


639 




6088 


36456 


A 


6136 


12 


1436 




6089 


36457 


A 


6137 


367 


1056 




6090 


36458 


A 


6139 


I 


4263 




6091 


36459 


A 


6140 


1 


131 1 




6092 


36460 


A 


6141 


1093 


1358 


MQKKPLTKFNNPSC*KLSIN*V 
LMGRISK*VTTTATT7TITTTTT 
TTTTTTTTTTATTTTTTTTTTTT 
TTTTTTMGPTLPLIPIGLGS 


6093 


36461 


A 


6142 


1 


699 




6094 


36462 


A 


6143 


1 


489 
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SKQ 11) 

NO: 


SKO ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiikuown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6095 


36463 


A 


6144 


5 


916 


ALGGTPMLGKLAMLLWVQQA 

LLALLLPTLLAQGEARRSRNTT 

RPALLRLSDYLLTNYRKGVRPV 

RDWRKPTTVSIDVIVYAILNVD 

EKNQVLTTYIWYRQYWTDEFL 

QWNPEDFDNITKLSIPTDSIWVP 

D1LINEFVDVGKSPNIPYVYIRH 

QGEVQNYKPLQVVTACSLDIY 

NFPFDVQNCSLTFTSWLHT/SPG 
1-101-11 p\/ai APkT.FiDnrri licd 

uKVuVAuuAALLouVl^liuKQ* 
LLLKINb V LLunrrAA l LLOOQ1 

ATAQHLPHGHGHRGLLPAPQQ 
WREGLFQNYTPPGLLGLPDHRF 


6096 


36464 


A 


6145 


5 


756 




6097 


36465 


A 


6146 


1 


471 




6098 


36466 


A 


6147 


184 


1097 


ALGGTPMLGKLAMLLWVQQA 

LLALLLPTLLAQGEARRSRNTT 

RPALLRLSDYLLTNYRKGVRPV 

RDWRKPTTVSIDVIVYAILNVD 

EKNQVLTTYIWYRQYWTDEFL 

QWNPEDFDNITKLSIPTDSIWVP 

DILINEFVDVGKSPNIPYVYIRH 

QGEVQNYKPLQVVTACSLDIY 

NFPFDVQNCSLTFTSWLHT/SPG 

HyriLr V ALAKNublK^bLLnhr 

UKVuVAuuAALLouVQHOKy 

LLCRNEVLCGHPPAAPLLCGQP 

ATAQHLPHGHG HRGLLPA PQQ 

WREGLFQDYTPPGLLGLPDHRF 


6099 


36467 


A 


6148 


3 


672 




6100 


36468 


A 


6149 


3 


398 


LRKIKIDLGKFSDNPDGYIDVLQ 
GLRQSFDLTWRDIMLLLDQSLT 

P\I C7 V" C A A I/TA A D C C/~" P\l \1/C\//C 

rlNfcrwo/YAIv 1 AAKbrUULWrV/b 
FON*SCKTTNRSSNGAPDAVHD 
♦D/PTADPWTGPLAHALMLMTL 
KAPLTRKSQLHDPYYAPIQQEA 
V 


6101 


36469 


A 


6150 


1 


420 
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SKQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6102 


36470 


A 


6151 


1 


878 


TLLPPRPGVGSDYPNIPGCPMW 

GNKDPGEGTLERGKVEDASQR 

TSRTLKJETSGKAEHRKXQDGK 

CSPQGKNALKMYSGEFDPVRV 

CVPFSLSDLKQLKIDLGRFSDNP 

DGY1DVLQGLGQSFDLTWRDI 

MLLLDQTLTPNERNATITAARE 

FGDLWCLSQVNDRMTTEERER 

FPTGQQ A VPS A DPH * DTES EHG 

DWCCRHLLTCVLEGLRKTRKK 

AVNFSVMSTVTOGKEENPTAFL 

ERLREALRKHTSLSPDSIEGOLI 

LKIKFITRSAADIRKOTSKVHLR 

PGAKLKTPY 


6103 


36471 


A 


6152 


1 


417 




6104 


36472 


A 


6153 


1 


415 




6105 


36473 


A 


6154 


1 


234 




O 1 uo 


JlH I 1 * 


A 


VJ J J~S 


1 

i 


j j j 


TCPIVPG/OEMIIEISKGRSGLGL 
S1V*GKDTPLNAIVIHEVYEEGA 
AAVDGRLWAGDOILEVNGVDL 
RNSSHEEAITALMOTPOKVRLV 
V Y RDEA H Y RDEEN LEI FP VDLO 


O 1 U / 


JOH / J 


A 
/A 


f< 1 SA 


1 HQ 


4687 




a i nsi 
O 1 uo 




A 
r\ 


O 1 J 1 


\ DO 


4Q91 




a l no 


JkjH 1 / 


A 


O 1 Jo 








6110 


36478 


A 


6159 


1 


1857 




6111 


36479 


A 


6160 


-> 
-> 


100 




6112 


36480 


A 


6161 


1 


537 




6113 


36481 


A 


6162 


125 


1184 




6114 


36482 


A 


6163 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 

ALQEVQAAVQAALILEPYDPA 

GPVVLEVSLADRDAVWSLWQ 

APIGESQQRPLGFWSKALPSSA/ 

DHKACHAQQHSIIKWKWY1HD 

RARAGPEGTNSSARYAATM*K 

WXTASALQPLSRKSLKDSSEGK 

SSQWAELRAVHLAVHVAWKE 

KWPDVRLDTDSWAV/ANGLAR 

WSGTWKEHDRKiGDKEVWGR 

GTRI I 


6115 


36483 


A 


6164 


1 


1566 




6116 


36484 


A 


6165 


1 


1098 




61 17 


36485 


A 


6166 


1 


538 




6118 


36486 


A 


6167 


410 


625 


LTL VPFSFS V VLTPLPKGNTI RY 
*TG 1 L* G WNLS WKGTLG FS VTA 
QPSSGTPRTALGSRTTKPLLVSL 
LQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
seq uencc 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib1e nucleotide 
deletion, \=possible nucleotide insertion) 


61 19 


36487 


A 


6168 


821 


1428 


QVTDVQDFPLKCKJQWRRTVR 

G DLQ/PFTRVTVH WG KGN DQT 

FQGLLDTGSELTLIPGDPKRHC 

GPPVKIGAYGGQI1NGVLAQVQ 

LTVDAVGPWTHPVV/I/SPVPECI 

lOllJILboWv^/NbHlCjbL 1 ORVRA 

TM VG KAK WKPLE L PLPRKI VN 

QKQYHIPGGIAEIGATIKDLKDT 

G\VIPTSPFNSPI*PMQKTDGSW 

RMTVDYL 


6120 


36488 


A 


6169 


203 


850 


DVEHVGKMRRRWRRRVVVAD 

GNVVKPMSCAGDLQ/PFTRVTV 

H WG KGN DQTFQD L L DTG S E LT 

LIPGDPKRHCGPPVKIGAYGGQI 

INGVLAQVQLTVDAVGPWTHP 

V V/l/brVrbCIIOlUlLbSWQ/NSH 
inef t\/li I ecr\Dvr , PLicr\i;r , nr 

QEKALQEVQAAVQAALILEPY 
DPAGPV V LE VSL A DRDA V WSL 
WQAPIGESQQRPLGFWSKALPS 


61? 1 




A 


D 1 /U 


i 
j 






6122 


36490 


A 


f\\ 71 

VI 1 / 1 


i 
i 




V rlJrrARrlv^Ur*rir NbKYL/KbA 
VHGEAVHAPFIAGQPLT**ELM 
SIFPQFQFFLYRRLDSHSGQSWQ 
I 


6123 


36491 


A 


6172 


1 


3039 




6124 


36492 


A 


6173 


1 


1364 


M 1 1 SID A E KA FDKIQQPFM LKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEE1NPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEG1QRLK 

KIGMVEW1SHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPELIIGIDILSSWQNPHIGSL 

NGRGYINSLALCHNLIRRDLDR 

FLLPQDITLVHYIDHIMRLDSVK 

DKWLHLAPPTTKKEAQCLVGL/ 

FG F WRQH I S\L WRQPL AC Y W A L 

VETEHLTMGHQVTMQPELPIM 

NWLLSDPSSYKPAPMASWGVP 

Yuv^L 1 KA W r 1 UOoAKY 

TETTRKWTAVAIOPl SRTSI KD 

SNEGKSSHQQAKNGITVLAGVI 

DPDYQDEISL/LTPQWRCHPGSS 

VWRASSLGISHPP \ 


6125 


36493 


A 


6174 


114 


1996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6126 


36494 


A 


6175 


1 


475 


MGRNQNRKAENSKNWNASSPP 

KEHNSSPAREQNWREDEFNELT 

EVGFRRSVITNFSDLKEHVLTH 

CKEAKILEKRLDKWLTKITSVE 

KS/CK* PDG/D* KPQYENFM KHT 

QAS1ADLIKRKKRYQ*LK1KLM 

K*SKKTR*EKKKYKLPSENTTN 

TSMOIY 


6127 


36495 


A 


6176 


179 


393 


NKRGYKQMEEHSMLMDKKNQ 
YYENGHTAQGN'AGEGNKGYS 
IRKTGSQIVPLCR*HDCISRKPD 
CLSPKSP 


6128 


36496 


A 


6177 


1 


710 


MARELRDECTSFSSQFHQLEER 

VSV1EDQMNEMKQEEKFREKGI 

KRSEQSLQEIWDYMERPNLCLI 

GVPESDGENGIKLEDTLQDIIQK 

DFPNLGRQANIQIQEIQRMPQR 

YSSRRATPRH 1 1 V RFTKE I QTTI R 

EYYKHLY AN KLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITGS 

EIEAIINSLPTKXSPRPDGFTAEF 

YQRYKEELVPFLLKLFQS1EKE 

G1LPNSFYEAS1IL1PKLGRDTTK 

K EN F RPI S LMN 1 DA K I LN K 1 LAN 

QMQQNIKNL1RHDQAGFIPGMQ 

CWFNIRKSINVIQHINRTKDKN 

HMIIS1DAEKAFYKIQQPFILKTL 

NKLENKIPRNPTYKGCEGPLFK 

ENYKLMLKEIKEDTSKWKNIP 

WSWIGRXNIVKMAILPKVIYRLS 

AIPIKLPMIFFTELEKTTLKFIWN 

QKRACIAKSILSQKNKAGGIML 

PDFKLYYKATVTKAAWYWYQ 

NRDIDQWNRTEPSETIPHIYSHL 

IFDKPDKNKKWGKDFLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKT1KTLEENL 

GNTIQDIGMGKDFMCKTPKAM 

VTK A K I DK WDL I KLKS FCT A K E 

TTVRVNRQPTEWEKIFAIYSSD 

KRLISRIYKELKL*PCSIV*SQVA 

♦CLQLCSFGLGLTWQCRLFFGSI 


6129 


36497 


A 


6178 


464 




724 


IGEVLLDNILQRVFQLGSILPITF 
RYTNQT*IWSWTLFWLVSY 


UIJu 


16498 




6179 




2022 




6131 


36499 


A 


6180 




882 




6132 


36500 


C 


6181 




1935 




6133 


36501 


A 


6182 




672 




6134 


36502 


B 


6183 


140 


2195 




6135 


36503 


A 


6184 


26 


354 i 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*='Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6136 


36504 


A 


6185 


86 


747 


SLEDAMSLKDDDSGDHDQNEE 

NSTQKDGEKEKTERDKNQSSS 

KRKAVVPGPAEHPLQYNYTFW 

YSRRTPGRPTSSQSYEQNIKQIG 

TFASWEQFWRFYSHMVRPGDL 

TGHSDFHLFKEGIKPMWE\DDA 

N KNG\G K WI IRLARKGFG S RC\ W 

ENL1LAMLGEQFVMVGEEICGG 

CGVCPAFQEDIISMWNKTASDQ 

A TT A RI RDTLNRR V LYNL P ANTI 

MEYKN 


6137 


36505 


A 


6186 


23 


127 




6138 


36506 


A 


6187 


2 


419 




6139 


36507 


A 


6188 


1 


714 




6140 


36508 




6189 


19 


373 


AVFFFFFFFFFFFFFFFFFFFFFFF 
FFFFFFFFFFFVSSSSSSFFFFSFFL 
FFFFKLKELRLVI*PLNPEN* ESC 
PLFSPVNLDMP*TFKDKRWKV 
N W A RSTSRQQLLESARTKS W A 
EREGGTRWRAW 


6141 


36509 


A 


6190 


227 


420 


KNFLPNCSAKELFFFFFFFFFFFL 
LLLLLLLYFKF/M1*WFYKHLAF 
PLLAFILSPTAL*RGVFHH 


6142 


36510 


A 


6191 


400 


582 




6143 " 


36511 


A 

/A. 


6192 


1202 


1678 




6144 


36512 


A 


6193 


2 


109 


FTFWHDFAAAGTGCSFPCLVLP 
SWW+QNLSAFACL 


6145 


36513 ! 


A 


6194 


110 


377 


QWISRQKPYKPEKRGDQYSTFL 
*EC* 1 L VPPLFWLVGFLPRDPLL 
V*WAYGCP*HFFLHFNLGESN1M 
YVSWGCSS 


6146 


36514 


A 


6195 ; 


1 


381 




6147 


36515 


A 


6196 


1 


759 




6148 


36516 


A 


6197 


1 


609 




6149 


36517 


A ' 


6198 


2 


1178 




6150 


36518 


B 


6199 


159 


290 




6151 


36519 


A 


6200 


716 


1001 


SMPASTHLILVGSCSWKMV1VL 

PLVTHFLFTALTVPWNLPWVEL 

YWNM*TM*LRSMKESLMATIF 

TLPELKA\VLHEKLQ*LQSTEDL 

*HGLLGG 


6152 


36520 


A 


6201 


5772 


5971 


TAN1IMTGSNSHITILTLNVNRL 
NARJKRHRLENCIKSQDPSVCCI 
*ETHLMCRDTYRLKIKGWSN 


6153 


36521 


A 


6202 


1 


974 




6154 


36522 


A 


6203 


1 


600 
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SEO H> 

NO: 


SEQ II) .NO: 
of peptide 
sequence 


Mel 
hod 


SEO H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6155 


36523 


A 


6204 


51 


424 


MAPKQDPKPKFQEGERVLCFH 

GPLLYEAKRVKVAIKD/ITREI/H 

SYITVVGIKIGMNGFRRAKYSN 

TWTPICRNSENFKKPISKFVL*T 

EY*GEMPVD* FWTWNEQWRSC 

WLPCLYNDTSDLSAGV 


6156 


36524 


A 


6205 


1 


3827 


MQKAIRLNDGHVAPLGLLARK 

DGTRKGYLSKRSSDNTKWQTK 

WFALLQNLLFYFESDSSSRPSG 

LYLLEGCVCDRAPSPKPALSAK 

EPLEKQH Y FTVNFSHENQKALE 

LRTEDAKDCDEWVAAIAHASY 

RTLATEHEALMQKYLHLLQ1VE 

TEKTVAKOLROOIEDGEIEIERL 

KAEITSLLKDNERIOSTOTVAPN 

DEDSDIKKIKKVQSFLRGWLCR 

RKWKTIIQDYIRSPHADSMRKR 

NQVVFSMLEAEAEY 


6157 


36525 


A 


6206 


1 


900 




6158 


36526 


C 


6207 


172 


501 




6159 


36527 


A 


6208 


499 


848 


KIRVPAAVAGLSPPLGPWSLRS 

PSOPERCCPWRNSSWWTAPRTS 

IITAAKGVSPARLSSISCTTRGS 

WVKTPTPTRARMV1ASSNLERP 

SALSRM* PTSQSMTRKRW WRL 

WPSTTL 


6160 


36528 


A 


6209 


3 


495 


SCAQTFPKLDTFLEHIKSHQEEL 
SYRCHLCGKDFPSLYDLGVHQ 
YSHSLLPQHSPKKDNA/CLQVF 
PCERYLRRHLPTHGSGGRFKCO 

A V_-^ J^-r- • X 1 Lj lvl \ 1 A i AAA X^J V VJ I V* 1^ 

VCKKFFRREHYLKLHAHIHSGE 

▼ V^/ f\.l\l A 1— r A A A J-ii A Asm, A 111 -A \J ' 

KPYKCSVCESAFTMRKDKLKRH 
ML 1 Q Y DE V RQG LG MVPG TQK V 
LNKCFCHNVKJCKK 


6161 


36529 


A 


6210 


667 


2142 




6162 


36530 


A 


62 11 


1 


396 




6163 


36531 


A 


6212 


213 


446 




6164 


36532 


A 


6213 


101 


580 


VAGVGSLPRSMEDDAPVIYGLE 

FQ A RAVLTPQTVA ETDA 1RFLVG 

TQSLKYDNQIHIIDFDDENNIIN 

KNVLLHQS/AGEIWHISASPADR 

GVLTTCY1MRTSDSKVLTCAAV 

WRMPKELESGSHESPDDSSSTA 

QTLVELLCHLDNTAHGNMACV 

VWEPMGDG 


6165 


36533 


A 


6214 


1 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletions-possible nucleotide insertion) 


6166 


36534 


A 


6215 


3 


404 


RLKEKKLVKEVIAVSCGPAQCQ 

FT1RTAI A Mr.A Hl?r.lU\/[:A/DDA 
jq i lrv I /\u/MVjvj/\L/rvVjir1 V cvrrA 

cacdi /-» r>T C\\f AD\//A\/\/ r r , Ar\i r> 
DAcKLUrLvVAKV/AVV \ ADLR 

LNEPCYATLPNIMKAKKKKIEV 

IKPGDLGVDLTSKLSVISVEDPP 

QRTAGVKVETTEDLVAKLKEIG 


6167 


36535 


A 


6216 


1 


408 




6168 


36536 


A 


6217 


88 


871 


MADVRVLVAVKRVIDYAVKIR 
VKPDRTGVVTDGVKHSMNPFC 
E1AVEEAVRLKEKKLVKEVIAVX 
SCGPAQCQETI\RTALAVMGA\D 
RGTHVEWPPAEAERF/GVPLQV 
ARVLGQLAKKXEKVDLVLLGK 
Q A\I A CTDCN Q\TG QM T AG FL D 
u/pnr,TF\ a cn\/Ti crr^i'i v \/ c d 

P 1 V\r\ t~\ I CXI P I 1*^1 DA\/\/TATM D 
1 MPPDVA\TI D\XI \\A\S A 1/ 1/ 1/ 1/ 1 C 

LlNfc.r'K Y/\\l Lr\lN 1 IVlls.AIS>lvlvrvl t 
V irvrolJJLvj VUL 1 oK.LoVli)VbDr 

PQRTAGVKVETTEDLVAKLKEI 


6169 


36537 


A 


6218 


1 


1023 




6170 


36538 


A 


6219 


110 


842 




6171 


36539 


A 


6220 


I 


122 




6172 


36540 


A 


6222 


1 


1257 


MNDATAVQEGSQMYSWQKLT 

PTGPFIMQPEGMGRLFAINKMA 

EGPFPEHYEPIETPLGTNPLHPN 

VVSNPVVRLYEQDALRMGKKE 

QFPY VGTTYRLTEH FHTWTKH 

ALLNAIAQPEQFVEISETLAAAK 

GINNGDRVTVSSKRGF1RAVAV 

V 1 KKLIvKLIN V Nu^Vb J VOIFI 

H WGFEG VARKG YIANTLTPN V 
GDANSQTPEYKAFL/GQHREGV 
RN*LHHAAFSGA*LQCFQYAH 

INoivrviNIN 


6173 


36541 


A 


6223 


717 


Q4 1 


W/I PMMPUDI1 CD| D roi/i/ * 
W LrvIVIlVlrLMKI Lr rL WlvKiibKJvA 

rt Y V V^/o^ V LLCLAjIvILK^Iv Y K.Lirv 

rw\j N. IS. XL tvlSJS. IS. \J XL ISJvrvOIN OlvlvKI 

KIHSI 


6174 


36542 


A 


6224 


1 


1072 




6175 


36543 


A 


6225 


I 


585 




6176 


36544 


A 


6226 


1 


930 




6177 


36545 


A 


6227 


28 


392 


AGEVPLQLPPAAVCSACLQRPA 

I \x/\\/xicqcci *cn i_i a i cij*\/rM 
L, WWINoorrL'bLLnALr H ¥ VUL 

QSLIAFLLLD*SSY*YLCMLHEV 
LVLCFSAPSGHLCSSLS*LF*LA1 
HLTFFQGS*LPCIGLEHASLAQR 
SLLLPTF 


6178 


36546 


A 


6228 


1 


271 


SAIVTFVCFMKFSCCVFQLHQV 
FHVLXFKLV1LVSSSCNLFSRFLA 
SLHWVTTCSFSSEEFVITHLLKP 
APVNSSNSFSVQFCSLAGKEL 



719 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
loeation of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6179 


36547 


A 


6229 


1 


1089 


MG WRPRWLPYLY WGFQSDLC 

PHCKRKAQEEDSLAAQAASHP 

RLSANSKNMSWGKQYSYALI K 

AMRHMLCIGYGRQAPAAVSDV 

WLTMLSMMVGATCYAMFIGH/ 

ATALIQVLDCSRRQYQFKVVLP 

REHPNIGSSQEGGTWHQTVGL 

QQTSDKFDANDPILKDQ TQEVV 

SGSATFTSDGKIRJLFYTDYSGK 

HYGKQSLTTSAANTGTENGYO 

GEESLFNKAYYGGGTNFFRKES 

QKLQQS ATTRDA EL A NG A LG 1 1 

ELDNDSPLKKRGATQRSSIZFNI 

TLKAYKRDVRSLLMLTRNEDV 

ADSLNSSKKRQNYQLPSIRSVT 

RCKKIGVCAKG1GCGQGTHYLS 

VSILNTADRDRRKLGFTRTSMY 


O 1 OU 




R 




1 
i 


1 140 




Olo 1 




A 
r\ 




-> 
-> 


204 


GSDYELGLW*PWLTSEA I DLI 1 

GECYSS*SGASGVVRSSLWARG 

LAGFRSEAADLRGRESVAVTN 


6182 


36550 


A 


6232 


1 


1296 




O 1 OJ 


1 


R 


A7n 


i 
i 


1 f\Rfi 
1 uou 




A 1 ft4 
O 1 




A 
r\ 




| 
i 


677 




6185 


36553 


A 


6235 


570 


736 


SATFGRSSRSGCSGXFPAASRRG 
RLPLSPPPW PA V\R V Y PCG MLD 
NKASAAHPPKKK 


O 1 oo 


jOJJ't 


A 
r\ 




1 


103 




6187 


36555 


A 


6237 


699 


887 


GLQPPAPRETRPLY *TL A WNLM 
FLFVSPLDSCDLVRSVLTCLSPP 
GNSPSFDMHRYQLPCVH 


6188 


36556 


A 


6238 


2 


803 




6189 


36557 


A 


6239 


2 


1277 


YKETYLIHLFHTFTGLSIAYFNF 

GNQLYHSLLC1VLQFLILRLMG 

RTITAVLTTFCFQMAYLLAGYY 

YTATGNYDIKWTMPHCVLTLK 

LIGLAVDYFDGGKDQNSLSSEQ 

QKYAIRGVPSLLEVAGFSYFYG 

AFLVGPQFSMNHYMKLVQGEL 

IDIPGK1PNSIIPALKRLSLGLFYL 

VGYTLLSPHITEDYLLTEDYDN 

HPFWFRCMYMLIWGKFVLYKY 

VTCWLVTEGVC1LTGLGFNGFE 

EKGKAKWDACANMKVWLFET 

NPRFTGTIASFN FNTN A WV A R Yl 

FKRLKFLGNKELSQGLSVMLFLF 

LWHGLHSGYLVCFQMEFLIVIV 

ERQAARLIQESPTLSKLAA1TVL 

QPFYYLVQQTIHWLFMGYSMT 

AFCLFTWVDKWLKVYKSI YFLG 

HIFFLSLLFILPYIHKAAMVPRKE 
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SKQ U> 


SKQ II) NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence < X-Unknown, j 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*~Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sct| tience 






vj i j yj 


36558 


A 
r\ 




S6 






6191 


36559 


A 
AV 




6£ 


4X7 
to / 




6 1 92 


36560 


A 




S9 


4S7 




61 93 


3656 1 


z\ 


6243 


263 


787 


^1 P\/* V \\IT>CV\I A 1 PlI *D/A/t\/r> 














A Pk r Q*F<sK'<v AfiQI MTP^A IPPF*A 
rtrlVo Cork.jAUjLn I r o/A iv^rvJLJA 














Cp.Dr.i APDW/I DWQkTM Arui \/ 
KU L A Kr W L l\i\o IvL- L AL n L V 














nTRQkf TAf^fil APVP<sAHI IQ\/P 
1 IvlAFv 1 AvJULAr V r artnLlo V K 














tlvtrOlA^A VLVb^LbrKVuVvjL 














VfiDTI P A D D CDr'Al/DH A HI A 

vur I LUAKKtrL Wr^AIvlljlJLA 














PPD\/A AI DT JODD A 1 DACDU/PD 

rtrVAALKLIoiMvALrArrWuK 














AKULyr AIvlrDrr I MoIVlUoLArb 














PPP 

n a. 


6194 


36562 


A 


6244 




236 




6195 


36563 


c 


6245 


I 


1608 




61 96 




L> 




1 


1 UOJ> 




61 97 


36565 






K9 ^ 


1 OSS 
1 Ujj 


IV^lvLiO 1 UArWoKuK-KooOKLu 














TUD Q DD P n M/TT AAA \1/D A A DCT 














PPAr.Dni DDr.CI/'CC A AD/~**DGD 

LrAUKyLlvrutlvooAAru KoK 
















6 1 QR 




R 




1 


ioo 




61 99 


>f»5fi7 


A 

/A 


694Q 


-i / 


JOJ 




6200 


36568 


B 


6250 


1 1 >9 


1 96X 




620 1 


J v7 J vJ" 


A 
/A 


69S I 

UZ.J 1 




4RQ 






JUJ / w 


A 


69S9 


JJO 


6^8 






16a7 1 


A 


69 SI 


1 
1 


S07 




6204 


36572 




6254 


o yj 


^6 




6205 


36573 


B 


6255 


100 


0 1 9 




6206 


36574 


B 


6256 


82 1 


9QQ9 




6207 


36575 


A 


6257 


2 


609 




6208 


_J vJ _J / \J 


A 
/A 


69SR 


1 


J I 7 




6209 


36577 


A 


69S9 




99« 


QTr.\/ P\/CA\ D XP f T tTL^ A C\/I CMT 














UAL Y 1 K^lKj I KLUKv^ 1 V*AULboA 














TTA A PHD A A FAN/! C DDr. 1 TD DCI /^D 














JKW Mv^Vj 1 r ri 


62 10 


36578 


A 


6260 


] 






62 1 1 


36579 


A 


626 1 


I 


09 S 




62 12 


36580 


A 


6262 


I 
i 


107 




6213 ! 


36581 


A 


6263 


] 


969 A 




6214 


36582 


A 


6264 




94 1 
















VLVLUoV I ooOr FN ri KlJrir lov 














UWcLI lVIUvjoor I INrLN. V 1 LKK 














1 lorArv I ruo 


62 1 5 


36583 


A 


696S 

UZ.UJ 


1 


1 669 
1 DOZ 




62 16 


36584 


R 
u> 


6266 


1 


X07 

0 7 / 




62 1 7 


JUJOJ 


A 

/A 


6967 \ 




9S8 




6218 


36586 


A 


6268 


1 


279 




6219 


36587 


A 


6269 


1 


258 




6220 


36588 


A 


6270 


1 


639 




6221 


36589 


B 


6271 


1 


1935 




6222 


36590 


A 


6272 


698 


1643 





721 

BNSDOCID: <WO 017S067A3 IA> 



WO 01/075067 



PCT/LJ S0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=IJn known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


0— Z J 




A 




9 1 


386 


[FDFLFLLYVSGCNS1AEPOHFT 

TTVTRCSPTVAFVEFPSSPOLKN 

DVSEEKDOKAKPVENEMSGKGG 

SWVLFTKGEVQEWRESGLNPT 

KFNMGPLIYS 


6224 


36592 


A 


6274 


1 


2538 








A 


uz / J 


| 


471 




6226 


36594 


A 


6276 


152 


520 


CPLTLLLPSRGAGLGTCSPPCLS 
LPPTPWAPVRPEPPRRAPPPAPR 
R P V PSTG K EQTTQG L RN A S A RR 
GTGRQLHL\SPGVGSTG*SQGL 


6227 


36595 


A 


6277 


831 


1449 


HPGQWLRRVCWVSSGAGPLAL 
CSISCPALAAFPRVGLGTCSPPC 
LSLPPTPWAPVRPEPPRRAPPPA 
PR/PPSPIDHPRAEEYE/PHGAGL 
AGSSTCSPSAESTG*SQLGS*VV 
RVRGFILEVSETKNPPIPDTFGL 

IX V 1 \ VJ 1 ft 1— > 1 — ' V JLj 1 1 \1 l 1 1 11 IS I ft VJI k-j 

PPGSSSAASTLVOVTRL*ISAISL 
PHLLSRPCSNTARGPVPAPVPG 
AAVRAPAAGGRWCGGARGRG 
RRGGGH 


6228 


36596 


C 


6278 


1 


426 




6229 


36597 


A 


6279 


1 


535 


MKHSGAQLASPSGS\PLGPQVE 
LPASPVPCACTSQPLGGRWDW 
APWSRGWCSSGRLGPHRSPWS 
GWEXLRHGGLQVPSPAPREGS* 
G PA RNP/GTAPG RPA A PS\GG PP 

1 £%■ I vl l I / VJ ft i» 1 V_f ■ VI I » I \V_J VJ I 1 

SPRPPRTPAGPOALRAAPVP\LA 

1 l\i 1 ftV ft ft iiVJI \/iilJl\iir\l ▼ 1 i r/ m 

PLPPHLPAS*GSGLQPWPA*KE 

APTVQCQAEGLLKCRQSGSPGR 

GGAESE 


6230 


36598 


B 


6280 


1 


1743 




6231 


36599 


A 


6281 


1 


428 


GTREEHLKRSGREIALP1EACV 

MLLLETGMKEEGLFRIGAGASK 

LKKLKAALDCSMLTWDEFYSD 

PHAVAG\ALKSYLRELPEPLMT 

FNLYEEWXAQVASVQDQGQKT 

FKDLWRTCQKLPPQNFVNFRY 

LIKFLAKLAQTSDV 


6232 


36600 


A 


6282 


135 


512 


LPFRGAGLETCSPPCLSLPPPPW 

APVRPKPPR*APPPAPRRPVPST 

TQGSLGPHCFYEL*HSP*RSAAS 

LLKPARP*AHREERTTP/GRSAL/ 

TSCNTHREGLQ/PSLRKKETPNT 

SEHQKEQTPDAPP 
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SKQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkiiovvn. 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6233 


36601 


A 


6283 


698 


2233 


[QAAMQAAPQFGPSTED*CCPIT 

SEAPWA1MDAKLR\LKPP$HPPL 

VSPHLNPQVWDTSSPSLA 1 KHA 

SLTISLKPNHPYPAQSQYSIPQH 

ALKGSKPVITRLLEHGLLKPINS 

PYNSPILPVQKLDKSYRLVQIIL 

CLIYQIVLP1HPMVPNPYTLLSS1 

PFTTHYSVLDLKHAFFTIPLYPS 

SQPLFAFTWTDPDTHQAQQITL 

AVLPQCFIDSPHYFSQAQISSSS 

VTYLGIILMKTHIGLGAVEQGV 

VLVGEARAAQEPMEWVGGSG 

MVGCRSRALPRGKAAKARREI 

ERSAVT1 V PVLDFN PA FH 1 1 PD1T 

PDHHDCISLIHLTFTPFPHISI TP 

VPHLEHTWFIDGSSTRPNCIISP 

AKAGYAJVSSTSIIEATALPRST 

TSQQA KLIA YTDSKC A FH ILIIH 

U A \/| XX/TT C" OXI CI T IV A A CUM A f 

nAVIWccKJNrL 1 M l^Kj A o 1 1 N A r 
L1IS. 1 LLJVLMLLr KcAu V 1 ML KC iH 

QKASDPITQDNAYADKVAKKQ 
LAFQLLSLTAVFLLL1RPLSPTSP 
LKLPL1MLFPHKANDS 


6234 


36602 


A 


6284 


1 


1239 




6235 


36603 


A 


6285 


1 


477 


QRPPHGVFVLGVAGRVHGPEL 
ASHKAGPQLGDVGVCAGQGG 
QVGPLVLQPVVEH1QQLPG/AG 

rH^Arlv ^uoro^ODLrKrLKoLQ 

r> O Df~\/~1 ATA TT O CTU/M/r r»n 

LKKryOA I A 1 JKb 1 WWUrKUr 
VL 1 AALVrLtWruWrV(^KUI:L 

HAVPQUCAI AC A KjiATPCl A /"■ n 
ULUoorlAKL i A 


6236 


36604 


A 


6286 


1 


1134 




6237 


36605 


A 


6287 


673 


836 




6238 


36606 


A 


6288 


1 


225 




6239 


36607 


A 


6289 


1 


468 




6240 


36608 


A 


6290 


495 




CoV^ V i-,oIN V orn VKV INIVlASWb 

riKHI TVPOPHTPkriCVl DDICL' 
vjisjl/H V ryrU I RKuov LKKIoK 

RriRMAcrQ*nk r Rk r AC\/cn ci r* 

iNVjlviolv I rv 1 iv Lv i Ar o I tluKNKL 

RAGGGTCGQQYCFVKH 


6241 


36609 


A 


6291 | 


1 


507 




6242 


36610 


A 


6292 


215 


389 




6243 


36611 


A 


6293 


1 


255 




6244 


36612 


B 


6294 j 


69 


1055 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hotl 


SEQ II) NO: 

in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6245 


36613 


A 


6295 


23 


1596 


IKPQRWGETRAEMLKILKTREP 

FLLQRIASPRQQWNKAGQRRS 

WFFERL/NKiDRLLARLlKKKRE 

KNQIDAIKNDKGDITTDPTEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEELESLNRPI 

TGSEIEA11SSLRTKKSPGPDGFT 

AEFYQRYKEELVLFLLKLFQSIE 

KEGILPNSFYEASULIPKPG RDT 

TKKENFRLISLMNIDVKILNKIL 

ANRIQQHIKKLVHHDQVGFIPG 

MPDWFNICKS1NIIHHINRTNGK 

NHM11S1DAEKAFEKIQQCFMLK 

TLNKLGIDGMYLKIIRAIFDKPT 

ANV1LNGQKLEAFPLKTGTTQG 

CPLSPLLFKIVLEVLARAIRQEK 

EIKRIQLGKEEAKLSLFADDMIV 

YLENPIVSAQNLLQLRSNFSKV 

LGYKINMQKSQAFLYTKNKQT 

ESQIMSELPFTIATKRIKYLGIQL 

TRDVKSLFKENYKPLLSKIKED 

TNKWKNIPSSW1GR1SIAKMAIL 

PKV1YTFNAIPIKLPMTFFTELEK 


6246 


36614 


A 


6296 


1 


1488 




6247 


36615 


A 


6297 


1 


1401 




6248 


36616 


A 


6298 


2 


1256 




6249 


36617 


B 


6299 


84 


955 
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SEQ II) 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
119/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6250 


36618 


A 


6300 


735 


2718 


RSFPRSRPSPFLLLSRYLRIHMV 

FSVLPFGLQNPKYLLSGSLQEK 

FRTPG1NSHKTLDPNRVIIKVRR 

RLEKEKALRAYVGKSEVRNMH 

LRERCKL*KKREKNQIDTIKND 

KGDITTDATEIQTTIREYYKHLY 

ANKLENLEEMDKFLDTYILPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKRSPGPDGFTAEFYQTYKEE 

LVPFPLKLFQSTEKEGILPNSFY 

EASIILIPKPGRDTTKKENFRP1S 

LMMlDAKILNKILANRIQQHIrCK 

L1HYDQVGFIPGMQG WFNKRK 

SINVIQHINRTNDKNHMI1SIDAE 

KAFDK1QQPFMLKTLNKLGIDG 

TYLKV1RAIYDKPTANHLNGQK 

LEAFPLKTDTRQGCPLSPLLFNI 

VLEVLARAVRQEKEIEGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQNLLKLISNFSKVSGYKINIQK 

SQAFLYTNNRQTESQ1MSELPFT 

TASKKIKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPC 

SWVGRINIMKMA1LPKVICRFN 

A I PI KLPM PFFTELETTTLK Fl WN 

^rvKj^Kr^blLo^KNrvAOGl I LPD 

rMY YIvA I V IK IAWYWYQNK 

UIL)^ WINK 1 brojbilvIrHI Y N Y LIr 

UlvrbNNK(^WuK.UI>LrNK ¥ CWE 

IN W LAI W KKLrv 


6251 


36619 


B 


6301 




2907 




6252 


36620 


A 


6302 




2358 




6253 


36621 


A 


6303 




1866 




6254 


36622 


A 


6304 




885 




6255 


36623 


A 


6305 


■ 


1059 


MKNNSESFEPLLLIPRQRGSGV 

DLQQTPTDLQLRVLTVRRKTN 

KQDIHTKTPTVRHHHQRPKNP 

WDTFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKEVEKQEQT 

QSKASFvRQEITKlRGELKEIETQ 

KTLQKfNESRSWFFEKJNKIDRL 

LA RLIKKKREKNQI DTI KNDKE 

DITTDSTEIQTTIREYYKHLYAN 

KLENLEEMDKFLN1YTLPRLNQ 

EEVESLNRPITGSE1EA1INSLPT 

KKbrUrUur I Abr YQSYQEEL V 

PFLLKLFOSIEKEG1LSNSFYK A 

NIILIPICPGRDTTKKENFRPISLM 

NIDAK1LNKIL/ANRIQQHIKKLI 

HHDQVGFIPGMQGWFN1 


6256 


36624 


A 


6306 


I 


1692 





725 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X^Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6257 


36625 


B 


6307 


1 


2871 




6258 


36626 


A 


6308 


2 


2315 




6259 


36627 


A 


6309 


1 


1210 


MMSFHELSVHTAIDGHSHSSCS 

AWCSPIDRDYFEQENNSSSSCC 

CCCYHCHRKHCGGKGLSFPGE 

MPLSPGHFNKMMYSVSELMQG 

SGSGTFIPLPAELSLWLLVTNTK 

GQRMIKNDAEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPJTSSEIVAIIN 

SLPTKKSPGPHGFTAEFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLMNSDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

S1NVIOHINRTKDKNHMIISIDAF 

KAFDK1QQPFMLKTLNKL\G I K 

YLGIQLTWDVKDLFKENYKPL 

LKEIKEDTNKWKNIPCSWVGK1 

NIMKMA1PPKATSPLESYKREK 


6260 


36628 


A 


6310 


1 


2745 


MEGEMNEMKREGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQ1QEIQRTPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKDRSTRQKVNKDTQE 

LNSALHQADLIDIYRTLHLKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRJKNLTQNRSTTWKLNNLLLN 

DYWVrFNKMICAEIKMFFETNEN 

KDTTYQNLWDTF 
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SKQ II) 

NO: 


SCO ll> NO: 
of peptide 
sequence 


Met 
hot! 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6261 


36629 


A 


631 1 


1 


2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRI KNLTQNRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDKTYQNLWDAFNAV 

CRGKFVALNAHKRKQEGSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKVRAELKEIETQKTLQKIN 

ESRS\ARL1KKKRJEKNQI/DAIKN 

DKRDITIDPTEIQTTIREYYKHL 

YANKLENLEEM DKFLDTYTLP 

RLNQEEVESLNRPITGSEIVAI1N 

SLPTKKSPGPEGFTAEFYQRYK 

EELVPFLLKLFQSTEKEGILPNS 

F Y E A S 1 1 L J PKPG RDTTKKEN FRP 

ISLMNIDAK1LNKILAKRJQQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSINVIQHINRTKDKNHMIISID 

AEKVFDKIQQRFMLKTLNKLV 

LEVLARAVRQEKK1KG1QLGKE 

ELKLSLFADDMIVYLENPIVSA 

QNLLKLISNFSKVSEYKINVQ1CS 

QAFLYTKNRQTESQIMSELPFTI 

ASKR1KYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDVNKWKNIPCS 

WVGRINIVKMA1LPKVIYRFNAI 

PIKLPMTSFTELEKTTFKFIWNH 

KGARIAKSILSQKNKAGGITLPD 

FKLYYKATVTKTA WY 



BNSDOCID: <WO 0175067A3JA> 
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SEQID 

NO: 


SfcQII> NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V-possible nucleotide insertion) 


6262 


36630 


A 


6312 


2 


2143 


SSDGSWWTGFQWREWRQAGR 

SVNSWDNPKQEVRASSKDKSR 

GSIQEAMRMQSSAKLLCSAWT 

LAYSIAVRTLSSDSEGQPPLVIH 

RQTGSGEDLQQTPTDLQLRVLT 

IRRKTNKQKGHPHQNPISSRRQ 

EITKIRAELKKIETQKPFKKINES 

RSWFFEKrNKlDRLLARLlKKKl 

EKNQ1DAIKNDKGNITTNPTEIQ 

TTIREYYKH LYANKLEHLEEM 

DKFLDIYTLPRLNQEEVESVNR 

PITGSEIEAIIMSLPTKKSPGPDRF 

TAELYQRYKEELVPFLLKLFQSI 

EKEG1LPNSFYEASI1LISKPGRD 

TTKKENFRPISLMNIDAKILNKI 

L ANQIQQH I KKLI HHHQVGFIPG 

MQGWFNILKSINVIHHINRTKD 

KNHMIISIEAEKAFDKIQQPFML 

KTLNKLGIDGTYLTYLKIIRAIY 

DKPTANIILNGQKLEAFPFKTGT 

RQGCPLSPLLFN1 VLEAL A RA I R 

QEKEIKGIQLGKEDVKLSLFAD 

DMIVYLENPIVSAQNLLKLISNF 

SEVSGYK1NVQKSQAFLYTMNR 

QTESQIMSELPFT1ASKRJKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRTN1VKM 

AILPKTLNQKFSYWFRVNKHYI 

HQRTFPLKETEFNTIATLYNGA 

SP/CTAPKSTGTNGHQASGLPRF 

♦RIAFCSALVKSKRKLYQGYLP 

GQTDRREEGVSWCPGGP 


6263 


36631 


A 


63t3 


I 


3018 




6264 


36632 


A 


6314 


1 


2016 




6265 


36633 


B 


6315 


1 


1215 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6266 


36634 


A 


6316 


1 


2268 


MAGYPSETKPPEERSDSN1CSSA 

1 FTVLH PPLL 1 PRQTAFG MDLQQ 

MPTDLQLRVLTVKRKTNKQKG 

HPHQNPIRTSPSSKTEDFQPTKJ 

KRDKEGHYIMVKGSIQQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHTI1MGEFNTRJLSTLDRS 

MRQKVNKD1QELNSALHQADL 

ID1SRMLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTE1I 

TKCLSDHSAIKLELRJKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAE I KM FFETS EN KDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

Q E RSKTDTLTSQLK E L E KQEQT 

HSKASRRQE1TKIRAELQE1ETQ 

RTLQK 1 SESRS WFFEKINK1DRS 

LARLIKKKREKNQIEAIKNDKG 

DITTNPTETQTTIKEYYKHLYK 

NKLE1M LEEM DKFLNTYTLPRLN 

QEEVESLNRPITGSE1VAIFNSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQSIEKEGILPNSFYE 

AS1NLIPKPGRDTTKKENFRP1SL 

MN1DAKILNKILANRI/WGN*AE 

ERNKEYS1RKRGSQIVPVCR*H 

DCVSRKPHHLSPQSP*ADKQLQ 

OSLRIONOCTKITSII IHO*OTNIR 

EPNHE*TP1HNCFKENKIPRNPT 

YKGCEGPLOGEI OTTAO*NKR 

GHKQMEEHSMLMDRKNQHRE 

NRHTAQGNL*1QCHSHQATNDF 


6261 


36635 


A 


6317 


1 


1797 




6268 


36636 


A 


6318 


2 


2063 




6269 


36637 


A 


6319 


1 


1212 
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SEO H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6270 


36638 


A 


6320 


1 


2718 


MALFRVGMTTRRLGHANKFTR 

DLLVKRLLLYEFVVEI IPG LRTK 

TTLVGPLETGYTSSDSVNSPHF 

MLDIALSHNVKSTQLLLRPWR 

NIDCSRNHKNAKKEEQMGDDE 

INRQQECSSSPAMEQSWTENDF 

DELREEVFRRSNYSELQEEIRTN 

GKEVKSFEKKLDEWITRITNAE 

KSLKHLTELKTKARELQLEKQE 

LTHSKASRRQEITKIRAELKEIE 

TQKTLQKINESRSWFFEKINKID 

RPLARLIKKICREKNQTDTIKND 

KGDI ITDPTEIQTTIREY YKHLY 

TNKLENLEEMDKFLDTYVLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLSQSIEKERILPNSSYE 

ASIILIPKPGRDTTICKENFRPISL 

MN I DA K I LNKIL ANRTQQH I KK 

LIHH EQVGCI PG MQG WFN I RKS 

INVIQHINRTKDKNHMIISIDAE 

KLISKFSKVSGHKINVQKSQAF 

LYTDNRQTESQIMSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLNEIKEDTNK WKN I PCS W VG 

R1NI VKM ALLP\RFS A I PI KLPMT 

FFTELEKTTLKFIWNQKEP/CIA 

KSFLSQKNKAGGITLPDFKLYY 

KATVPKTAWYCYQNRDIDQW 

NRTEPSEIMLLIYNYLIFDKPDK 

KKE WGKDSLFN KWC WENWLA 

ICRKLKLDPFLTPYTKMNSRWI 


6271 


36639 


A 


6321 


1 


2307 




6272 


36640 


A 


6322 


1 


1989 




6273 


36641 


A 


6323 


1 


3285 




6274 


36642 


A 


6324 


3 


4732 




6275 


36643 


B 


6325 


1 


2693 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6276 


36644 


A 


6326 


603 


2976 


DNTARGTIRQQHLLFTNIRCSA 

ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNPICTSPSSKTKETQTTTREYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRR1TESDIE 

AI1MSLPTKKSPGPDGFTAEFYQ 

R YKEELVPFLLKLFQSIEKEG 1L 

PNSFYEASIILIPKLGRDTTKKE 

NFRP1SLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNICKSINVIHHMKRTKDKNH 

M1ISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GFQLGKEEVKLSLFVDEMILSL 

ENPMVSAKNLLKLISNFSKVSG 

YKINVQKSQAFLYTSNRQTESQ 

IMSELPFTIASKRIKYLGIQLTGD 

VKDFFKENYKPLLNEIKEDTDK 

WKNIPCSRVGRJNIMKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRAR1AKSILSQKNK 

AGGITLPDFKLYYKATVTKTAC 

HRVGRAQQHSISKWKWYIHDW 

SQVGPEGTNDSARYPDTTQKW 

QWAELRAVHLVLRFAWKEKW 
PDVQLYTDSWAVASGLAGWS 
GTWKKHDWKIGDKEIWGRATP 
V I AQ W A H EQRGHGG RDG D Y A 


6277 


36645 


A 


6327 


3193 


6107 


SMKTGLEKKMKRNEQSLQEIW 

DYVKRPNLPLIGVPESDGDNAT 

KLENTLQDIIQENCPNLARQANI 

QIQEIQRTPQRYSSRRATPRHIIV 

RFTKVEMKEKMLRAAREKGRV 

THKGKP1RLTAALSAETLQARR 

DRRPIFNILKEKNFQPRISYPAK 

Lror VocvjtlfcT r I UKi^lvlLKUr L 

N/fTPDAI PTI I fCAI MX/f CTTr 1 A 

1V1 1 Ivr /\LtS.tLLN.CA uNIVl I 1 O A 

PRF 1 KO V LRELORDLDTH TI1TG 
DFNTPLSTSDRSTRQKVNKDIQ 
ELNSALHQADL 


6278 


36646 | 


A 


6328 


1 


1808 




6279 


36647 ] 


A 


6329 | 


I 


4695 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of" first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino aeid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


6280 


36648 


A 


6330 




2915 


MIMGDFNTPLSTLDRSTRQKVN 

KDTWELNSALHQADLIDI YRTP 

HPKSTEYTFFLAPHHTYSKIDHI 

AGN1CALLSKCERTEIITNCLSDH 

SAIKLQLRIKKLTQNHSTTVVK1. 

NNLLLNDYWVHNEMKAEIKIF 

FETNKNKDTTYQNLWDTI KAV 

crgkfialnahkrkoersktd t 

RTSOLKHLENOEOTFISKASRRS 

WFFEKINK1HRPLARLIKKKRFK 

NOIDAIKNDKGDITTNPTFIOITI 

REYYKHLYTN 


OZO 1 




n 

D 


617, 1 
UJJ 1 


1 
i 


6730 




6282 


36650 


A 


6332 


1 


378 




6283 


36651 


A 


6333 


j> 


1700 




6284 


36652 


A 


6334 


1 


1759 




6285 


36653 


A 


6335 


2 


409 




6286 


36654 


A 


6336 


1 


2051 


mfgrsrswvggghgktsrnih 

sldhlkylyhvltknttvteq 

nrnllvetirsiteili wg dqn d 

ssvfdffleknmfvffln1lrqk 

sgryvcvqllqtlnilfenishf: 

tslyyllsnnyvnsiivhkfdfs 

deeimayy1sflktlslklnnh 

tvhffynehtndfalyteaikf 

fnhpesmvriavrtitlnvykv 

dnqamlhyirdktavpyfsnl 

vwfigshvielddcvqtdeefir 

nrgklsdlvaehldhlhylnd 

iliinceflndvltdhllnrlflp 

LYVYSLENQDKVFLIIHHAPLV 

NSLAEVILNGDLSEMYAKTEQD 

IQRSSVLPTLSSLWQGSI ILSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWLISAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

Q V LSTRLQE A LPSN R LTD V A A V 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGITTV 

TKHQPQ A KPS IRCFIK PTETLE R 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKGIKTSGESEEIE 

MVIMERSKLSELAASTSVOEON 

TTDEEKSAAATCSESTOWSRPF 

LDMVYHALDSPDDDYHALFVI 

L^L/IVI VII iriuL/kJI IS IS IS 1 1 ID Li ▼ 1.* 

CLLYAMSHNK/GKSPEKEEGLS 
GTQSHPGKAGTFGKEGAEERK 


6287 


36655 


A 


6337 


2 


2753 




6288 


36656 


A 


6338 


1 


577 




6289 


36657 


A 


6339 


1 


849 
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SEQ II) 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


Sr Q ID NO: 
in I l$$N 
09/540,217 


Nucleotide 
location of first 
end on lor peptide 
sequence 


Nucleotide location oflast 
codou for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6290 


36658 


A 


6340 


t 


1293 




6291 


36659 


A 


6341 


1 


861 




6292 


36660 


A 


6342 


154 


6208 


RRAPGKIPGQASAFLGRTWSRP 

CLRTQLC V I VSCLAKAG VQGYL 

VGSPGGAKRFLFSERTGSFSKL 

AAMSSWLGGLGSGLGQSLGQV 

GGSLASLTGQISNFTKDMLMEG 

TEEVEAELPDSRTKEIEAJHAIL 

RSEN ERLKKLCTDLEEKHEASE 

LKARQIALQDQFLKLQSAAQSV 
PSGAGVPATTASSSFAYGISHHP 
SAFHDDDMDFGDIISSQQEINRL 
SNEVSRLESE 


6293 


36661 


A 


6343 


3810 


5310 


SQGTCVPDRPCNVSG*RI\SIEEJ 

EAGR1PNPHLGPVEERLALHVL 

QQQGLVPEHVESRPLYSPLQPD 

IEQAFPSFGRKSRWIRVIPFPRFF 

LRCII WNTRDVILDDLSLTGEK 

MSDIYVKGWMIGFEEHKQKTD 

VHYRSLGGEGNFNWRFIFPFDY 

LPAEQVCT1AKKJDAFWRLDKT 

ESKIPARVVFQIWDNDKFSFDD 

FLDPYAIVSFLHQSQKTVVVKN 

TLNPTWDQTLIFYEIEIFGEPAT 

VAEQPPSIVVELYDHDTYGADE 

FMGRCICQPSLERMPRLAWFPL 

TRGSQPSGELLASFELIQREKPA 

IHH I PGFESEDTDLPYPPPQREA 

NIYMVPQNIKPALQRTAIEILA 

WGLRNMKSYQLANISSPSLVVE 

mnnTVOQrv i uxri dfxtdxicim 
LUOyl Vv^ov^ V IKJNi„KK.N h*Nr UI 

I LrMfcVJVlLrKfc,fc,LYCrrl i VK. 

VIDNRQFGRRPVVGQCTIRSLES 

FLCDPYSAESPSPQGGPDDVSL 

LSPGEDVLIDIDDKEPLIPIQNYA 


6294 


36662 


A 


6344 


1 


527 




6295 


36663 


A 


6345 


5251 ! 


5711 


PPQRGPPSSSCYSRSQRSVSRCP 
SRHRPSAASPRPGRPSGRSGLLA 

ULIvLWAUAULrvLrrLLVj'KUL 
PCPPAI PPAADAUIT.1 ccrcr \1/ 

pnnpQHnr.i daa atc*hddap 

ryyivonyvJLIvAAA 1 o L/KKAu 
ALLNVVLr KroU 1 r KutnLo LIN 
PCI PP* * P \l/ A UHT A DACCHTC 


6296 


36664 




6346 


I 
i 






6^07 
\j — j i 




A 
r\ 


OJ4 / 


i 


OH/I 




6298 


36666 


A 


6348 


1 


525 




6299 


36667 


A 


6349 


6 


343 




6300 


36668 


A 


6350 


1 


2693 




6301 


36669 


A 


6351 


26 


353 




6302 


36670 


A 


6352 


1 


9182 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in I.ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6303 


36671 


A 


6353 


1 


8655 


EAAKDLADIAAFFRSGFRKNDE 
MKAMDVLPILKEKVAYLSGGR 
DKRGG Pf LTFPA RSN H DR1 RQE 
DLRRLISYLACIPSEEVCKRGFT 
V1VDMRGSKWDSIKPLLKILQE 
SFPCCIH VALIIKPDNFWQKQRT 
NFGSSKFEFETNMVSLEGLTKV 
VDPSOLTPEFDGCLEYNHFEWI 
EI RVAFEDYI SNATH MLSRLEEL 
ODILAKKELPOD1 FGARNMIFF 
HSQLKKKVIKAPIEDLDLEGQK 
LLQRfQSSESF 


6304 


36672 


A 


6354 


! 


1338 




6305 


36673 


C 


6355 


152 


404 




6306 


36674 


A 


6356 


137 


1278 


MDSQPNSTRGQSGRR/MEIKGI 

QLGKEEVKLLSLFADDMIVYLEN 

A\TSQPKISLS**ATSAKSQDTKS 

MCKNHKHSYTPITDKQRAKS* 

VNSHSQLLQRE*NT*ESNL*GT* 

RTSSRKTTNHCSMK*KRJQTNG 

RTFHAHG*EESIS*KWPYCPR*F 

IDSMPSPSSYQ*LSSQNWKKRL 

SSSYGTKKEPASPSQS*AKRTKL 

EAS/LLPDFKLYYKATVTKTAW 

DMDEAGNHHSQQTITRTKNQT 

PHVLTHRWELNNENTWTQEGE 

HHTPGLVVRRSPDPEQNFKAVR 

CLDLPD/PSSSFLAVLTFHFKPA 

FLQSLR*DKPRS/SPALGTWHKP 

* K ITPK KQ/HQ A ITK PNTEYRTA 

VKPSVVGALPDFNSFLKLGGLH 

RITNGCLLD 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of firs! 
cod on for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6307 


36675 


A 


6357 


1 


2569 


M RTKTQH TR 1 SWDAFK A VC KG 

KFIALN AHKRKQERSKIDTL I S 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKSLQKINESRS 

WFFERINNIDRPLARLfKKKRIK 

NQIDTIKNDKGDITTDP TElQTn 

REYYKJ4LYANKLKNLEEMDKF 

LDTYTLPRLNQEEVESLNRPITG 

SEIVTlfNSLPTKKSPGPDGFTAE 

FYQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASHLIPKPGRD T\ K 

KENFRPlSLNfNIDAKILNKILAN 

RIQQHIKKLIHHDQVGFIPGMQ 

GWFNIRKSINV1QHVNRAKDKN 

HMHSIDAEKDFDKIQQPFMLKT 

LNKLGIDGTYLKIIRAIYDKPTA 

NHLNGQKLEAFPLK TGTRQGCP 

LSPLLFNIVVEVLASA1RQEKEI 

KAQNLLKLISNFSKVSGYKINV 

QKSQ AFL YTNN RQTESQ 1 M S EL 

PFIIASKRJKYLGIQLTRDVKDLF 

KENYKPLIKE1KEDTNKRKNIPC 

SRVGR1NIVKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKRAHJAKSILSQKNKAGGITLP 

DFKLYYKATVTKTA W YS YQN R 

DIDQWNRTEPSE1TPHIYNYLIF 

L/rVX i_»rviN I\V^ W VJ IV UoLI IN I\. W VJ W 

ENWLAIWRKLKLDPFLTPY'IXI 
NSRWIKDLNVRPKTIKTLEENL 
GITIQDIGMGKDFMSKTP/TSNG 
NKRQN*QMGSNETKELLHSKR 


6308 


36676 


A 


6358 


1702 


2252 ; 


FLSLFFF1SLASSLSILLIIIIMNSW 

IPHSPIFTDLNVESSRLCPLGDIM 

M*IPLTWYL]VTCTHLSREI1TV 

PRGLARLWSFTRICPRTHCKPIP 

A\ VLLRAGCPPSC W WDQDTl IS 

QLPSKRSSYTLFFCTVTEYPFLD 

*WP*NHGTPC*TAPLWSMF/PCS 

CWYPVTGPGVSCSPSCVQVFSL 

FISHL*VRTCGVWFFVLA!VC # E 

*WFPASSMSQAVLVTVAE*YSL 

KSGSVMPPA\FSFGLGLTWRCR 

LFFGS1RTLK*IFPIL*RKSLVA* 

WGWH*IYKLRWAVWPFSRY*I ; 

FLPMSM/VMFFHLFVSSFISLSS 

GL*FSLKRSFMSLVSW1PKYFII 

FEAIVNGSSLMI WLSVCLLLLH 

KNACDFCTLILYPETFLKLLISL 

RRFWAETMGFSRYTIMSSANR 

DNLTSSFPN 
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SKQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6309 


36677 


A 


6359 


207 


1209 


IPRHIHPPKTKPGRS*/TP*IDQ*Q 

ALKLRQ/CINSLPTKKSPGPDGF 

TAKFYQSPSLTGKNDKEPE1LPY 

FHADFLVVPGTHQASPVLMVL 

GHKSFPHRNSPPSVCMANFFTQ 

KPPSQSIHNAVNTHTDPPLFLVL 

LKDRGLLVI WCHESQGDELWH 

LVLLDSKCCFGSMTHRMEWSG 

PSAAGLLEFAGGPLQTLFAWVS 

AVEAAEQRILLNSKCCCLIIPLE 

ALSQRGI WPWQGSPVPRPWTTT 

TLWPVRNQATQQETSLMPCQL 

EGKEPLALPTKEAEIEGRRTGEI 

KKVERDSNTNKEELLLDLAFK 

VSSLFDKLEEVVELLVIGELQL 

YPSK 


6310 


36678 


A 


6360 


544 


678 


AFFHVSFGCINVFF*EVSVHML 
CPLFDGVVFFLVNLFEFFVDSG 


631 1 


36679 


A 


6361 


7 


94 


VRTSGVWFFVLA1VC*E*WFPA 
SSMSLIY 


6312 


36680 


A 


6362 


381 


431 


ATKQDSVSKKKEEEEEEEEEEE 
EEEEEEEEEEEEEEEEKEK/GNK 
ERKK/DKG KA RQ VQ A RQ I Y L LS 
LHLGRJRKVPNNNKA*SSCP 


6313 


36681 


B 


6363 




603 




6314 


36682 


A 


6364 


1 


987 




6315 


36683 


B 


6365 


1 


444 




6316 


36684 


A 


6366 


977 


1177 


RTSISSPVSSTCSPLVMPTLLPQP 
TVP WRM WRPCTQ* RNAGTFSP 
AVAMGLPVEAVICLSV*DSPA 


6317 


36685 


A 


6367 


1 148 


1395 




6318 


36686 


A 


6368 


33 


663 


VH VLCG DTDETGN H H SQQT1 A 

RTKNQTPH VLTH RE RLSLR RG L 

HSCAYSLHRWLGARHAQKGSR 

NTKGCGGQGPRTSERGPASGEF 

SENCTSLLGQRGVFSPGRRALL 

HSPSDG\SVPLGAVDSSP\PASTR 

RDWSHWAVGKPSPEREPAGKV 

T*TTRQLQPASP* REHPLLNSQH 

GHCLKISLPLLPTVLSPSPPLSLC 

SNVTFSTRPLT 


6319 


36687 


A 


6369 


1 


1314 




6320 


36688 


A 


6370 


120 


410 




6321 


36689 


A 


6371 


1 


492 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Slop codon, /^possible nucleotide 
deletion, \=possinle nucleotide insertion) 


6322 


36690 


A 


6372 


3 


945 


EEVPRSMSKKKKRKRRKSRKR 

EEEEEEEEEEEEEEEEEEEEEEE 

EERR\EGEGEEEEEEEEGKEKID 

PSHLELKMVRNKNTMYEVCLM 

PIG1KPQVNVGAMQC1LVAPYIS 

PIVGV1NFNDQVNSQGGGSKME 

DGIHFRGKVMLHVGKRKQRVK 

KGLGYAFISSMKTNEYTKLVPV 

EWGLAEKI PKNV E ATLELGN RR 

SKKTGGILPLLLWNFELERDEL 

GYLVEE1SKQPSIQQMTWVLLK 

AFRFIQEAEPKSSENLNPDNVIE 

KKNPFSEGKFMLAAEICISNEE 

WNGNVNPQDYGGKWLQGMA 

EVFTATPSITGLEA 


6323 


36691 


B 


6373 


1 


792 




6324 


36692 


C 


6374 


348 


884 




6325 


36693 


A 


6375 


1 


588 




6326 


36694 


B 


6376 


1 


5339 




6327 


36695 


B 


6377 


520 


3146 




6328 


36696 


A 


6378 


I 


2044 




6329 


36697 


A 


6379 


1 


585 




6330 


36698 


A 


6380 


1 


2433 




6331 


36699 


B 


6381 


53 


441 




6332 


36700 


A 


6382 


2 


425 




6333 


36701 


A 


6383 


1386 


2569 


FLRKHRESGKDEEMTALCSFPG 

VAGEDELQVIQPEKSVSVAAGE 

SATLRCAMTSLIPVGPIM WFRG 

AGAGRELIYNQKEGHFPRVTTV 

SELTKRNNLDFS1S1SNITPADAG 

TYYCVKFRKGSPDDVEFKSGA 

GTELSVRAKPSAPVVSGPAVRA 

TPEHTVSFTCESHGFSPRDITLK 

WFKNGNELSDFQTNVDPAGDS 

VS YSI HSTARV VLTRG DVHSQV 

ICEIAHITLQGDPLRGTANLSEAI 

RVPPTLEVTSQPi\RAENQANVT 

WQ VSN F Y PRG LQLT WLENGN V 

SRTETA STL I EN KDGT YN WM S 

WLLVNTCAHRDDVVLTCQVEH 

DGQQAVSKSYALEISAHQKEH 

GSDITHEPALAPTAPLLVALLLG 

PKLLLVVGVSAIY1CWKQKA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6334 


36702 


A 


6384 


1 


2453 


MEPAGPAPGRLGPVLCLLLAAS 

CAWSASRQLPAVQVLRGDVTC 

GSDHVFLLAYIKHLAVAGRRA 

LKATVHVHQRTLLRPGGCGSV 

PG K RA VTL I SKCS DGQP A FPG A 

PAGNTNTFLVCSCGFPDLQSSR 

GPERALCAFIQCLMVRPEEQRE 

KN WPG P RG RS M A RPG WN A KPP 

VVQAKAFKNWAVLELSTVSAR 

NLTGSRJPRENTKV1LIGT1WVL 

CFLGSALGVCDPGGTHSHLAM 

HVVIFGPVGSNNPSIVIIIIIIRPIL 

QIKSQRSRVGETFPGVSWVAEL 

ESKSKHTFSQCQALLQPWGRK 

LSSCSQRTYNLLLVCIQSMNVI 

DKHLRKHRGSRVAGEEELQVI 

QPDKSVLVAAGETATLRCTATS 

LIPVGPIQWFRGAGPGRELIYNQ 

KEGHFPRVTTVSDLTKRNNMD 

FSIRJGNITPADAGTYYCVKFRK 

GSPDDVEFKSGAGTELSVRAKP 

SAPVVSGPAARATPQHTVSFTC 

ESHGFSPRDITLKWFKNGNELS 

DFQTNVDPVG\ESVSYSIH\STA 

KVVL\TREDVNSQSFW*GPTVT 

LQGDPLRGTANLSETIRVPPTLE 

VIQQPVRAENQVNVTCQVRKF 

YPQRLQLTWLENGNVSRTETA 

STVTENKDGTYNWMSWLLVN 

VSAHRDDVKLTCQVEHDGQPA 

VSKSHDLKVSAHPKEQGSNTA 

AENTGSNERN1YIVVGVVCTLL 


6335 


36703 


A 


6385 


1 


405 




6336 


36704 


A 


6386 


91 


2926 


PACPSPRLPFTNTDTHIDTSSPA 

SRSTRCLCISTHGVLAQSGGSSG 

GPAVPTVQRGIIKMVLSGCAIIV 

RGQPRGGPPPERQINLSNIRAGN 

LA RR A A ATQPD A KDTPD EP W A 

FPAREFLRKKLIGKEVCFTIENK 

TPQGREYGMIYLGKDTNGENIA 

ESLVAEGLATRREGMRANNPE 

QNRLSECEEQAKAAKKGMWSE 

GNGSHTIRDLKYTIENPRHFVD 

SHHQK.PVNAIIEHVRDGSVVRA 

LLLPDYYLVTV 


6337 


36705 


A 


6387 


2 


448 




6338 


36706 


A 


6388 


1 


645 




6339 


36707 


A 


6389 


1 


294 
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SEQ II) 

NO: 


SEQ It) NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
scquenee 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino aeid sequence ( X=Unkno>vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6340 


36708 


A 


6390 


23 


1? 1 


Dpo puTor. i r>c\ Ar.k'i? \x/u * i \ / 
KVjKtri 1 I» UAUKKWH f rKV 

1 1 Tn/P\l/*<ir P"Q\/I a mr*r* 
LL 1 y/LW oci o v iivyrKAOrOO 

LUl^r KUKolvKWLKULKUKLLO 

SLNASLVLRALFSGNWGLTAN 
QL*LAVGAKGDPEA 


6341 


36709 


A 


6391 


1 


1599 




6342 


36710 


A 


6392 


1 


561 




6343 


3671 1 


A 


6393 


1 


1833 


STLASSEGQGGFWRGPRALILL 

LLFLGPCHARSHDGKYSREKN 

QPKPSPKRESGEEFRMEKLNQL 

WEKAQRQERYPCRRRRRVKQV 

AAGTPRVFLKTPEMGVFELCRP 

SGPHYLISNAGVRLDLLNSPVL 

SIPESLRGKVNDLQNKKELLER 

KGRGETGLARPMHDLTAAQGG 

YGCALVHGAQVEGAGAQGWA 

GTVHATCRGETGTACQEALVT 

ATACSSCQRGQTRAPQGQHTL 

ESMGLNCLPQGAASGSDHHCG 

PRJSDLPGSAARTSRWPASSELH 

LPPVRLAELHADLKIQERDELA 

WKKLKLDGLDEDGEKEARLIR 

NLNGHWRAEDAHQDGGVNK 

WDIPTVVGVGVAA1ALVAVKL 

FFLPIN1RCVLSESPATLHSLQV 

ASVLWSLEFLPYGSRSPVVIQET 

VILAKYGLDGKKDARQVTSNS 

LSGTQEDGLDDPRLEKLWHKA 

KTSGKFSGEELDKLWREFLHH 

KEKVHEYNVLLETLSRTEVHPG 

DAnn\7 A CTr"D CUCDXjfCTl cr\rr 

r^UuVAb 1 OKiiHoFIVih, 1 LrQEE 

LKHFEAKIEKHNHYQKAQLEIA 

HEKLRHAESVGDRRSV*SASPR 

CCTDPI CrOTLT API DD*l/l/in 


6344 


36712 


A 


6394 


1 


185 


DFFDNSAQVTIAGIPCDIRHVSP 
RK I ECTT RA PG K\ V * G S PPLSQ A I 

il vj r r L, iv L c, 1 VI L, L t\AJ W in 


6345 


36713 


A 


6395 


1 


1512 




6346 


36714 


A 


6396 


117 


268 


QSLLLEYLHLYLHLCYLHLANK 
QELTLTWYKE*CTFFLPSV*NPF 
HQNLA 


6347 


36715 J 


A 


6397 


1 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6348 


36716 


A 


6398 


1301 


2565 


TLLTILPFYLFKNRTSLTGYLR1 

WILSTKLFCLSTLWLAPTLFLIP/ 

LPDPHDCISLIHLAFTPFPHTSFF 

PIPHPDHTWF1DGSSTWPNRHSP 

AKVGYAIVVSSTSILEATALPPS 

TTSQQAELIALTRALALAKGLH 

VNIYTDSKYAFHILHFFNAVIWA 

ERGFLSTQRSSIUASL1KTLLKA 

ALLPKEAGVIHCKGHQKASDP! 

AQGNAYADKTKFLDLAFPPLR 

LSFTCQ1TQAVSQALGIQWNLH 

TPYRPQSSGKDWTVFLPLALHR 

IRARPREATGYSPFELLYGRTFL 

LSPNLVPDTSPLGDYLPVLWQA 

RQEIHQAANLLLSTPDSQLYED 

TLAGRSVL1KN LTPQTLQPR WT 

GPYLVIYSTPTAVRLQDPPHWV 

HRSRIKLCPSDNQPNLSSSSWKS 

QVLPTTSLKVTLISEEQ 


6349 


36717 


A 


6399 


581 


2517 


LFLGYSHTSLLPFPPVQSLLHLL 

PLYLHTLTHKYG1PLLPPWRPIM 

HPLPSH*NL1TLTLLNANIPSCST 

L*KD*SLLSLTCYSMAF*/QPINS 

PY1MSPILSVQKPDKPYSSFRYVY 

SLFVESPTITIVPGPDFNLASHIIP 

DTTPDP YDC ISLIH LTFTPFPH VS 

FFPVPHPFHTWFIDGSSTRPNCH 

TPAKAGYAIVSSTSIIEVTTLPHS 

TTSQQAELIALTRTLTLAKGLC 

VTMIYTDPISCTTMLFYGLKCFLT 

MQGSSIINASLIKTLLKAALLPK 

EAGVIHCKGPQKASDPIAQDNT 

YADKVAKKAASVPTSIPHSSFS 

PSHLVTPTYSPTETSTYQSLPTQ 

GKWFLDQGKYLLPASQAHSILS 

SFCNLFHVGYKPLARLSELL1SF 

PSWKS1LKEITSQCSICYSATPQ 

GLFRPPPFPKHQAWGFVPTQD 

WQIDFTHMPQVGKLKYLLVW 

VDTFTGWVEAFPTGSEKATVVI 

SSLLSDVIPRFCLPTS1QSNMGLA 

MISQITQAVSQALG1QWKLCTP 

YHPQSSG KVK.WANGL LKTHLT 

KLSLQLKKDWTVLLPLALLRIR 

ACLRNATGYSPFELLYRCSFLL 

GPSLIPDTRPTWTAPPKTWHPY 

YLLSSHTPIHRSQLLIHALLLFTL 

PVYTVSPSHHS 



740 
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SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6350 


36718 


A 


6400 


281 


1095 


DCSKRNRHSQVIAEGNICK1QE 

VRRKEDTQGGEKDPESLLLPPL 

LAPGPTE/YSTYYNISVAKAELL 

NKLKDQPEMAEIGLGEEEVDH 

ELAQKKIQLIESISRKLSVLREA 

QRGLLED1NANSALGEEVEANL 

KAVCKSNEFEKYHLFVGDLDK 

VVNLLLSLSGRLARVENALNSI 

IJofcANVJ^lvLVJLI brvhv vJ^L I GQL 

AIJArvfc<Lls.rj.ri VUKJvbrsX VrGlvl V 

co\/i D/"\n\/~\i f^\rw/f~\uT?\fis\ a as o a 
oKY Lri^LJv^Lt^U Yi^rir VKMlvSA 

L, 1 1 bv^Kt L b b K 1 rvLO b bl^)L KCLR 

ESLLLGPSNF 


6351 


36719 


A 


6401 


1 


972 




6352 


36720 


A 


6402 


514 


736 




6353 


36721 


B 


6403 


446 


991 




6354 


36722 


A 


6404 


521 


903 


NIKPASQISPG*I*VHSSPTQRLS 

A PDC A A D I 1 CI CI DA n \f/~*/t\ 

LH L5>LK bKCiMjUKSG AG T LQEG 

XT/" < lC'\//"" , I/ r "\ A C IS DDT IS D A 1/~\ r r/~\C l r* 

Myb V^li^AtrvrrLlvrAlv^ I QbG 

DTD A VCUA/inu/D 

MWVLKLKAYbWVIUWL) 


6355 


36723 


A 


640S 


1 1 






6356 


36724 


A 


6406 








6357 


36725 


A 


5407 


l 


Zjoo 




6358 


36726 


A 


6408 


77S" 


AlO 
h /y 




6359 


36727 


A 


6409 


1 


3810 




6360 


36728 


A 


6410 


7 


1047 




6361 


36729 


A 


6411 


1 


705 




6362 


36730 


C 


6412 


304 


638 




6363 


36731 


A 


6413 


99 


759 


W A YLDF WM * HIPHLG VLL/S A H 
LLSDLNSCQF*MGSRTEGSATG 
PGSCSAALPLGPYDPADPMVLE 
VSMADRDASPHDPLAKFLFPVP 
MTLHSALLEVLVPEGGTLPPGD 
TTTIPLNW/1VKIAT*TLWVPPTF 

IS PTHrP I XIXN/I I DDI A CTI 

oINoLrvLx 1 1_ 1 orDnUWouWUAu 
riv^ V Irvrrivjr AO YIN ILULrnKL 
iviL^Av-vjr oKA^/IVl V«Jy\ ViNvjo 1 1L 

vJOOVJ 


6364 


36732 


A 


6414 


1 


685 4 




6365 


36733 


A 


6415 


1 


1359 




6366 


36734 


A 


6416 


3 


7714 




6367 | 


36735 


A 


6417 


1 


723 




6368 


36736 


A 


6418 


1 


528 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


6369 


36737 


A 


6419 


38 


530 


HSPRRSAASLLSQRDHEPHQKE 

ETPNTSEHQKEKTPDTPPLRTV 

TLTVRVHGFILEVSETKNPPIPD 

TKLRG/ERLQGFGLAGFRSE/GC 

RPSP*VLQLIKAVWTQRPLGGR 

WDWAPWSRRWCSSGRLRPHR 

NQ WSG WE AQA WG LQVPEPCP 

AGRQLRPGEKSSTAP 


6370 


36738 


A 


6420 


1 


649 




637 1 


36739 


A 


6421 


1 


987 




6372 


36740 


A 


6422 


I 


924 




6373 


36741 


A 


6423 


I 


435 




6374 


36742 


A 


6424 


1 


147 




6375 


36743 


A 


6425 


1 


1 107 




6376 


36744 


A 


6426 


3 


913 




6377 


36745 


A ~ 


6427 


1 


159 




6378 


36746 


A 


6428 


313 


1083 




6379 


36747 


A 


6429 


! 


1245 


MAQELRDTCTSFSSRFDQVEER 

VMVIEDQINEMKQEEKFREKR 

VKRNKQSLQEIWDYVKRPNLR 

LIGVPEKNLEETDKFLDTYTLPR 

LNQEEVESLNRP1TDSEIEAIINS 

LPTKKSSGPDGFTAEFYQRYKE 

ELP/RQRHNKKREF*TNIPDEHR 

CKSPQ*NTGKPNPAAHQKAYPP 

♦SSGLHPWDARLVQHTQINKRN 

PA Y KQNQGQKPH D Y LS RC RKG 

L*QNSAALHAKNSQ*IRY*WD1 

SQKNKSYL*QTHSQYHTEWAK 

AGSIFFENWHKRGMPSLTTPIQ 

HSVGSSGQGNQAGERNKGYSI 

RKRGSQIVPVYR*HNCISRKPH 

HLSPKSP*AGKQ/SSAKSQD/DKI 

NVQKSQAFLHTNTMRQTESQ1MS 

E/APIHNCYKENKISRNPTYKGC 

EG PLQG ELQTTAQRSKKG H KQ1 


6380 


36748 


A 


6430 


39 


314 


KSECLIYTKGSQRLASNGTKLD 
G E* L* * VDR1 RLQKIGN DKLLPA 
KGGCSNPSQRS*KPRKKIRQMA 
N*NKQHRGDLK*PDGAENHGT 
RTT 


6381 


36749 


A 


6431 


213 ; 


843 


VDRSRLQKVSNNKLL*AKGECS 

NPLQGS*KP*KK1RRMAN*NKH 

CREDLK*PDGVEKNGTRTS*FM 

HKLQ*P!*SSGRKGISD*R*N**N 

K1HQG*NEGKSVKGSQRERSSY 

PQRKAHQTNSGSLSRNPTSQKK 

VGANIQHS*RKEFSTQNF!SSQT 

KLHK*RRNKIFYRQADAERFCH 

HQACVTRAPEGSTKHGKKQPV 

PAPAKTGQIV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6382 


36750 


A 


6432 


1 


21 12 


MRAFVVLMDVSKLPSERGGPG 

LRSNQQHMRM FLTSVDRGS VS 

LL A DA V A A ATPQGTKSQPRG PS 

NLAADLRVAEESSGMENLFLK 

MSFDSIRPAQDGQCTPEJSMVTP 

SPGWSVHTGDLDGHPLPRMVS 

AHRRSRWSPPPQDGQCTPEISM 

VIPSPGCSVHTGDLDGHPLPRM 

LSAHRRSRWSPPPQDAQCTPEIS 

MVTPSPGWSVHTGDLDGHPLP 

RMVSAHRRSRWSPPPQDAQCT 

PEISMVTPSPGCSVHTG 


6383 


36751 


A 


6433 


1 


648 




6384 


36752 


A 


6434 


1 


1539 


ML V SF V S LG S LC LQ PG SQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEAESMNSL1PPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE/ 

SAN*NQQCREDLK*PEAEIHGT 

RTS*HMHKLQ*P1*SSGRKGVSD 

*GSNQ*NK*WGEWNQVGKHSA 

GYYPGELPQPSKAGQHSNSGNT 

ENTTKILLEKSNPKTHNCQIHQ 

G*NEGKSVKGSQRERTREARA 

NKFKS*QKARYN*DQCRTERD 

RNTENPSKN**IQEPVF*KDQQN 

**NASKTNKEEKREESNRRNKK 

**KNRTVKPHVSFTLLPALSHVS 

EKNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTRiN S V EKTLNDLK L KSM A 

RELHDTCTSFNSRFDQVEERVS 

AIEDQTNE1NNGENGTKLENTL 

QDf[QENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

MKEKVLRAAREKGLERQEQTN 

SKASRRQD1TKISAELKEIETQK 

TLQKINEFRSRFFKKINKIDKTL 

A RL I KKKREKNQTD A IKNDKR 

D1TTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEAESLNRTITGSE1EA1INSLPT 


6385 


36753 


B 


6435 


137 


586 




6386 


36754 


A 


6436 


129 


506 




6387 


36755 


A 


6437 


1 


237 




6388 


36756 


A 


6438 


182 


1034 
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seq in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknu\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


6389 


36757 


A 


6439 


203 


650 


SAIVCGSPLRLRMQA VSSRINSA 

HSRGAIYSQASSSAACPSVSIAF 

LRR* IEAN VS/WI RTLLSTl.CTPK 

CGPGFKHRIVLCKSSDLSKTFPA 

AQCPEESKPPVR1RCSLGRCPPP 

RWVTGDWGQ/CDSRDPRPGRR 

RRDFCRNGRAGAGH i 


6390 


36758 


A 


6440 


207 


426 


AECTRCAIPK/HSCYPVLLIVVS 
P*KKQ\NCSLGELSCWRRESCRS 
SWSNICALPSLTRCLRGFVCGLS 
CYKGSS 


6391 


36759 


A 


6441 


524 


783 


TAVLAARJSNQW1LSCWS/AVG 
CTPKCGPGFKHRIVLCKSSDLS 
KTFPAAQCPEESKPPVRIRCSLG 
RCPPPRWVTGDWGQLSPTRLK 


6392 


36760 


A 


6442 


1 


1524 




6393 


36761 


A 


6443 


1 


8738 




6394 


36762 


A 


6444 


1 


642 




6395 


36763 


A 


6445 


1 


549 




6396 


36764 


A 


6446 


8 


434 




6397 


36765 


A 


6447 


1 


2922 




6398 


36766 


A 


6448 


18 


1158 


FLDFDCPYGSAHITGLRFWLPW 

YRKRQRYWGSHGNCMPPPSLR 

VPERCPSHTEPRNLTGA* ELLLL 

GLSEDPELQPILAGLSLSMYLVT 

VLRNLL1SLAVSSDSHLH TPMC 

FFLSNLCWADIGFTSAMVPKMI 

VDMQSHSRVISYAGCLTQMSLF 

AIFGGMEE\NMLLSVMAYDWF 

VAICHPLHYPV1MNPHLGVFLD 

LGAFFLSLLDSQLHSW1VLQFTF 

FKNV£[SNFV*DPSQLLNLACSD 

SV1NSIFIYLDS1MFGFLPISGILW 

SYANNVPSILRISSSDRKSKAFS 

TCRSHLAVVCLFYGTGIGVYLT 

SAVAPPLRNGVVASVTYA VVT 

PMLNPF1YSQRNRDIQSALRRLR 

SRTVESHDLLHPFSCVGKKGQA 


6399 


36767 


A 


6449 


2 


1535 




6400 


36768 


A 


6450 


1 


635 




6401 


36769 


A 


6451 


222 


1040 




6402 


36770 


A 


6452 


2 


1135 




6403 


36771 


A 


6453 


1 | 


576 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


6404 


36772 


A 


6454 


7 


694 


QCGGIQRSHGSWSQEASDSVW 
QLQSMWMLDKLTGVFAPRPST 
GPHKLR\ECLSRJIF\LRNRLKYA 
LTGDEVKKI\CMQRFIKI\DGKV 
RT\DJTYPVG\FMDVI\SIDKTGR 
EFPVLIYDTKG/RAFAVHRITPVE 

riL v i 11 \LJ/A rv i l rL rixorooN. V IN LA 
TTOIVDI FDWA R FT* F^Qk" PnisJU/ 

*TrrMrinwFfiA*p*r.Rwu/vi i 

i v/\-/1V1\jl/ w LUn i VJIVIN W V LI 

HOORRRAPWDI F 


6405 


36773 


A 


6455 


1 


243 




6406 


36774 


A 


6456 


3 


766 




6407 


36775 


A 


6457 


1 


741 




6408 


36776 


B 


6458 


500 


8643 




6409 


36777 


A 


6459 


1 


7863 


MKPRTLTVRVTALKVARLESV 

PSDVQMCSEFLPSDSAAQLASP 

SGSRTGAAGGAAYQSCAVLPH 

SSALWVVDGTRCRGAGGSAHQ 

GGSATQEPTERVEGSGMAGCR 

SRVLPHWKAANVLGMSVESAP 

AVEEEKGEELEQKEKEKEEDTS 

VJ1N I l noLVJAcU 1 Aoi^LUrU VL 

ELSQSQDVEENTVPYEVDKEQL 
QSVTTNSGYTRLSDVDANTAIK 
HEEQSNEDIPIAEQSSKDIPVTA 
QPSKDVHVVKEQNPPPA 


6410 


36778 


A 


6460 


2 


669 


ERRRRKLTI PCPPPH PA PPTGGQ 

ACRENAEGIL*AANTSEPGKDA 

EK*KIKV*LAP/CSHSGSSLQSDP 

HFGCSLGPS/DPALGLSGCILPPC 

SGSYLAPAPNSRIPKPGLKPW/H 

/ESYLPSAVRPHGTQAPGLWPE 

c/\ v jiciv v ri\ri iv/Ay^Lnuyij 

vvpnwRPinPWPPi nnnrr.nr. 
GWR 


641 1 


36779 


B 


6461 


241 


369 




6412 


36780 


A 


6462 


1 


510 




6413 


36781 


B 


6463 


1 


630 




6414 


36782 


A 


6464 


229 


561 


SCRGYSR1LLLFHKSSWCSQVIS 
IFRYNIICSRLPRSWKWRLPVY 
MNWL*YHWFKQYHSSINFISFR 
SMWFHIINFKRSPAFILSGSWSIS 
I AR WQI F VFFTTFGS RTK V 
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BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/IJ SOI/08631 



SKQ It) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknoivii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6415 


36783 


A 


6465 


1271 


1710 


TEGLGHRSSETPGGAALDALTG 
ERPRVACFPAARGRGLRPRPRL 

MIPiPPPTdriODRI 1 Tl RPRRRR 
J vi ivjrrL i vj vj vj vJj rvi-« i u-ivi rv rv rv rv 

ORRRP/WOfil FRPHVRNWrilPI 
Vx rv rv rv r / w v^ vj i— > e> i\ i i i v i \ i n vv vj i r_> i— i 

FTI R DAFRPOPSVWRTARnFA 

r> i l rv L/rA i rv r VJ/ Jr o v vv i\ i / v rvvj l— > /» 

hkrkgri vFn gsorkvi pr.v 

vj rvrvrvvj rvL< v c.v_.i— ( \jov/ rvrv v l, l vj v 

1 T VAVTRH'sFPrsIl FTPRD 
i_/L> i /a v i rv vj o r i inlj i i rvi_y 


64 1 O 


1 A7C/1 


t> 


A /I 

0400 


i 
i 


777 




A/1 1 "7 


Jo /oj 


A 

A 


A/1A7 
040 / 


i 


1 777 




A/1 1 C 


:>0 /oO 


A 
/A 


A4AR 


-» 
-> 


7^A 




A/1 1 Q 


JO /o / 


V- 


A/i AQ 


i 
i 


zl>7 




A/17A 


1 A7BQ 
JO/65 


r> 
U 


Azl7A 
0*4 / V 




774 




6421 


36789 


A 


647 \ 


1 


1407 




6422 


36790 


A 


6472 


1 


651 




6423 


36791 


A 


6473 


619 


835 




6424 


36792 


A 


6474 


52 


535 




A/1 7 s" 


7 A7Q7 

jo /yj 


A 


0*+ / J 


1 1 o 
j i y 


A4 7 


1 fRRIYMYFrVMKNWIvlOm W 
l,v_- rvrvj i i vi i rV/ v ivi rv i ^ w ivivj/«ji_/ vv 

KI PTTvJ kT R * R I V)K PTI HOVVVRkT 
ivlv^ i in rvrv rviL/rvi i Lny v v v rvrv 

*T TP1 TiMKNOVDSI FI T FTR<sl 

L, 1 1 L< VJ 1V1 rV IN VJ/ V L/OLCL<LiC I IXOL 

kxdpvelgskslrrcccqtepv 
nllphvsigtlki*srilrlqrp 


6426 


36794 


A 


6476 


39 


515 




A/107 


1 A7Q< 

jo /yj 


D 
t> 


A/177 
04 / / 


i 
i 


oU / 




A/IOC 


7 A7QA 

jo /yo 


A 
A 


A/4 7 ft 




747 


vj /A in i Vw/V^ w vj l* v< » * n o w rv 1 VJ/ 

FPCU/T ui vnPTTm OVFI PA<vP 
LrO WLnL V ur i i \JLy v Dbr Aor 

APFARIPOPI fifiRWHWAPW^R 
f\r r Avrvi rv^r LVjvJ rv wuwrtr worv 

VJ w v^oovJ rvi_.vj VJ/n rvor vv ovj 


6429 


36797 


A 


6479 


27 


363 




6430 


36798 


B 


6480 


1132 


1268 




6431 


36799 


A 


6481 


1628 


2008 




6432 


36800 


A 


6482 


953 


1087 




6433 


36801 


A 


6483 


2 


443 


qlagrcggrgmsgnrgc\wga 
cgpagvpgg/cwawcalhsee 

PA^PAI RSISRRAl AAFPRGRAR 
DL OPAMPEPPTPSVGSCAAOAS 
PTSAAPCSMAPSP1DHPRAEECV 
ARRGTGRHDELIVALPFMMIPW 
HSS1QPFTIHPFNWNFG 


6434 


36802 


C 


6484 


175 


423 




6435 


36803 


B 


6485 


122 


608 




6436 


36804 


A 


6486 


644 


1149 


KTMHWrCAPLMSWHMHRASSQ 
KQTRTGTQT/M EAQLQQ LQ R Y 
QEALLQVLRKGEKKAFNMGNI 
<nFVI ORADF^CSOFYFRl YFAF 
OI P^PFDPFATFNOrMVlMA VF 

yLvOrrL/rLA 1 L>1N VJ/VvlVI V 1 N rA. V 1 

v vjvj/ i v< vj L' i rv rv rv i— . vj/ rv i_< u v i i vjivi 

NVTQVLEVATKVYTNCEEETQ 
G KGQF AGGSTYG KGG EC PKTK 


6437 


36805 


A 


6487 


1 


2847 




6438 


36806 


B 


6488 


329 


742 




6439 


36807 


A 


6489 


1 


1035 





746 
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SEQ ll> 

NO: 


SLQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Link noun, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


6440 


36808 


A 


6490 


13 


630 


1NPPPPPFRPEPPSSSNSPKM TDH 
KGERGEA1 RYMFSRPF\RK\MG 
VVPLGPHICRI\YRKGDIVD\IKG 
MGYCSKKG1APTKCY\HGQNLE 
GVLPMLPQHACWPFVVNQPVL 

nnQPCPOPI N/lfP IPU 1* A 1 1 DAD 

Vjv^^r r rKtLlvlCKItril ALLKAK 
L»J\LrCl V LNClNUjrAtKoI INrA 

p.T\\/r;c\i i i/DUDrcTDcc a ur\/ 
<<j 1 WUoIn LrvKJnrijo I rtbAMI* V 

RTHU/r.PQI PI AP.TI PPN/IM l°KAf~* 
Ivly WUi\jLl.LAU I Lr r IV1 [N i Ivjlj 

IIVJ V l\.L,i IS. 


6441 


36809 


A 


6491 


1 


1020 




6442 


36810 


A 


6492 


1 


330 




6443 


3681 1 


C 


6493 


250 


372 




6444 


36812 


A 


6494 


1 


345 




6445 


36813 


A 


6495 


2 


335 


TVRAYNVPQHAVGFVVNRQVK 
cw IP a kr p ixivnti/" upi^ ucTC*r\i 

PI k^DA/fl/CXinnf l/L'C A VTL'\/T 

r Uls.KJVIIs.t,iN U^rvKKiiAK.bK V 1 
WIQLKHQSAPPRE/AQCERTNG 
KEPELLEPLPYEFMHNTYIHIYV 
CVH 


6446 


36814 


A 


6496 


2 


490 




6447 


36815 


A 


6497 


150 


536 


NCKISFLHFCYIFVKALKRISAL 

QPr^kfll A I'D 1X1 \/DiPL!II/l|CL'CD 
nCFI |/p\/l/ PXTPlf^M/' I/l/C A LTLT 

UorLlvKV is.tiNLJl^rwKKbAKr.KCi 
TWVQ/RKAPGKNLVY1SLVLRA 
L*G*DLTHHIIILFPFFFL**PAPP 
REAHFVRTNGKEPELL 


6448 


36816 


A 


6498 


54 


553 




6449 


36817 


A 


6499 


131 


803 


TMFCQTGSSVRRVGPGPWAEN 
RTAMLRPCGGTFARKTRLSRLG 
NSPKMNEQQRGKRRGTPI 1 M FS 
KGLLRKHGWVPLAHIFMRMYK 
\KGDIVRHPRGMGYLVPKRELP 
PQSCY P WPK PG RSLTN VTP A M L 

MWRI*APFRHFLRSPRLASLKT 
CGRENGSRKKERKPKGGKVTW 
GFQLKRRHLGFPPQEEATFLLK 
EPIGGREP 


6450 


36818 


A 


6500 


1 


489 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 
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SEQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IJSSN 
0<>/540,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino aeid sequence ( X-lJnknnwn, 
*=Stop codon, /=possible nucleotide 
deletion. V=possible nucleotide insertion) 


6451 


36819 


A 


6501 


29 


2028 


ENEEEGEKMASTDYSTYSQAA 

AQQG YSAWTAQP TQG Y AQTT 

OQAYGQOSYGT YGQPTDVSYT 

QAQ TfATYGQTAYATSYGQPP 

TG YTTPTA PQ A Y\SQPVQG\YGT 

GAYDTTTATVTYITQASYAAQS 

AYGTQPAYPAYGQQPAATCPT 

R TED*\NKPTETSQPQSSTGGYN 

QPSLGYGQSNYSYPQVPGSYP 

MQPVTAPPSYPPTSYSSTQPTSY 

DQSSYSQQNTYGQPSSYGQQSS 

YGQQSSYGQQPPTSYPPQTGSY 

SQAPSQYSQQSSSYGQQSSFRQ 

DHPSSMGVYGQESGGFSGPGE 

NRSMSGPDNRGRGRGGFDRGG 

MSRGGRGGGRGGMGSAGERG 

GFNKPGGPMDEGPDLDLGPPV 

DPDEDSDNSAI YVQGLNDSVTL 

DDLADFFKQCGVVKMNKRTG 

QPMIH1YLDKETGKPKGDATVS 

YEDPPTAKAAVEWFDGKDFQG 

SKLKVSLARKKPPMNSMRGGL 

PPREGRGMPPPLRGGPGGPGGP 

GGPMGRMGGRGGDRGGFPPRG 

PRGSRGNPSGGGNVQHRAGDW 

QCPNPGCGNQNFAWRTECNQC 

KAPKPEGFLPPPFPPPGGDRGRG 

GPGGMRGGRGGLMDRGGPGG 

MFRGGRGGDRGGFRGGRGMD 

RGGFGGGRRGGPGGPPGPLME 

QMGGRRGGRGGPGKMDKGEH 


6452 


36820 


A 


6502 


1 


693 




6453 


36821 


A 


6503 


3 


657 




6454 


36822 


A 


6504 


1 


434 




6455 


36823 


A 


6505 


208 


443 





BNSDOCID: <WO 0175067A3_IA> 



748 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs l 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known. 
*=Stop codon, /—possible nucleotide 
deletion, \=possil>lc nucleotide insertion) 


6456 


36824 


A 


6506 


-» 

s> 


2650 


LLPAFLLLCSDSHFLQFCSQFAP 

RKTQGSGSVNNIQANIIAKKSN 

NHLMKKNDQKFKDLPQMAGH 

PIHHQAQGPPGAKNPOEQQRRP 

MGQTTLPAEQEESRVKCKNCG 

AFGHSARNKTCPIKRWSGALPL 

QVLGSHKEKENLKPAKAQLPFT 

TPGPFTTNDREKERSPSSTM1MPS 

EMQRKASPRRWKHHNQTPSIH 

KVNKMVMSEEQMKLPSTKKA 

EPPTWAQLKKLTQLPKKSLENN 

TKVTQTPENTLLAALM1 VST/A 

GAAAANYTYWAYVPFPPL1RA 

VTWMDNPIEVYVNNSAWVPGP 

TDDRCPDKPEEEGMMINISTGY 

RYPPICLGRAPACLMPAIQNWL 

VEVPTVGTTSRFTYHTGLLTFR 

DVAIEFSQEEWKCLDPALEDSY 

TRRKANSCGKPYKCNECGKAF 

TQNSNLTSHRR1HSGEKPYKCS 

ECGKTFTVRSN LTI HQ V IHTG E 

KPYKCHECGKVFRHNSYLATH 

RR1HTGEKPYKCNECGKLAFRGH 

SNLTTHQLIHTGEKPFKCNECG 

KLFTQNSHLISHWRIHTGEKPY 

KCNECGKAFSVRSSLAIHQTIHT 

GEKPYKCNECGKVFRVGRGVSI 

ENRATQSILILAPPTSRGSGPGP 
AS VLRRLAQTRKRM A WTESCT 
AACAFPSCLVLLYRGRGVPTDL 
QVPAPLFSTQSKLKRPGSRTKSS 


6457 


36825 


A 


6507 


54 


J\J\J 


L^o l IvilNrociviyKJArrKK^KHKo 

RAPSAHKMNRMVMSEEQMKL 
PSTKKAEPPTWAQLKKLTQLA 
KKKVLENTKVTQTPENMLLAAL 
KTVSTVSAGVPSSSEESD 


6458 


36826 


A 


6508 


525 


3656 


SSTMNPSEMQRKAPPRRRRHR 

NRAPLTHKMNKMVTSEEQMK 

LPSTKKAEPPTWAQLKKLTQLA 

TKYLEN\TKVTQTPENTLLAAL 

M 1 VSM V VSLPMPAGAA A ANYT 

YWAYVPFPPLIRAVTWMDNPIE 

VYVNNSAWVPG PTDDHCPVAK 

r C-DilOIVllVl] IN I o lu I KY rrlLLuK 
Ar Al^L>lVlrAIi^N WLVcVrl VO 1 

TSRFTYHTIDLMTEKWVVLASV 

EVLLRFPLKPGEDPTARYVSNK 

KCQPSVDWPTTISQRRGY 


6459 


36827 


A 


6509 


1 


246 




6460 


36828 


A 


6510 


1 


246 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codou for peptide 
scq uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6461 


36829 


A 


6511 


1 


279 




6462 


36830 


A 


6512 


1 


363 




6463 


36831 


C 


6513 


109 


245 




6464 


36832 


A 


6514 


2 


429 


LMTFCWDTPRQSGVPRERMPH 

TGTWRTVGIRCPKKKLRSANSS 

MMRGKVQPFRP/DIQAYGAAPF 

EDLQVDFREMPKCGGNKYVLV 

LGRTYSG WVEA YPTRTEKTRE 

VTPVLLRDLIRRFRPPLWIGSDN 

GPAFLAALVQKTAK 


6465 


36833 


C 


6515 


31 


895 




otuu 


JUOJt 


A 


6516 


2 


4735 




6467 


36835 


A 


6517 


263 


418 




6468 


36836 


A 


6518 


120 


295 


YDPLPTWILGKISQRGAEEPAQ 
HPGCQL* LPPP/SPPRTSSSPSC A 
GLTSVSPRPRFPR 


6469 


36837 


A 


6519 


1 


1758 


MKIRRRFPSSLQLSADLQVPVR 

KAPRQGVSQEKRTKPSLELMIS 

GTISQEDIRNNVTRGCTPPAIQR 

VISSSPLLAIRNNVTEGVYTPCD 

TGGRVHLPVILLL1SRDGGHDIS 

FNIAVDVHSPCDTDPNIQGVEY 

DMTPNIAMMVQPPGTISQKRCT 

LPAILGLISYASSVNIRSNJTGWL 

Y1DRYVGSHVILYPLGIRMGVT 

GEM KGERRRGLH AATKWLEE 

HAPADYQNPQEYGRTQLPGTQ 

PQLDPHEREDMQRLNRDREAL 

LEGFKRGAQKATNVNKVSEVI 

QGKEESPAQFHQRLCEACAKQ 

VLVNGDAVSREEKRKENERQA 

RRN A DLLVSCSNQSG PPKE A RE 

ELWTKDYRPGQDLRLLSQATL 

TFHPTVPSPSTLLGLLPAEDSWF 

TCLDLKDAFFPIRSAPESQKLFA 

FQ WEDPES A L A KT V RQRCVSC 

RQHHAXGKVQPFRP/DIQAYGA 

AA FEDLQVDFTEM PECGGN K Y 

LPVLGRTYSGWVETYPTRAEK 

AREVTRVLLRDLIPRLELPFRIG 

SDNGPAFVADLLQKTATVLGIT 

RXLHAASRPQSSGKGIQNNRTG 

GVYTPCDIESHVILFRSGY 


6470 


36838 


A 


6520 


till 


1342 


MFVPHIGFQNTAALCLLRLGVL 
FP*PVGFPAGSCLLI*WNRHWH 
VPDFSCVTTPQEWCGGVSDVC 
CGHPHAEPFHLQ 



750 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio\vii, 
*^Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6471 


36839 


A 


6521 


1 


! 144 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRJV1IPMALVRQSAEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPPAEDSWFTCLDLKDAFFPIR 

LAPERQKLFAFQWEDPESGWPP 

CWRALAATALLVQEANKLTLG 

QKLNIKASRAVVTLMNTKGHH 

WLTN ATLTDYQTLLCENPRJTI E 

VCNTLHPATLLPVSKSPVKPGC 

v c, v L Uo 1 UooKxUL W U^r W A o V 
U W CL I LlJUoor r INr^ubVt:(j\o 

EKQHLPPSGHQGSLKHLIWDLL 
LLTKKRTFSSMI 


6472 


36840 


A 


6522 


1 


554 




6473 


36841 


B 


6523 


63 


620 




6474 


36842 


A 


6524 


1 


796 


SRTKNYQPVQDLRLLHQAKLT 

FHPTVPNPSTLLGFPPAEDSWFT 

CLDLKDAFFP1RLAPERQKLFAF 

QWEDPESGWPPCWRALAATAL 

LVQEANKLTLGQKLNIKASRA 

V VTLMNTKG H H WLTN ATLTD 

YQTLLCENPRITI E VCNTLHPAT 

LLr VolVorVJs.rUL V fc V L-L/oIUoS 
IvrUL WU^r W/\o V UWtLY V^YJKJ 

SSFFNPQGEVEGXSRGDTSELPP 
CWVCGIPALTQRLEKQHLPPSG 
HQGSLKHL1WDLLLLTKKRTFS 


6475 


36843 


A 


6525 




2640 




6476 


36844 


A 


6526 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

NPKPKEQS WRH HTT* LQTILQG 

YSNQNSMPGPTPQXPSTPAPGG 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEAIPWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRGPDRQGYPLQGD*PGE 

PR PnPl4*Rr.WQnFPI Dec CTL-TVrD 
r ixr^Cn i\unayCKLrootlv^ 1 r 

irPPAOATOHPPPPn A UODVV 14 
Lry VLAn^Unr VAV^KKIN ru Y 

WERYHSAEDPELQPILAGLSLS 
MYLVTVLRNLLIS 


6477 


36845 


A 


6527 


1 


I860 




6478 


36846 


A 


6528 


1 


1458 




6479 


36847 


B 


6529 


1 


1503 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6480 


36848 


A 


6530 


3 


515 


TI SQKRCTLP A 1 LG LI S Y A SS VN I 

RSNITGWLYIDRYVGSHVILYP 

LGIRMGVTGEMKGERRRGLHA 

ATKWLEEHAPADYQNPQEYGR 

TQLPGTQPQLDPHEREDMQRL 

NRDREALLEGFKRGAQKATNV 

NKVSEV1QGKEESPAQFHQRLC 

EAYRMYTPLDHDSPENQRMIH 

MALVRQSAEDMRRKLQKQAG 

LAGMNPSQLLE1ASQVFVNRDA 

VSPKENSKENGGQARRHDDLF 

SPVEPDCVEVLDSIHSSRPDLRD 

QP WPSG D W/RTICG WEQLLQPP 

RRERCRVCSDNPGH/WLLKPHR 

CPRPLQARKLNSLLSLGP*NSTR 

DCVRP1VCILPLIT1ALKISA 


6481 


36849 


B 


6531 


96 


2524 




6482 


36850 


B 


6532 


61 


2025 




6483 


36851 


A 


6533 


674 


2913 




6484 


36852 


B 


6534 


120 


1849 




6485 


36853 


A 


6535 


1 


426 




6486 


36854 


A 


6536 


2 


475 




6487 


36855 


A 


6537 


1 


501 




6488 


36856 


A 


6538 


15 


593 


SMWWNSAREPCPWRIVDDCGG 

AFTMGV1GGGVFQAIKGFRNAP 

VCRLLSEAPLFIYSCSRSVSPTV 

NVSSERAESRPTLFMAVSLHMA 

WCLAHIG1RHRLRGSANAVRJR 

APQIGGSFAVWGGLFSTIDCGL 

V RLRG K E DP WN S ITSG A\LTG A 

VLXAARSAPLAMWGSAMMGGI 

LL/ALIEGVSILL/TR*TATV 


6489 


36857 


A 


6539 


2 


557 


RRFRASAMEEYAREPCPWRIVD 

DCGGAFTMGVIGGGVFQAIKG 

FRNAPVG I RHRLRGSAN A VRIR 

APQIGGSFAVWGGLFSTIDCGL 

VRLR\GKEDPWMSmSGA\LTG 

AVL\AAR\SGPLAMGGLQQ*WG 

GI LFAPHLRAFG ILLTRYTAQ\Q 

FRNAPPFLEDP\SQ\LPPKDGTPA 

\TGYP\SYQQYH 


6490 


36858 


A 


6540 


223 


2274 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. \=possible nucleotide insertion) 


6491 


36859 


A 


6541 


2795 


3762 


FLHFHLRNAVPHQQWNKAGW 

RMTLRS*EKKASDDQITLSYGR 

TFKPK/DKEVENFEQNLEECITR 

1TNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERJSVMED 

EMNEMKREGKFREKRIKRNEQ 

SLQEI WDYVKRPNLRLIGVPES 

DGENGTKLENTLQH1IQENFPN 

LARQANVQ1QEIQRTPQRYSSRI 

AIPRH11VRFTKVEMKEKMLRA 

AREKGRVTLKGKPIRLTADLSA 

ETLQA RREWG PI FN I LKENNFQ 

PRISYPAKLSFISEEEIKYLTDKQ 

MVRDFVTTRPALKELLKEALN 

MERNNRYQLLQNHAKF 


6492 


36860 


A 


6542 


245 


1293 


TGAVPIRPSWQRWGKNRTEKL 

ETLKRRAPLLLQRNAVPHQQQ 

NKAGWRMILTS*EKKASDDQIT 

LSYGRTFKPK/DKEVENFEKNL 

EECITRITNTEKCLKELMELKTK 

APELREECRSLRSRCDQLEERV 

SAMEDEMNEMKREGKFREKR1 

KRMEQSLQE1WDYVKRPNLHLI 

GVPESDVENGTKLENTLQDHQ 

ENFPNLARQANVQIQE1QRTPQ 

RYSSRRATPRHIIVRFTKVEMK 

EKMLRAAREKGRVTLKGKP1R 

LTADLSAETLQARREWGPIFNIL 

KEKNFQPRISYPAKLSFISEGEIK 

YFIDKQMLRDFVTTRPALKELL 

KEALNMERNNRYQPLQNHAK 


6493 


36861 


C 


6543 


116 


283 




6494 


36862 


A 


6544 


51 


281 


KSQNQLLSSKGEYADGQQDQV 
S1PAPSPYTLSGPQTQSCPVRPE 
LGL*GASSAVQAPAVRYLTRFL 
LFVMSNLHSP 


6495 


36863 


B 


6545 


1 


897 




6496 


36864 


B 


6546 


91 


803O 




6497 


36865 


A 


6547 


126 


362 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide ! 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6498 


36866 


A 


6548 


936 


2064 


ERADCLFKRKTNNQKGHLHRK 

PICTSPSSKTKSR*NHKDGEKTE 

QKNWICL*NAERLSSS/IRNAVP 

HQQQNKAGWRMILTS*EKKAS 

DDQITLSYGRTFK.PK7DKEVENF 

EKNLEEC1TR1TNTEKCLKELME 

LKTKARELHEECRSLRSRCDQL 

EERVSAMEDEMNEMKREGKFR 

EKRIKRNEQSLQEIWDYVKRPN 

LRL1GVPESDVENGTKLENTLQ 

DI1QENFPNLARQANVQIQEIQR 

TPQRYSSRRATPRHIIVRFTKVE 

MKEKMLRAAREKGQVTLKGK 

PI RLTADLSA ETLQ A RRE WGPI F 

NILKEKNFQPKISYPAKLSFISEG 

EIKYFIDKQMLRDFVTTRPALK 

ELLKEELNMERNNRYQPLQNH 


6499 


36867 


A 


6549 


1 


767 


MAGAPPPASLPPCSLILDCCASN 

QRDSVGVGPSEPGVGYSLVVR 

RFLSRSEKRNIRVGVTRFSSEM 

NPVPQMEMQKSPSSASLTLGA 

VDRSCSYSAILAPPLGFCFYPLY 

ENSTLQSAKKRDAELANGALGI 

IELNNDYTLKKVMKPLITSNTV 

TDEIERANVFKMNGKWYLFTD 

SRGSKMTIDG1NSNDIYMLGY/D 

IKLFNRPLQAAEQNRACAANGS 

♦SKLRCDIHLLSLRSAASQRQQC 

GYHKLHDKQRLLRG 


6500 


36868 


B 


6550 


50 


327 




6501 


36869 


A 


6551 


333 


1301 


FLHFHLRNAVPHQQWNKAGW 

RMTLRS* EKKASDDQITLSYGR 

TFKPK/DKEVENFEQNLEECITR 

ITNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERISVMED 

EMNEMKREGKFREKRJKRNEQ 

SLQEIWDYVKRP1MLRLIGVPES 

DGENGTKLENTLQHIIQENFPN 

LARQANVQIQE1QRTPQRYSSRI 

AIPRHIIVRFTKVEMKEKMLRA 

A REKGRVTLKGKPI RLTADLSA 

ETLQARREWGPIFNILKENNFQ 

PRISYPAKLSFISEEE1KYLTDKQ 

MVRDFVTTRPALKELLKEALN 

MERNMRYQLLQNHAKF 


6502 


36870 


A 


6552 


352 


2304 




6503 


36871 


A 


6553 


1 


1617 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6504 


36872 


A 


6554 


I 


257 


MGPIHKISHYVYANISKSEKVL 
KSEHFRSQAFQPGQQSETVSEK 

K k: K TR K kf R kT kT R K K kT R kT W K ur 
rvIVIV 1 rviVIV.iv IV rvrxrvivivivivtViVrviN. 

KKKKKKKKKKKKKKKKKKKK 
SE*DRLGKKEEDEEE£EEEEEEE 

ppppcpppprrrrrppprprrrr 

FFFPPPPPPPPPPPPPFFPPCPCI 


6505 


36873 


A 


6555 


5 


156 


RKKGGG/EREEEGEGEEEEEEE 

ppppppppppppppppppccyui 

T TPCITn A FnFkTk r l4 
l. i ru i vj/\iz»Lyr ivrvti 


6506 


36874 


A 


6556 


1 


279 




6507 


36875 


A 


6557 


3 


120 


TEEEEEEEEEEEEEEEEEEEEEE 

FPPPPPPPPPpppp.pPPPVprrrr 


6508 


36876 


A 


6558 


3 


123 




6509 


36877 


A 


6559 


239 


432 


fM W/i FnFFFPPFFPPFFcr\*T:[:c 
FFF/FFFFFFFFFPFFFFFPFPFP 

CCC/ CCCCCCCCCiCl. tlfctttfcfcfcfc 

ppppppppci/ipi r.upvr.i 


6510 


36878 


A 


6560 


i 


588 




6511 


36879 


A 


6561 


1 


204 




6512 


36880 


A 


6562 


75 


234 




6513 


36881 


B 


6563 


100 


2510 




6514 


36882 


A 


6564 


47 


4976 




6515 


36883 


A 


6565 


3 


4755 


SCRCRRRRRG PAPAM AQILPVR 

FQEHFQLQNLG IN PAN! G FSTLT 

MESDKFICIREKVGEQAQVTI1D 

MSDPMAPIRRPISAESAIMNPAS 

KVIALKAGKTLQIFN1EMKSKM 

KAHTMAEEVIFWKWVSVTslTV 

ALVTETAVYHWSMEGDSQPM 

ifX/iFnRi-ixci \/r.rn\/mvDTnc 
rwivir uixri i v v Iri YKI Ub 

vnk'wi t i vr^iQ a r^rvMi?\/\//^ a 

T V</rv WLLL V VjIo/W^V^IN IV V VvjA 

MQLYSVDRKVSQPFEGHAAAF 
AEFKMEGNAKPATLFCFAVRN 
PTGGKLHIIEVGQPAAGNQ 


6516 


36884 


B | 


6566 


47 


482 




6517 


36885 


A ! 


6567 


1 


555 


MNARPHKVD/GRVVEPKRAV* 
EDSQRPVA F V AG I KEDTEEHHLR 
D YFQQ YG K M E V I EI MTDRG SG 
KKRGFAFVTFDNHDSVDKTVV 
OKYHTATJnj-rNPFORk: A? QkTkF 

MASASSSQRGHSSSGNFRGGHG 
GGFGGNDIFGYGENFSGHGGFS 
GSCGGGGYGSSGGGYNEFGND 
GSNTGGGGSYNDFGN 


6518 


36886 


A 


6568 


1 


645 





755 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKO ll> 

NO: 


SEQ H> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6519 


36887 


A 


6569 


2 


944 


GRGLRKLFIGGLSF*F1DESLKS 

QVGEWGTLTDCVVMRDPNTK 

RSRGFGFVTYATWEEVDAAMN 

ARPHKVDGRVVEPKRAVSRED 

SQRPGAHI/TLVKKIFVGGIKED 

TEEHHLRDYFEQYGK1EVIEIMT 

DRGSG KKRGFAVFVTFDDHDSV 

DKIVIQKYHTVNGHNCEVRKA 

LSKQEM ASASSSQRGRSGSGN F 

GGGRGGGFGGNDNFGRGGNFS 

GRGGFGGSRGGGGYGGSGDGY 

NGFGNDGSNFGGGGSYNDFGN 

YNNQASNFGPMKGGNFGGRSS 

GPYG\GGGQYF\AKPR\NQGGY 

GGSSSSSSYGSGRRF 


6520 


36888 


A 


6570 


1 


1512 




6521 


36889 


A 


6571 


2864 


3677 


RCQLDHLPCHLCCCCHR/CiPSL 

RDPQQAPGSTRLSRAPHIESRV 

GRKPPEEPANPTMNSLTLRDKQ 

/HDASTC/DWKRAL*VPESGLPR 

ALLKYIRCPNMSSAQKPRELSK 

RRN*K*PCVKRTPFRPT*E/DLP 

YSGKKTGVKGLICPVPGTAVK 

A PQRPPG PQQ P H P A PQS A S ETA 

WFPVADRRVFSENPGWTAAKT 

I HTI ^PmAGAGVGRODGDP 

GQELTSQEKPWVGRKIPEHAV 

ADKGYRQQCGAGEARGGPVF 

WAAAPRTSWQQASYT 


6522 


36890 


A 


6572 


1 


666 




6523 


36891 


A 


6573 


2926 


3304 


EYSLGHRHYNWKC*ALGQKDQ 

VTFATKFAPTSHRTRKOPELWR 

/QDPG S YG E KQP A WCS V PPG RF 

SGGLVGLGFLDGGIVVQPLRRP 

CCQDCVCGFPTLRSSTKTSTEL 

GPSFLPCERQGKETISVT 


6524 


36892 


A 


6574 


1 


665 





756 

BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6525 


36893 


A 


6575 


~% 


1 121 


SSTFPRMPWRLVTSWTAYIPEL 

EGSTSDPDSPAVAQKGEKPVKL 

GNSLWGSHTEPVPRPGTGPRPL 

SFVHRJLPTMDPHKVNALRAFV 

KMCKQDLSVLHTKEMHFLRE 

WVESMGGKLSPATQKVKSEEN 

TKEEKPDSKKVEEDLKADEPSS 

EESNLLIDNEDVIEPDPDAPQEM 

GDENAEITEEMMDQANHKKVA 

AIEALNDGELQKAIDLFTDAIKL 

NPQLAILYAKRASVFIKLQKPN 

AAIRDCDRAVEIYXSAQPYKWR/ 

GKYEQKREEREIKERIERVKKA 

RFFOFR AORFFF ARriOQV A HV 

GSFPDGLPGGMLEMRGGMPGK 
PGITGLNEIFSDPEVLAAVQDPK 
VM V/AFFQDVAQN PANMSQYQ 
GNPKVM 


6526 


36894 


A 


6576 


*> 


1351 


PEAGGERERERAQREEDSTRQS 

RAQYG SFTGGFPGG M PGN FPG 

GMPGMGGPSARSRRAQRLSLE 

PDRSPPSYAHHLPTMDPRRVNE 

LRAFEKMCKQDPSVLHTEEMR 

FLNRECVESMCGKVPPATHKAM 

SEENTTEEKPDSEKAEEDLQA D\ 

EPSSEESDLRKLIKEGVIEPDTD 

APQEMGDENAE1PEE\MMDQA 

NDKKVAAIEALNDGELQKAIDL 

FTDAIKLNPRLAILYAKRASVF 

VKLQKPN\AAIRDCDRAIEINPD 

SAQPYKWRGKAHRLLGHWEE 

AAHDLALACKLDYDEDASAML 

KEVQPRAQK1AEHRRKYERKR 

EEREIKERIERVKKAREEHERA 

ORFFF A P Rn^fi A nv^QFPr.riFP 
V^J\X*CC/\ivt\.v^o\J/\.*s< i Lj or rvJvjr r 

GGMPGNFPGGMPGMGGGMPG 
MAGMPGLNEILSDPEVLAAMQ 
DPEVMVAFQDVAQNPANMSK 
YQSNPKVMNLISKLSAKFGGQ 


6527 


36895 


A 


6577 


2 


433 


GPPLNLSSPRGGILKTYGCELCG 
KRFLDSLRLRMHLLAHSAGAK 
AFvr , nopriAOF < skTFr>Ai fthr 

yin ivj 1 L/ivi t\ v r v^-L- LL^ vj IS. rvr 
QSVALQQHMEVHAGVRSYICSE 
CNRTFPSHTALKRHLRSHTGDH 
PYECEFCGSCFRDE 


6528 


36896 


A 


6578 


1 


687 




6529 


36897 


A 


6579 


2 


449 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SfcQ H> NO: 
of peptide 
sequence 


Met 
hod 


SKO H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 




JOoVO 


A 








TDAfifYY A AROCGTA VP^R 1 )V 
HlRHOGTPVPOF*TAPLRARS / F 
VSPARRRARMLSSSASFASANIT 
TSSA WSDTLQP 


6531 


36899 


A 


6581 


1 j 


681 




6532 


36900 


A 


6582 


1 


483 




O J J J> 




A 
/A 


OJOJ 


1 
1 


97^ 


TRHPu/rn'sVi rgcsi KOR^ris 
vri i ^yi ^ArRHPMFn<;is/inMn 

M<\P1 RPONYI FGVSLG AG A KDF 
LHI VEAEANfNYEGSPI KVTLA'I" 
LKMS 


6534 


36902 


A 


6584 


1 


678 




6535 


36903 


A 


6585 


3 


634 




6536 


36904 


A 


6586 


4 


479 


CSAKTAIRGVSECLIHIIIIGIP1IS 
TASDQGTHFTAKEVWQWAYA 
HGIHWSYHVLHHPEEA/GKER 

GKVLQQAVYVLN*HP1YGTVSP 
IARIH/GSRMQG/VETELTPL I I I P 
SDPLAKFLLPVPPTLHSAGLKIL 
VPEGE1R 


6537 


36905 


A 


6587 


1 


1539 


MVGKAKWKPLELPLPRKMVSQ 

KQYRILGGTAEISVTIKDLKDA 

RVVIPSTSPFYSP1WPVQKIDGS 

WRMTEDYRKLNQVVTPTAAA 

VPDVVSLLEQINTSPGTRYAAID 

LTNAFFSIPFHKAHQKLFAFSW 

QGQQYTFTVLPWG DI N SP A LCH 

NL 1 RRDPDCFSL PQDITL V H H 1 D 

D1MLTGSREQEVADTRDFLVKD 

KLLHLAPPTTKKQAQHLVGLF 

GFWRQHIPLLGVLLQPIYRVTQ 

KVASFEWSQEQKTALQQVQAA 

VQAVLPLGPYNPADPMVLEVS 

VADRDAVCSLWQAPIGESQWR 

PLGFWSKALPSSADNYSPFERQ 

LLA/CHKVGHAQQHSISKWK* Y 

IHDRAQ A DY HPWTAQACL 1 MCQ 

GIPHSIASDKDAHFTTKEVWQW 

THAHEIHWCYHVLHHPEAAGL 

TERWNRLLKSQLQRQLGDN TL 

QGSGKVLQKAMYALNQHPIYG 

TISPIARJHGSSNQGVEVAPLTIT 

PSDPLAKFLLCVPTTLRSAGLD 

VLVPEGGMTQQQFH 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
cod on for peptide 
sequence 


Nucleotide locution of las 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6538 


36906 


A 


6588 


1 


566 


MGRNQSRKAENSKNWSASSPP 
KDHSSLPAMEQSWMENDFDEF 
TEVGFRRSVITNFSELKEHVLTY 
CKEAKJSIVEKRIYRSRNQGMEV 
rvVArL 1 1 I rbUrLANrr ASVPAT 
LniAuLbVL Vrcuu 1 LrLuO 1 I 
lVUrLfsl WKLKLK JOY rOLLLRLS 
^AnROAMVLA/uVVDPDYQ 

"ME? I CI 1 I l_TKI*ri l/TU rMJ 

JNclJ>LLLhllN*OlS. 1 HUH 


6539 


36907 


A 


6589 


221 


357 




6540 


36908 


C 


6590 


228 


342 




6541 


36909 


A 


6591 


745 


849 




6542 


36910 


A 


6592 


1 


240 




6543 


3691 I 


A 


6593 


2 




495 


FVRLVGRGDCDPLLSVCLTTMP 

LYEGLGSGG\EKTAVV1DLGEA 

FTKCGFAGETGPRCIIPSG1KRA 

f*5\/f T>W t>\/D "V/WfW/TvilXlTCITl vevi 
vjiviris.r VKV Vl^Y INIIn I bcLYbYL 

KtrInlLYrKJiL\LVNrKUKKV\V 
IlPCW/l PDC\ucDcnTuer , cccv\/ 

PP\\/DC\/I I A\DC\I_II \A A I I TT 

INbWnurKL 


6544 


36912 


A 


6594 









6545 


3691 3 


A 


6595 





fD 1 




6546 


36914 


/\ 


6596 








6547 


36915 


A 


6597 




447 




6548 


36916 


A 


6598 


1 14 


880 




6549 


36917 


A 


6599 




2625 




6550 


36918 


A 


6600 




1674 




6551 


36919 


A 


6601 


1035 


2235 


QTHSQYHTEWAKTGSIPFENW 

HKTGIPSLTTPIQHSVGSSGQGN 

QAGEGNKGYSIRKRGSQIVPVC 

RRHD/VYI* KTPLSQPEISLS* * A 

TSAKS/LGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

PFFTELEKTTLKFIWNQKRARJT 

KSI LSQKNKAGGITLPDFKL YY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKMNSRWI 

KDLNVRPKTIKTLEENLGITIQD 

1GMGKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTAKETTIRVN 

RQPTK 



759 

BNSDOCID: <WO 017S067A3 IA> 



wo 



01/075067 



PCT/U SO 1/08631 



SKQ in 

NO: ! 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( \=IJnknown T 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


6552 


36920 


A 


6602 


369 


1917 


AGEGNKGYSIRKRGSQIVPVCR 

RHD/VYI*KTPLSQPK1SLS**AT 

SAKS/LGYK1NVQKSQTFLYTN 

NRQTESQIMSELPFT1ASKKIKY 

LGIQHTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGR1NI 

VKMAILPKVIYRFNA1PIKLPMT 

FFTELEKTTSKFIWNQKRARJTK 

SILSQKNKAGGI I LPDF1CLYYK 

ATVTKTAWYLYQNRDIDQWN 

RTEPSEMTPHTYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTA KETTIR VN R 

QPKKWEKIFATYSSDKGLISRJY 

NELKQIYKKKTNNPIKKWAKD 

MNRHFSKEDIYAAKKHMKKCS 

SSI A1RFMOIKTTMRYHI TPVR 

MAI 1QKSGNNRC WRGCGE1GTL 

LHCWWDCKLVQHILTHRWEL 

KNEITWTQEGEYHTLGTVVGW 

GEGGG1ALGDIPNAR 


6553 


36921 


A 


6603 


1 


2781 





760 

BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/USO 1/08631 



SEQ ID 

iNO: 


SKQ ID iNO: 
of peptide 
sequence 


Met 
hod 


Sb.Q ll>NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


6554 


36922 


A 


6604 


1320 


2403 


LQTILQVYSNQNSMVLVPKQR 

YRSMEQNRALRNNATYLQLSD 

L*QT*EKQAMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD* RLKR*T*NSKKQSPSP 

PPKERSSSPATEQSWTENDFDE 

LREEGFRRSNYPELREDIQTKG 

KEE1QTTIREYYKHLYANKLEN 

LEEMDKFLNTYTLPRLNQEEVE 

SLNRP1TGSEIVAVINSLPTKKSP 

GPDGFTAEFHQRYKVELVPFLL 

KLFQSIEKEGILPNSFYEASNLIP 

KPGRDTiKKENFRPISLTNIDAKI 

LNKILANRIQQHIKKLIHYDQV 

GFIPGMQDWFN1RKS1NV1QHIN 

RTKVKNHMIISIDAEKAFDKIQ 

QRFMLKTLNKLAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTI ASKR1 KYLG1 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRLNIVK 

MA1LPKVIYRFNA1PIKLPMTFF 

TELEKT1 VKFIWNQKRACITKSI 

LSQKNKAGG1TLPDFKLYYKST 

VTKTAWYWYQNRD1DQWNRT 

EPSEIMPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLA1CR 

KLKLDPFLTPYTKINSRW1KDL 

NVRPKTIKTLEENLGIT1QDIGV 

DKDFMTKTPKAMATKPKIDKW 

DL1KLKSFCTAKETTIRAFDELD 

DVHPHEEIEACRVWQNYGTHP 


6555 


36923 


A 


6605 


2202 


2515 


KSLQCEHSSHIQDLPLACLGLR 

KHYMVAQYL*HSHS/ASGGGSR 

YDVLKISVSCSSTID1*LAFVSLG 

*DKRTS**TNLAESSPNFFHWV 

WIFLASKKFCSVPAR 


6556 


36924 


A 


6606 


1934 


2077 


A I PF R 1 Q A W A RTSC PKJ-TKKQ WQ 
QKPKLTNG 1 * FN* RAS AQQKKL 
PSE 


6557 


36925 


B 


6607 


1 


2325 





761 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCTVUS01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


6558 


36926 


A 


6608 


1524 


2877 


IRKRGSQIVPVCRRHD/VFV*KT 

PSSQPKJSLS**ATSAKS/LGYK1 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRIN1VKMAILPKV1 

YRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRARIAKS1LSQKNKA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRDIDQCNRTEPSEIMPH 

IYNYLIFDKPERNKQWGKDSLF 

NKWCWENWLALCRKLKLDPFL 

TPYTKINSRW! KDLN VRPKTIKT 

LEENLG1TIQDIGVGKDFMSKTP 

KAMATKDKIDKWDLIKLKSFC 

TAKETTIRVNRQPTTWEKIFAT 

YSSDKGLISRIYNFI KOIYKKKT 

KNPIKKWAKDMNRHFSKEDIY 

1 ~ 1 ™ 1 1 1^ I^, TT / V A 1 Till M X_i M 1 kJIXlw 1^ ■ A 

AAKKHMKKCSSSLAIRERQ1KT 

TMRYHLTPVRMAIIKKSGNNR 

DMDEIGNHHSQ 


6559 


36927 


A 


6609 


1 


2226 




6560 


36928 


A 


6610 


1 


674 

---- — 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKR1KRNEOSLOEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQEN/CPQSSKAGQRSD 

SGNTENATKILLEKSNSKTHTNC 

QIHQS 


6561 


36929 


B 


6611 


1 


5175 




6562 


36930 


A 


6612 


1666 


2032 


LQTILQGYSNQNSMVLVPKQR 

YRSMEQMRALRKNATYLQLSD 

L*QT*EKQAMGKGFP1**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKH*T*NHKNPRRKP 

RHYHSGHRHGQGLHV 


6563 


36931 


A 


6613 


1596 


2169 


AGEGN KGYSIRKRGSQfVPVCR 

*HD/VYI*KTPLSQPKISLS**ATS 

AKS/LGYKINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNIPCSWVGR1MIM 

KMAILPKV1YRFNAIPIKLPMTF 

FTELEKTKVHMEPKKCPHHQG 

NPKPKEQSWRHHTT 



762 

BNSDOCID: <WO 017S067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


St-.Q 1!) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6564 


36932 


A 


6614 


1667 


3103 


AGEGNKGYSIRKRGSQ1VPVCR 
*HD/VYI*KTPLSQPKISLS**ATS 
AKS/LGYKINVQKSQAFLYTNN 

RQTERQ1MSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYKPLLQE 

IKEDTSKWKNVPCSWVGRINIV 

KMAILPKVIYRFNA1PIKLPMPF 

FTELEKTILKFIWDQKRARJAKS 

ILRQKNKAGG1TLPDFKLYYKA 

TVTKTA WY WYQN RD1 DQCNR 

TEPSEITPHIYNYLIFDKPEKNK 

QWGKDSLFMKWCWENWLAIC 

RKLKLDPFLTPYTKINSRWIKD 

LNIRPKTIKTLEENLGIT1QDIGM 

GKDFMSKTPKAMATNAK1DK 

WDLIKLKSFRTAKETTIRVNRQ 

PTKWQKIFATYSSDKGLMSRJY 

NELKQIYKKKTNNPIKKWAED 

MNRHFSKEDIYAAKKHMKKCS 

SSLA1REMQIKTTMRYHLTPVR 

MAIIKKSGNNRLTLLNNrfNNPQ 

PLISIKEPREKEELNLQV 


6565 


36933 


A 


6615 


3134 


3288 




6566 


36934 


A 


6616 


1 


2630 




6567 


36935 


B 


6617 


877 


7936 




6568 


36936 


A 


6618 


2 


1589 




6569 


36937 


A 


6619 


1 


240 




6570 


36938 


A 


6620 


200 


486 




6571 


36939 ! 


A 


6621 


1 


558 




6572 


36940 


A 


6622 


1 


3885 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6573 


36941 


A 


6623 


1 


2302 


KLPVTNRAAHGLCASLGPDFM 

TFKVPSSWUHSDSICREWFTLA 

GAPSRDVLLVSAIITVSLSVTVV 

LCGLCHWCQRKLGKRYKNSLE 

TVGTPDSGRGRSEKKAIKVSRP 

CPPPAKASATHPTCKSPRSQEK 

VESPGDLDRDFWNNNESTVQQ 

KWSSYPPKEFILNISPYAPYGDP 

RLSLNGTLLSGAKVAAAAGLA 

VEREGRJLGEKPAPVPPPGEDAL 

RSGGAAPSEPGSGGKAGRGRW 

RTVQS H LAAGK LN LSN FEDSTL 

STATTLESIPSSTGEPKCQRPRT 

LMRQQSLQQPLSQHQRGRQPS 

QPTTSQSLGQLQAHMASAPGP 

NPRAYGRGQARQGTSAGSKYR 

AAGGRSRSNPGSWDHVVGQIR 

N RGLDMKSFLTTSSRAAK WNF 

TNSETVPALDLDSAVVLIPWISS 

KEDTGDSHYGRVAIYHKGLSFS 

SDGLVYPGAKGREGRMVVLSL 

VLGLSEQDDFANIPDLQNPGTQ 

QNQNAQGDKRLPAGGKAVNT 

APVPGQTPHDESDRRTEPRSSV 

SDLVNSLTSEMLMEDWPPAVF 

SSGWAIATAHPASLHSPLIGYSF 

LAARGGLLLFEADFCWCKRSG 

STFPDCDGVANLAATEMALSQ 

LRFSKETAMRESLVMLSPGSEE 

DEAHEGCSRENLGRIQFSVGYN 

FQESTLTLKIMKAQELPAKDFS 

GTSDPFVKIYLLPDKKHKLKTK 


6574 


36942 


A 


6624 


1 


576 




6575 


36943 


A 


6625 


1 


155 




6576 


36944 


A 


6626 


4746 


5258 


DAGAQPSLPRYLIYHQPSRFFRI 
TSTVTPFSKPISSLLWLVVGLHG 
DILL/RLLQS*RC*CRSHPEYHSG 
PPG R WQGPSPA PQKCSRTTS RS 
RSSR*HPPPPRPGGSAPSSPASYS 
WTPPRT V PG S W ARR V/RRH L S R 
PSWATQPSWTATLWSQPLWRL 
K WE DC LS PG RS RLQ 


6577 


36945 


A 


6627 


I 


588 





9 
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SEQ ID 

NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, j 
*~Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6578 


36946 


A 


6628 


444 


1056 


GPLLREPHQLCHFPVAGFVLDA 

GLPEAAAAPHDRGPELAGPQA 

AGQHPAQVAHQPRAAAQQRQ 

GRRAREEAGAQAQEEPRGPQE 

RRRRLAEGLRRQCGHPAGRDG 

RGGYRRAAQGPARGGRTPEWQ 

QSGGARRTPSVGHPRRARADWV 

CLTGANDALSCSSPTCGKFLKT 

VSKVPVCRRGLAVNRKEAEGR 

SSESPTSSATFQSPALSWMLVS 

QRLLLPHMIGAQSSPGPKRPGN 

TLRKWLTSPVRRLSSGKADGH 

VKKLAHKHKKSREVRKSADAG 

SQKDSDDSAATPQDETVEEDTV 

uvjivKAoAl rvvjvjri AK 1 U V UK. KJN 

Utr 1 oAoKrAUcKrLL I LAAVy 


6579 


36947 


A 


6629 


1?R 


1 1 tvx 

1 1 U-5 




6580 


36948 


A i 


6630 








6581 


36949 


A 


6631 


3 | 


1618 




6582 


36950 


A 


6632 


1 


602 




6583 


36951 


A 


6633 


3 


1618 




6584 


36952 


A 


6634 


1 


912 




6585 


36953 


A 


6635 


195 


396 


VLPLHRQI**LLH*SKKHNHYK 
G KQQDL R/CSST VPRRPQG1 LPI I 
SFSNVPVGSRRLKAPLVFIGPG 



765 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon. /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6586 


36954 


A 


6636 


2 


1813 


FNTPLSTLDRSSRQKVNKDIQD 

VISALHEAGL1DJYRTLHPKSTE 

YTFFSAPHHTYYKIDH1VGSKA 

LLSKCKRTEITTNCLSDDRAIKL 

ELRI KKLTQN YTTT WKLNNLLL 

SDYWVNNEMKAEIKMFFETNE 

NKDTMYQNLWDTFKAVCRGK 

FIAVNAYKRKQERSK1HTLTSQ 

LKEPEKQEQTHSKASRRQEITKI 

RAELKEI DTQKTLQKISVSRS W 

FSERJNKIDRLIARLMKKKREK 

NQIDAIKNDKGD1TIDPTEMQTT 

1REYYKNLYANKLENLEEMDK 

FLDTY1LPRLNQEEVELPNRPIT 

GSENEAIINSLP/TKKSPGPDEFT 

AKFYQRYKG\LARAIRQEKERE 

DTQLGKEEVKLLLFAEDMIVYL 

ENPIVSAQNLLKLINNFSKVSGY 

KINVQKSQAFLHTNNRQTESQI 

MSECPLTIASICRJKYLGiQLTRD 

VKDLFKENYKLPLLNKIKEDT\N 

KWKN1PRSWLGRNN1VKMTILP 

KVI/YKKTTI NFIWNOFRARIAK 

TILSKKNKAGG1TLPDFKLYYK 

ATVTKTARYWTLTIKKGSVWPI 

SLKSEKRGHRTRPLWKLCHND 

VQGELLKTIQFLFGSPLGHSSLD 


6587 


36955 


A 


6637 


1 


2988 


MPPHSEQPHSPSTRQKRKVPLF 

VRQCPSFV1QAPKAKMDTFDGR 

KKQFTRFLFLFSMDQLGQGRFS 

MQTLSF A LA V YRKDSPL VACQ 

VQALGNLEPSSVEAHVSSHGIAI 

DRKGWHVSLFSIQPGDCFPKAL 

VEDSPRDRARRQQSSKEEGWC 

RDRRRLKFHSKKGAAA1VVKS 

KKYESPSFGVCFESLLNPPRLTS 

RREKTISSSKRCRQCHAEETTV 

VFWAKESQTGEQTGRGAGQRR 

MGMIICKACSMLPAE 


6588 


36956 


B 


6638 


362 


1463 




6589 


36957 


A 


6639 


1 


1061 




6590 


36958 


A 


6640 


1 


1581 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6591 


36959 


A 


664! 


46 


862 


AAFPAPRTLFFLSRPLRPTACAA 

FRPEFWRLNMKLPARVFFTLGS 

RLPCGLA PRRFFS YGTK 1 LYQN 

TEALQSKFFSPLQKAMLPPNSF 

QGKVAFITGGGTGLGKGMTTL 

LSSLGAQCVIASRKMDVLKAT 

/\CyIooy I VJ IN IS. V n/A.1 V^v-- IN V Pv I i 

DMVQNTVSEL1KVQGHPSTVIT 
N*STERSS1SFLLPTIYA*DWFRF 
CSTQVLLPKQVWKPMSKSLAA 
EWGKIWNAIQC 


6592 


36960 


A 


6642 


1 


2902 


MVKGSLQQEELTILNIYAPNTE 

APRFIKQVLRDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKINKD 

TQELNSALYQADLIDIYGTLHP 

KSTVEYTFF\SAPHHTYSQNWTT 

IVGSKALLSEHKRTEIITVNYLSD 

\HSA\IKLELR!KKLTQN\RSATW 

ki mimi i i isinvwvH>jn\/!i<r A PI 

IVL.l>ilNLLL»INL/ I W V ll IN L/1VI rV/A O I 
rvIVir r D I rw\ClNl\.\ly t 1 TyiNLW\U 1 

W A VfR Cm kT F \ A kTVM A FTXI R K HF\ 
r JVrV V bixUrvr I /A IN. \ IN /All IN rvJVV^/CA 

Rs^kriDTI T90I k'FI FJ^kTFOTVI 
K A^RROFIT 




D\Js\J 1 


A 
r\ 


OvHJ 





S 177 








D 




1 






6595 


36963 


A 


6645 


-j 


3663 




6596 


36964 


B 


6646 


143 


3122 




6597 


36965 


A 


6647 




3235 




6598 


36966 


A 


6648 




3249 




6599 


36967 


A 


6649 




3297 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 

sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
cod on for peptide 
scq ue ncc 


Nucleotide location of lust 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /=possib!c nucleotide 
deletion, \=possible nucleotide insertion) 


6600 


36968 


A 


6650 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAE! 

GAirNSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEE1 

LPNSFYEASI 1 LI PKPGRDTTKKE 

NFRPISLMNIDAKILNKJLANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSlNVIQHrNRAKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKEMYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGG ITLPDFKL Y Y KATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLJCLD 

PFLTPYTKINSRWIKDLNVRPKT 

IKTLEEN LG ITIQD1GMG KDFM S 

RTPKAMATKAKIDKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGLISRJYNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLA1REMQI 

KTTM RYHLTP VR M A 1 1 K KSGNN 


6601 


36969 


A 


6651 




3402 




6602 


36970 


A 


6652 




3288 




6603 


36971 


A 


6653 




3168 




6604 


36972 


A 


6654 




3516 




6605 


36973 


A 


6655 




3693 
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BNSDOCID: <WO 0175067A3 IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6606 


36974 


A 


6656 


1577 


3354 


TEPKTKTT*LSQ*MQKRPLTKF 

NNLSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKL1SNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQ1MSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIVK 

MAiLPKVIYRFNAIPIKLPMTFF 

TELGKTALKFIWNQKRARITKSI 

LSQKNKAGGITLPDFQLYCKAT 

VTKTA WFPSG DVG LEA DFSPSH 

TLKTQFFSCLAEFAAASCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCSI DQGDDTKLHRARSPG RT 

FPAAAGIPAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTD AHPLLFLLCLG I YLLN A 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

V ALG ITES YLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLASVVYAVITPTLNPFINSLR 

NKEVKGALKRGLRWRAAPQE 


6607 


36975 


A 


6657 


1 


3514 


MELKTKARELREECRSLRSRCD 
QLEERVSAMEDEMNEMKREG 
KFREKRJKRNEQSLQE1WDYVK 
RPNLRLIGVPESDVENGTKLEN 
TLQDIIQENFPNL A RQ ANIQIQE1 
QRTPQR YSLRRATPRH 1 1 V RFTK 
VEMKEKMLRAAREKDRSTRQK 
VN KDTQELN S ALH Q A DLIDI Y R 
TLHPKSTEYTFFSAPHHTYSKT 
DH1VGSKALLSKCKRTEIITNYL 
SDHSAIKLELRJKNLTKSRSTTW 
KLNMLLLNDYW | 


6608 


36976 


A 


6658 


3 


3316 




6609 


36977 


A 


6659 


1 


4794 




6610 


36978 


A 


6660 


1 


3570 




661 1 


36979 


B 


6661 




3384 




6612 


36980 


A 


6662 




3429 




6613 


36981 


A 


6663 




3780 




6614 


36982 


A 


6664 




3894 
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SKQ ID 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6615 


36983 


A 


6665 


1 


3335 


MVKGSIQQEELTILNIYAPNTG 
APRF1KQVLSDLQRDLDSHTLI 
MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDlYRTI.il 
PKSTEYTFFSAPHHTYSKIDH1 V 
GSKALLSKCKRTE1ITNYLSDI IS 
AIKLELRJKNLTQSRSTTWKLN 
NLLLNDYWVHN EM KAEI KM FF 
ETN EN K DTTYQN LWDAFKAVC 
RGKFIALNVYKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIFTQ 


6616 


36984 


B 


6666 


1 


3145 




6617 


36985 


A 


6667 


1 


4398 




6618 


36986 


A 


6668 


523 


3852 




6619 


36987 


A 


6669 


1 


3934 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDKLR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLOD1IOENFPNLA ROAN VOI 

OEIORMPORYSSRRATPRHI I VR 

FTKVEMKEKMLRAAROKAPH 

HTYSKIDHIVGSKAL 


uu«u 


JU700 




6670 


1 


5215 




6671 


JU707 


A 

/V 


6671 - 


] 


7171 




6622 


36990 


A 


6672 


3 


493 




6623 


36991 


A 


6673 


1 


729 




6624 


36992 


A 


6674 


3 


800 




6625 


36993 


A 


6675 


1 


327 




6626 


36994 


A 


6676 


2 


462 


KSSWLEEDDDPVVARVNRRMQ 

H1TGLTVKTAELLQVANYGVG 

GQYEPHFDFSRRPFDSGLKTFG 

NRLATFLNYMSDVEAGGATWF 

PDLGAAIWPKKGTAVFWYNLL 

RTGEGDYRYTRHAACPVLVGCK 

WVSNKW\FHES\GQEFLRPCGST 

EVD 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6627 


36995 


A 


6677 


3 


717 


RHRLRNRLKDVGGEAFYPLLE 
DDQSNLPHSNSNNELSAAATLP 
LI I REKDTE YQLN RULFDRLLKA 
YPYKKNQ1 WREARVDIPPLIRG 
LT W A A L LG V EG A I H A K YD A I D 
KDTP1PTDRT/QLK WDI PRCHSV 
R*TV1HAPEGHAKFRRVLKAAW 
V V S H PDL V Y WQG LDSLC APFL 
YLNFNMEALVYACMSAFIPKYL 
YNFFLKDNSHVIQEYLTVFSQM 
IAFHDPELSNHLNEIGFIPD 


6628 


36996 


A 


6678 


1 


508 




6629 


36997 


A 


6679 


1 


888 




6630 


36998 


A 


6680 


2 


584 




6631 


36999 


A 


6681 


2 


152 


QVAKGMDALLQHLEDCGYR/S 
SKKKAQICRQQVTKWGDGSAL 
MGTSTTASL 


6632 


37000 


A 


6682 


733 


894 




6633 


37001 


B 


6683 


1 


1626 




6634 


37002 


A 


6684 


1 


1971 


MAQVWANDNPPGLAVNQAPV 

L I D V KPG A Q P I RQKQYPVPREA 

LKG IQPGTK D YQPVQDLRL VN 

QATVTLHPTVPNPYTLLGLLLA 

EDSWTTCLDLKDAFFSIRLAPES 

QKLFAFQWEDPQSDLGCILLLY 

VDDLLLGHSTAVECAKGMDVL 

LQHLEDCRYKMSKKKAHICRQ 

QVRYLGFTIRKGERSXWEREKM 

AVGVLTQTVGPWPRPVAYLSK 

QLD/EVSKGWPLCLRTLAATAL 

LAQEADKLTLGQNLNIKAPHA 

VVTLMTTEGHHWLTNARLTKY 

QSLPCENPHITIEVCNTLNPTTL 

LPVSESPGEHNCVEVLDSVYSS 

RPDLRDQPWASSVDWELYMD 

GSSF1NSQGERCAGYAVVTLDA 

VIICAKLWLQGTSAQKAELIALT 

RA VELSEGQES L E ELLG RYFYV 

SHLPAFAKAVAQLCITCRQHNA 

RQSPTVSPH1QAYGAAPFEDLQ 

VDFTEMPKCGGNKYLLVLTCT 

YSGWVEAYPTRTEKPYKKGKN 

DPSCTKGQCNPLELVITNPLNP 

HWKKGERVTLGIDRARLDPRV 

NILVRGGEVYERSPEPVFQTFY 

DELN VPVPE I PGKTRNLFLQL A 

ECVAQPLNVTSCYVCGGTVTG 

YQWPWKARELVPVDPVPDEFL 

AQKNYPDNFWVLKPSITGQYCI 


6635 


37003 


A 


6685 


1 


1461 




6636 


37004 


A 


6686 


1 


1005 
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SKQ II> 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X --Unknown, 
*=Stop codon. /-possible nucleotide 
deletion, V=possihlc nucleotide insertion) 


6637 


37005 


A 


6687 


1 


174 




6638 


37006 


A 


6688 


519 


588 




6639 


37007 


A 


6689 


2 


4527 


GRAGLGWSSGGRGSRACSEGP 

AEARGREGDKGSAALSPPLPLT 

LGEEMAAERGARRLLSTPSFWL 

YCLLLLGRRAPGAAAARSGSAP 

QSPGASIR TFTPFYFLVEPVDTL 

SVRGSSVILNCSAYSEPSPKIEW 

KKDGTFLNLVSDDRRQLLPDGS 

LFISNVVHSKHNKPDEGYYOCV 

ATVESLGTIISRTAKLIVAGLPR 

FTSOPFPSSVYAGTsTNAILNCEV 

k 1 L/w 1 I i-J O » I t\ \ J till i A 1 L_> J \^ .* V 

NADLVPFVRWEONROPLLLDD 
RV1KLPSGMLVI 

IV V 1 l\Lil OVJI'lLi V 1 


A/vdO 


^7008 
J /UUo 


A 


{JKJ _S\J 


1 


R79 




OOH 1 




A 

/A 


66Q1 


407 


594 




6642 


37010 


A 


6692 




3621 




6643 


3701 1 


B 


6693 


1 


609 




6644 


37012 


B 


6694 


1335 


1599 




6645 


37013 


A 


6695 


1 


354 




6646 


37014 


A 


6696 


181 


683 


SRYF1LLRKPTFPAMALLPVLFL 
VTVLLPSLPAEGKDPAFTALLT 
TQLQVQRE1VNKFTNELRKAVSP 
PA^MMI K MFWSRFVTTNAOR 
WANK/CTLOHSDPEDRKTSTRC 

TV jV 1 ^1 IV/ V^ 1 I 1 I— 'I J — t \S I VI V 1 <_J 1 IW 

GFNI YMSSDPTSWSSAIOSWY 
DEILDFVYGVGPKS/POYCPAG 
NN 1VTN RKNTPYOOGTPCPG 


uot / 


^701 S 


A 
/A 




199 


969 




6648 


37016 


A 


6698 


1 


564 




6649 


37017 


A 


6699 


153 


427 




6650 


37018 


A 


6700 


I 


978 




ftfi^ I 


^70 1 0 


A 


6701 




419 




66S7 

DOJZ 






6707 


9 


255 


VRAPAOGPDLAGGRRRCGSGA 
SCTPSPRG PA S WSRSAAQVPRS 
SRWRAGSASS*N/GRQPAPPTSQ 
PPRAQPFAQPPGPWPLS 


66S^ 






6703 


96 


283 




66S4 




A 


6704 


172 


365 


PTYHLYPCHFWYQHRTRRIPRK 

SERLFPTPPPQLSWKGTWDY*I 

CLLCCNDSEGRDFLVLRVLK 


6655 


37023 


A 


6705 


-> 


1171 




6656 


37024 


A 


6706 


2 


740 




6657 


37025 


A 


6707 


256 


461 




6658 


37026 


A 


6708 


1 


414 




6659 


37027 


A 


6709 


1330 


1386 


YIDSILPK*NHDTLQSYCRYM\H 
SRQRAAS*PLSTGKLQQCLGLD 
LVLC 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown. 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6660 


37028 


A 


6710 


207 


1 173 


ggdrdrmtanhesyllmas to 
ndmedwvksirrvixgdlsggg 
ifgqkledtvryekrygnrlar* 
mlveqcvdfirqrglkeegli r 
lpgqanlvk\elqdafdc:gekp 
sfdsntdvhtvasllklylrhi . 
pepvipyakyedflscakllske 
eeagvkelakqvkslpvvnyn 
llkyicrjldevqsysgvnkms 
vqnlatvfgpnilrpkvedpl 1 1 

fpkdafi oskpodCiVsnnnhio 

KKATMGOL ON K FNNNTk' DSPS 
ROCSVvDKSESP/TEKOHFOWIP 
HSSIROONOOPKEOWSOA 1 


6661 


37029 


A 


671 1 


173 


881 




6662 


37030 


A 


6712 


1605 


1844 




6663 


37031 


B 


6713 


123 


699 




6664 


37032 


A 


6714 


1 


462 




6665 


37033 


A 


6715 


1 


2607 




6666 


37034 


A 


6716 


1 


918 




6667 


37035 


A 


6717 


1 


549 




6668 


37036 


A 


6718 


1 


687 




6669 


37037 


A 


6719 


1 


258 




6670 


37038 


A 


6720 


90 


1621 


HGLDLRTMNRSRQVTCVAWV 

RCGVAKETPDKVELSKGGVKR 

LIAEAEEKLQEEGGGSDEEKTG 

SPLEEG\MQSARTQARP\REPLE\ 

DGDPEDXDRTLDDDELAEYDLD 

KYDEEGDPDAETLGXESLLGL I 

VYGSNDQDPYVTLKDTEQYER 

EDFLIKPSDNLIVCGRAEQDQC 

NLEVHVYMQEEDSFYVUMDILL 

SAYPLSVEWLNFDPSPDDSTGN 

Y1AVGNMTPV1EVWDLDIVDSL 

EPVFTLGSKLSKKKKKKGKKSS 

SAEGHTDAVLDLSWNKLIRNV 

LASASADNTVILWDMSLGKPA 

ASLAVHTDKVQTLQFHPFEAQT 

LISGSYDKSVAL YDCRSPDES1 1 

RM WRFSGQI ER VTWN H FS PCM 

FLASTDDGFVYNLDARSDKPIF 

TLNAKNDEISGLDLSSQIKGCL 

VTASADKYVKIWDII GDRPSI V 

HSRDMKMGVLFCSSCCPDLPFI 

YAFGGQKEGLRVWDISTVSSV 

NEAFGRRERLVLGSARNSSISGP 

FGSRSSDTPMES . 


6671 


37039 


A 


6721 


1 


549 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


6672 


37040 


A 


6722 


1 


1318 


AKQQLNLRTHMADENKNEYA 

AQLQNFNGEQHKHFYVVIPQIY 

KQLQEMDERRTIKLSECYRGFA 

DSERKVIPI1SKCLEGMILAAKS 

VDERRDSQMVVDSFKSGFEPPG 

DFPFEDYSQHIYRTISDGTISAS 

KQESGKMDAKTrVGKAKGKL 

WLFGKKPKPQSPPLTPTSLFTSS 

TPNGSQFLTFSIEPVHYCMNEIK 

TGKPRI PSFRSLKRG WSVKMG/ 

AALEDFSHLPPEQRRKXLQQRI 

DELNRELQKESDQKDALNKMK 

DVYEKNPQMGDPGSLQPrCLAE 

TMNNIDRLRMEIHKNEAWLSE 

VEGKTGGRGDRRHSSDFNHLVT 

OGRESPEGSYTDDANOEVRGPP 

QQHGHHNEFDDEFEDDDPLPAI 

GHCKAIYPFDGHNEGTLAMKE 

GEVLYIIEEDKGDGWTRARRQ 

NGEEGYVPTSYIDVTLEKNSKG 


6673 


37041 


A 


6723 


1 


741 




6674 


37042 


A 


6724 


1 


1063 


MPFY1SDLSICGDRILRALCPQD 

LPTYSLHSRGKMRASCSRKFLD 

NNSSRLVSCNMGALISJWGTTT 

PPLHATILDSQPTVHPPLAKDCL 

PCGLQASASDLRARALQRLCQ 

QLPWVGSQPHTRSPSPQRGGKT 

GLFAGLASSVSMRPASPPSPAA 

DSCSACRFFARRPPLRVTWVKP 

SSALALCVS1SDSIPGNLKALPA 

ETRAQLH H A EASLSQPPLQLRP 

FPKTSQAGDLQDLGPYVCVRK 

AVGKGDKOIRAVVKEHSVRSO 

ERIWHYPGITTANMPGHLGQNT 

ESGRDKLPMFGVWFPGCRFWG 

LWVWRLP*LKLAAPCRPSRSLR 

SSPISRRASTTRCLTVSGCPAAP 


6675 


37043 


A 


6725 


25 


573 




6676 


37044 


A 


6726 


1 


483 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possinlc nucleotide 
deletion, \= possible nucleotide insertion) 


6677 


37045 


A 


6727 


1 


996 


MVGKAKWKPIELPLLRKIVNQ 

KQYHIPGGVAKISATIKDLKDV 

GVV1PTTSPFNSP1WPVQKTDGS 

WRKW\LS*QGQQFT/FTVLPHG 

YINSLALCHNLIRRDLDHFSLPQ 

DITLVHYIDDIVLTGSSEQEVAN 

TLDLLTSLDWALVETECLTMG 

HQVTMQPELTIMNWALSDPSN 

YKVGCAQQHSIIKWKWYIRDQ 

ARAGTTCKWTAAALQPLSRTS 

LKLDSGERKSSQWAELRAVHLl 

MHFAWkPKWPHVni YTnQWA 
ivinrrv vvi\ci\vvrL/vyL I 1 L/o W /\ 

VANGSAGWSGTWKNHDWKIA 
TTVIAQWAHEQSSHGSRNGGY 
TWAQQHGLPLTICADVATATDE 
CPICQQQRPTLSP 


6678 


37046 


A 


6728 


2 


1380 


CLAGLFGFWSPC1PHLGVLLQSI 

YLVTQKAA/SSEWGPEQEKALQ 

EVQAAVQAALILEPYDPAGPVV 

LEVSLADRDAVWSLWQAPIGE 

SQQRPLGFWSKALPSSA/DHKA 

CHAQQHSIIKWKWYIHDRARA 

GPEGTNSSARYAATM*KW\TAS 

ALQPLSRKSLKDSSEGKSSQWA 

ELRAVHLAVHVAWKEKWPDV 

RLDTDSWAVANGLARWSGTW 

KEHDRKIGDKEVWGRGTRIELS 

EWSKTVTIFVSH/VLLPRLPSIRG 

LTECL1HQHGIPHSIASDQGTHF 

TAKELQQWAHAHGIHWSYHVP 

HHPG\WGKVLQKAVYALNQRP 

IYEWKEESCLHTGVADALRGN 

WAEGHREHKALWLGLWSTWS 

OHPI R^l fcTTTRHHPril riVI Qpn 
v«f nr^i_(iVi3JL>rv l i ivnnruLu VLocLi 

IPF AGG ATFFT ^RA^r.PATP.Vn 

KRKEDTKKHKQHSVSD1IEQQH 
SLG LTE KT VKG TPTQG I S M RPG 
LYHKATEFQE 


6679 


37047 


A 


6729 


1 


2229 




6680 


37048 


A i 


6730 


1 


789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLA\HPL 

IWLVQKTDGS/WRMTVDYCKL 

NQVVIPIAAAVSDVVSLLEQINT 

SPGT WY A A I DL AN A FFS IPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWYFNSPALCHNLIRRDLDCFS 

LPLDITLVHYIDDIMLIGSSEQE 

VANTLDLFVRHLRARGWEINPT 

KIQGPSTSVKFLGFQWCGACQA 

1 PS KJVf RDK L L H L V P PTTKK E AQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6681 


37049 


A 


6731 


I 


553 


MTVDYCKLNQVVIPIAAAVSD 
VVSLLEQINTSPGTWYAAIDLA 
NAFFSIPVHKAQQKQFAFSWQG 
QQYTFTVLPQWYIlsiSPALCHNL 

1 IX IX LJ Lf I L> VJ 1 I 1— ' Villi JL/ 1 1 1 

Ml ICAPROLLACY/WALVFTFH1 
TISHOVTMRPFI PIMNWVI FOP 

i ioi i v i ivi ixi Uj i_/ i ii vi i ^ »» v Lr j_/ 1 

SSHK VOPAOOHSIIK WK WYVH 
jonfv v uv^nyyn jiiiv vv i\ w i v n 

DWARAGPEGT 

LS VV / V IVrVVJ I I— < V_l J 


6682 


37050 


A 


6732 


•> 
_> 


266 




6683 


37051 


A 


6733 


*> 
.> 


582 




6684 


37052 


A 


6734 


3 


403 




6685 


37053 


A 


6735 


1 


2712 




6686 


37054 


A 


6736 


875 


1506 


lsi ylvtqk a a/ssewgpeqek 

alqevqaavqaalilepydpa 

gpvvlevsladrdavwslwq 

apigesqqrplgfwskalpssa; 

dhkachaqqhsiikwkwyihd 

raragpegtnssaryaatm*k 

WXTASALOPLSRKSI KDSSFGK 

SSQWAELRAVHLAVHVAWKE 

KWPDVRLDTDSWAV/ANGLAR 

WSGTWKEHDRKIGDKEVWGR 

GTR1 


6687 


37055 


A 


6737 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 

DAVSLLEQINTFPGTWYAAIDL 

ANAFFSIPVHEAHQKQFAF\LPQ 

G Y ITsJFPALCHNLI RRELDFFLLL 

QD1TLVHYIDDILLIGSSEQEVV 

NTl DLL1HKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVPSS 

GDIKEYFPNAFVLLTTASLQGQ 

DNTSQLQLTWKAPEDIKMSKT 

DADADEEIEALRG 


6688 


37056 


A 


6738 


2 


1103 


DL WPFTRVTLH RG KRNDQTFQ 

G L L DTG SELML I PEDTKH HCG P 

PVKVEAYGGQVINGVLAQIQLT 

VGPVGSGTHPVVIYPVPECIIGI 

G I LSS WQ1M PH 1 G S LTSRKTDG S 

WRMTVHYHKLNQMVTPIAAAI 

PDVVSLLEQVNTSPGSWYAAID 

LANAFFFIPVHKAHQKQFAFSW 

QGQQYTFTVLPQWY1NSPALCH 

NLIRRDLDCFSLPLDITLVHY1D 

DIMLIGSSEQEVANTLDLFVRH 

LRARGWEINPTKIQGPSTSVKFL 

GFQWCGACQAIPSKMRDKLLH 

LVPPTTKKEAQCL\QLLACY/W 

ALVETEHLTISHQVTMRPELP1 

MM WVLFDPSSHKVGCAQQHS1I 

KWKWYVHDWARAGPEGT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
^Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


6689 


37057 


A 


6739 


1 


2058 




6690 


37058 


A 


6740 


2 


1173 


WEVRQYTFTVVPQGHINSLVLC 

HDVVRRDLGHFFLPQD1TLVHY 

IDDIML1GSTPP1TKKKAQHLVG 

LFGFWRQLVPHLGVLLWPIYQ 

VTQQAASFEWGPEKEKALQQV 

QAAVQAALPLGPYDPADPMVL 

EVSVADRDAVWSLWQDPIGES 

QWRSLGFWSKALPSSADNYSPF 

ERQLLACYWVLVETERL\QWV 

TPAEEDFNNQVDRMTHSVDTT 

QPLSPATHVITQWAHEQSGHG 

G RDG G YTR VQQHG L PLTKA DL 

ATAGKVFQKAV*ALN*HSIYGT 

LSI IARIHR^RMOPiVFVFVAPI T 
ISPSDPPAKFLLPVPPTLRSAGLE 
FLVPEEGMLPSGDTTVPLNWKL 
RLPPGHFGLLFPLHQQANKGVT 
VLVGVTDLDYQDEISLLPFTNG 


6691 


37059 


A 


6741 


823 


2487 


KELKLWKNRHKLLSYPTVGAA 

VTQLQNLTAMGVIGSHGARGQ 

VVALNRQRQGDLQPFTRVTVH 

WGKG/NMQIFGGLLDTGSELTL 

1PGDPKHHCGPPVKVGAFGG\Q 

VINGALARVQLIVGPVGPWAHP 

VVISPVPECIIDID1LSSWQNPH1S 

SLTGRVRAIMVGKAKWKSLEL 

PLPRKIVNQKQYHIPGGIVE1SA 

TIKDLKDAGEVIPIPTTFPLNSPI 

WPVRKTDGCWRMTVDYCELN 

QVVTPTAATVPDVVSLLEQINT 

SPGTWYADIDLANAVFSIPVHK 

AHQKQFAFSWQGQQYTFTVLP 

QEYINSLGLCHNL1QRDLDHFSL 

LQDITLVHYIEDIMLIGSTEQEIA 

NTLDLLFMAKEVWQWAHAHG 

IHWSYHVSHHPEAAGLIEWWK 

G LL KLQLQCQLG DNTLEG WGK 

VLQKTVYALNQHP1YGTVSPIA 

RIHRSRNKGVFVAPFTlTP^nPI 
■vii i ivoiviN rvvj v l< v r\ r r i I I rOL/rL 

POFI LPVPATLCSAGI FVI APF 
OGTI PPGDRTTfPI TsIWKI Rl PP 

vjvj i i_> i i vj l-/ in. l i lii^M w ivijlvLrr 

EDFGLLPSLSQQAKKGVTVLAG 
VIHPDYQDEISLLLHNGCICEDL 


6692 


37060 | 


A 


6742 


3 


350 




6693 


37061 


A 


6743 


1 


3339 




6694 


37062 


A 


6744 


1 


2271 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Ami no acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6695 


37063 


A 


6745 


3 


1377 


AHLAADDFCTK*GWVSG\LPQG 

LDKLTLPGANLEMQPEMLKED 

LVYLKKNHEELSMAIKRNESM 

AKGLQRALLQQQPEDDSKCFP 

RPQDLIRLYDI1LQLTLEDREGK 

GLSFSFACVDKDVSVKMDTVP 

GVNLSCILNEMRDQDKXLVEK 

SCKDAQGWFFSLKALLEGSLVE 

TEVCYRTQLAQLQG LIRSM EQQ 

LCELCCDAEHQDHEHQVLLDV 

KTQLEQEIATYSRLLEVEDAQL 

ATQYSLSLASQPTREDLEKAIL 

KF1WNQNRAQIAKTILSKKSKA 

RG I MLPSFK1 Y YKTTVTKTA WC 

WYKN RHIDQ WNRI EN PE 1 RPHT 

YNHVIFDKPDKRKQWGKDSLF 

NKWCWENWLAICSKLTLDPFL 

NPYTKVNSRW1KDLNLOPKTIK 

111 I ■ l\ Til O IV TV 1 1 X. l_V 1^/ 1 1 ffV 1 1 IV 

ILKENLGNA1QDTGKGKDFMTK 

MPKAIATKAKIDKWDLIKLKSF 

CTALRNYQQSKPTTYRMGENF 


6696 


37064 


A 


6746 


1 


882 




6697 


37065 


A 


6747 


13 


1402 


STGSTHACDLLFSPSPVCLPPAA 

ATMTTSIR\QFTSSS\S I KG SSGL 

GGG\SSRTSCRLSGGLG\AGSCR 

LGSAGGLGSTLGG\SSYSSCYSF 

GSGGGYGSSFGGVDGLLAXGGE 

KA\TMQNL\ND\RLGSYLDKVPC 

PWKEANTELEVKIXRDLVTRGR 

APGPARDYSQYYRTIEELQNKI 

LTATVDNANILLQIDNARLAAD 

DFRTKFETEQALRLSVEADING 

LRRVLDELTLARADLEMQ1ENL 

KEELAYLKKNHEEEMTsIALRGQ 

VGGEINVEMDAAPGVDLSRILN 

EMRDQYEKMAEKNRKDAEDW 

FFSKTEELNREVATNSELVQSG 

KSEISELRRTMQALEIELQSQLS 

MKASLEGNLA ETEN R YC VQLS 

QIQGLIGSVEEQLAQLRCEMEQ 

QNQEYKILLDVKTRLEQEIATY 

RRLLEGEDA HLTQY KJCEP VTTR 

QVRTIVEEVQDGKVISSREQVH 


6698 


37066 


A 


6748 


2 


452 


FLLPSSFSCTHSLLSPTITIVPGP 
DFNLASHIIPDTTPDPHDCISMIH 
1 TFTPFPH1SFFPVPHPDHA*FID 

[ , II llltlllOill Villi IS 1 1 f V | 1 L-/ 

GSSTRPNRHTPAKAGYAIAQAT 
IPPLRTSHFLSIVE1YPQGNNFSV 
FHVLFYYSSG1IQAPSLPYTLRR 
DRRPGTSRA 


6699 


37067 


A 


6749 


1 


1791 
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SEQ !l> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6700 


37068 


A 


6750 


1 


219 




6701 


37069 


A 


6751 


2 


528 


TLTVESKSIKAYKLSLQFPHFTC 
PKTGHALQVSSGFVESPTVT1VP 
GLDINLASHTIPDNTPEPHDCIS 

LJnL J r I r r r ri V c>r rrv rnrUH 1 

U/PinP.QCTD DAJ/^t-JQ D A If TT* \7 A l 

W r 1 L/Ljoo 1 KrlNCnorAls. 1 O Y A J 
VSSTLIIDATALPPSTTSQQAELI 
ALTRALTLAKGLPINIHTDSKY 
AFHILHHHAV1*AER 


6702 


37070 


B 


6752 


1 


1744 




6703 


37071 


A 


6753 


1 


1376 


MCKRMPGLQASQTVCPFYDKN 

YLDLKRKGTEIKRRERLKCGTK 

IERRKRLRDSERLEKRIKRGCLP 

DLKLSTE1QIMRLRGLYTLLRKE 

RRFGLQETINYAEVTGIYVKELI 

EDREHLNSGKY1FNIFDIKVPRV 

VFGIIDPYMLWEKKEGTKEGIK 

EGMKRESQKRIKWERSFITFIAL 

NTADRTLMSSAGCYRKQVKIHI 

DALPPPNSQTLKKRGGASLIISF 

RRQSGPSAAGLWEFARGPFQTL 

FAWLSPAEAAEQQRLLPASSAE 

SFIAEGDPPDAGQSSPPSSLHAA 

AATALMLLEALKITNYAQLTLY 

SSPNFQNLFSSSHLTHILSADWL 

LQLYSLFVESPTITIVPGPDFNPA 

cucinn r rrnnni irvnoi tiji Tern 
rnrlrUl 1 rL/rrllJCIbLlHL Ir lr 

CTDl-JICI?T?D\/DLJ DP\ LJHTM fCirv/^ OCT 

rrolorrr'V rrlrLIri I WrlL>OoI> I 
IvrJNKii 1 rAIvAU Y A/DCiKN 1 bYt 
VL^rvOlNbl^LVrlNrLic>AKC 1 fcO 
uLL Y AKA 


6704 


37072 


B 


6754 


400 






6705 


37073 


B 


6755 




1 1 QO ! 




6706 


37074 


A 


6756 




1002 




6707 


37075 


B 


6757 




3216 




6708 


37076 


A 


6758 




4020 




6709 


37077 


A 


6759 




1155 




6710 


37078 


A 


6760 


2 


346 


PTTTIVPnpnPMi Acuifi r\TTDn 
r 1 1 1 1 v rvjrL/rlNLAorilJLIJ 1 1 rU 

PHHVF CHDPhlUC /TCn /HFCCCDX/ 
PHPnUTU/FMnr.QCTD DMD LI CD A 

KAGHAIVFSTSIIEATALPPSTT 


6711 


37079 


A 


6761 


189 


1201 




6712 


37080 


A 


6762 


1 


231 




6713 


37081 


A 


6763 


1 






6714 


37082 


A 


6764 


470 


47Q 


rKJNr^^r Lv^Vi^VC^HKr Lv^Lr VP 
FHFVFFLASLYVMVTLTTWFR* 
DPCVSGMALNCSFLK1ASSSGE 
YLRPTPSYLNQVVRVTMT 


6715 


37083 


A 


6765 


21 


706 




6716 


37084 


A 


6766 


1 


158 
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SKQ ID 

MO; 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
locution of first 
codon for peptide 
secj uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6717 


37085 


C 


6767 


78 


401 




6718 


37086 


A 


6768 


536 


694 




U / 1/ 


37087 


c 


6769 


1 


1410 




6720 


37088 


B 


6770 


1 


1836 




6721 


37089 


A 


6771 


306 


487 


VGFLGILF/CFEAIVNVSSLMIW 
LS VCLLSVYKN ACDFCTLI L Y P 
ETLLKLLISSSSLYLW 


6722 


37090 


A 


6772 


714 


1096 


FFLPMSMECSSICLYPL/CISLRS 

GL*FSLKRSFTSLVSWIPRYFILC 

KSOGMRWLGLGSEA*YSCLLIL 

IRKITQNSVEVLGRRKFLGGGM 

EREWVMFLRAASSGIRGSVGT 

NFKSESRHQISCASV 


6723 


37091 


C 


6773 


1 


2796 




6724 


37092 


A 


6774 


126 


490 


FFLPMSMECSSICLYPLLFPGAV 
VCSSP*RGPSHPL*VGFLGILF/C 
FEAIGNGSSLMIWLSVCLLLVY 
KN ACDFCTLI LYPETLLKLLISL 
RRFWAETMGFSRYIIMSSANRD 
NLTSSFPN 


6725 


37093 


A 


6775 


1 


550 






17094 


A 




S7R 




MCPRDYGMLCLCSHVCFKEHLY 
FCLHFVMYPVVIOEOVVOFPCS 
* A VLSEFLNPEF*FDCTVV* FTV 
CYNF*SFTFAEKSFTSNSVVNFG 
1GVVWC 


6727 


37095 


A 


6111 


1 


2091 




6728 


37096 


C 


6778 


1 


1458 




6729 


37097 


B 


6779 


1 


504 




6730 


37098 


A 


6780 


70 


511 


NHASPGIRNLFLHPRGLRAITIA 

VFCKQNTYIRLEPFKINVLEQIT 

KHIEKLQCGGVVKQLSRRGNN 

QHISSTYDrNRADTQVRRAVTMN 

YDII\A*ATVSMASRSIRCGSVGS 

LPSSNLPINSVSIRCRARQEG1M 

SSPGQQVGFIA 


6731 


37099 


A 


6781 


_> 


306 




6732 


37100 


A 


6782 


1 


3567 


MHIVVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRSIECSSSPATEQS 

WTEN D YDK L R E EG FRRSN Y S E 

LQEDIQTKGKDVENFEKNLEEC 

ITRITNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKOEGKFREKRIKR 

N EOS LOEI WD Y V K R PN LRL I G V 

PESDGENGTKLKNTLQDIIQENF 

PNLARQAKVQ1QEIQRMPQRYS 

LTRATPRHIIVRFTKVE 


6733 


37101 


A 


6783 


386 


550 




6734 


37102 


A 


6784 


1 ! 


594 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6735 


37103 


A 


6785 


1 


1324 


MGKKQSRKTGNSKRQSASPPP 

KERSSSPAMEQSWMENDFDEL 

REEGFRRTNYSELQEGIQTKGK 

EVKNFEKNLDECITRITNTEKCL 

KELMELFCAKARELREECRSLRS 

RCDQLEERHHTTPIPKLTTYLE 

VKLSPANVKEQVITNCLSDHSA 

1 1CLEL R I KKPTQN PSTT WKLNN 

LLLNDYWVMKEMKSEIKMFFE 

TNENKNTTYQNLWDAFKAVCR 

GKF1ALNAHKGKQERSKIDTLT 

SQLRELEKQEQTHSKVSRRQEI 

TKIRAEPKE1ETQKTLQKINESR 

SWFFERINKIDRRLARLIKXKRE 

KNQRD A I KNDEG DI TTDPTEIQT 

TIRE Y YK H L YAN KLENLKEMD 

IS p| \ITVTI PR I XI/^CCTA CCl \TDDI 

AuolI V AHINoLr 1 KlvorurUur 1 
/\JL,r YVKi NtRLVruAuYrOM 

\W AT A A T PClvTT I 1/1 C/^kl /^r\C A A 

EVNVLVQFVCIC*SCLNSVRRQ 


6736 


37104 


c 


6786 


] 


1710 




6737 


37105 


B 


6787 


] 


10QX 




6738 


37106 


c 


6788 




1 7K9 




6739 


37107 


A 


6789 


3095 


3217 


CRCLQMAM*WS*AIALSMK1S 
MSPRKPEV*IKVLAGLCCL 


6740 


37108 


A 


6790 


1 


5364 




674 1 


37109 


C 


6791 


1 


2505 




6742 


371 10 


A 


6792 


37 


1214 


KLLQDLPFSINSSAVEK1SMSTT 

GQVIRCKAA1LWKPGAPFSIEEV 

EVAPPKAKEVRJKVVATGLCGT 

EMKVLGSKHLDLLYPTILGHEG 

AGIVESIGEGVSTVKPGDKVITL 

FLPQCGECTSCLNSEGNFCIQFK 

QSKTQLMSDGTSRFTCKGKSIY 

HFGNTSTFCEYTVIKE1SVAKID 

AVAPLEKVCLISCGFSTGFGAAI 

NTAKVTPGSTCAVFGLGXGVGL 

SVVMGCKAAGAARD/IIGVDVQ 

QG RKF*GRAQELGATEC\LNP\Q 

ALKKPHFKEVLFDMTDAGIDFC 
pfa inxii nvi a a a i A^r'xipcvr: 

vi_v v v u v Lr Ao vyLMou^Lrr 
SGRSLKGSVFGGWKSRQHIPKL 
VADYMAEKLNLDPL1THTLNL 
DKINEAVELMKTGKW 


6743 


37111 


B 


6793 


1 


2280. 




6744 


37112 


A 


6794 


1498 


1764 


LVYLKVMGRMEPSWKTLCRJL 
SRRTSANLSKAGQCSDSGNTEN 
TTKILLKKSNSKTHNCQIHQS*N 
EGKNVKGSQRERSGYPQRGRPS 
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SfcQ ID 
NO: 


SLQ ID NO: 
of peptide 
sequence 


.Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnkno\vn, < 
*=!Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6745 


371 13 


A 


6795 


3 


640 




6746 


371 14 


A 


6796 


1 


996 




6747 


371 15 


A 


6797 


1 


933 




6748 


371 16 


A 


6798 


74 


1 128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVYISRNL 

*NRVKAIM/VGKAEWKT1ELPL 

PRKTVNQKQYRIPGGIAEISTTI 

KELNNAGMVIPTTSPFNSPIWP 

VQKIDGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLC1 IL 

GHMTQQl*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

OAALPl GPYDPADPVLLEMSV 

ADRDAVWILWQAPISESQWRPP 

GFWSKALPSSADNYSP1 ERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELPUVTNWVFSDLSSPKMCHPOO 


6749 


37117 


A 


6799 


1 


229 




6750 


37118 


A 


6800 


1 


101 1 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKIG 

DKJEIWGRGMWMDLSEWSKAV 

KIFVSHVSAHQRVTSAEEEFNN 

QVDRPL/PVFTQWAHEQSGMSG 

RDGGYSWAQQT\GLPFTKADL 

AMATAECPICQQQRPTLSPLYS 

TIPQGDQPATWWQIDY1GPLPS 

WKGQKFVLTVIDTYSRYRFAY 

PAHNASAKTTIHGL1ECL1MCYG 

IPHSI ASDQS1 H F/TTKEVQ* WA H 

AHGIHWSYHVSHHPEAAGL 


6751 


37119 


A 


6801 


2 


739 


HKMGHAQQHSIIKWK* YICDW 

ARAGPKGTIAAPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDK WD VRLY1 DSW A V A NG 

LAGWSGTWKKHDWKIGDKE1 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

KMTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

GLPLTKTGLAMATAECPI 


6752 


37120 


A 


6802 


1 


354 




6753 


37121 


A 


6803 


3 


592 
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SEQ II) 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6754 


37122 


A 


6804 


126 


365 


QLAEPPH WLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPM VLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


6755 


37123 


A 


6805 


1 


636 


MEFNDSMHNTFDH! WRTKEYD 
EAGWLLLSSLDKAMKLENDELR 
DSNSQIQKQILSLQSSKIILNLTE 
GTVVTQLQNLNSVGIIGSQGGR 
GQVAALSLQRQGASFEWSPEQ 

FKAI OOVOTAVOAAI PI f.PVn 

r oL/i ivi v r kz> v o v /-vl/vj in/-\ v w oL> W 
OAPinFI OWRTI PFU/^K' Al pec 

K£r\r IvJC/UvV^ W fx I LCr W o tV/\ Li jj 

ADNY^PFHROI I AfYWAI VPT 
E H LTVDH Q VT/M* PELPl M 


6756 


37124 


A 


6806 


1 


672 




6757 


37125 


A 


6807 


308 


470 




6758 


37126 


A 


6808 


1 


1908 




6759 


37127 


A 


6809 


1 


1218 


MGIIGSRGGRGQVAALKRQRQ 

VTKKAASFEWGPEEEKALQQV 

QAAVQAALPLGPYDPADPIVLE 

VSVADRGAVWSLWQVPIGESQ 

QRPLGFWSKALPSSADNDSPFE 

RQLLACYCALVETERLDMGHQ 

VTMRPEVLI1NCVLSDPSSH/Q\G 

WRLCMDSATWTSTYQ/A*PGY 

GHC*VPNLPAAETNTDPS1WHH 

S/YG*LASYLVIG*LHWTSSIME 

GAEVCPHWNRHLLRI*VCLSCT 

QCFCED/SHPWIHE/ASYLPSWH 

ST* HCL* SRHSPYS* RS VA VGSC 

SWNSLVLPCSPSS*SSWINRMV 

u wrrc v ill jvir i fx Y o/\vjLAjIV 

SSSEGCVCSESASNIWYCFSRSQ 
DSWVQESRGGSGSGTIHHHF** 
PTSKIFASCFLDIMFCWT*GCS/S 
* WRN A A TR R HMNTM F 1 


6760 


37128 


A 


6810 


901 


1 142 


GPFDI Oni FII SFODPI 1 /xHPV 
CI FAT APFPSPPVVPI^FPPHVA 
GEFWLYPSGAA/RASSDAQSWT 
VIAVSPLRGLNSWG 


6761 


37129 


B 


681 1 


1 


1452 




6762 


37130 


A 


6812 


122 


1838 




6763 


37131 


A 


6813 


101 


249 


MTH VTALRTSSN LMRN * RK VG 
EAKSQQEH*S*QACHLKSRMSS 
SRLWIN 


6764 


37132 


A 


6814 


1 


1074 




6765 


37133 


A 


6815 


310 


397 


LTIWQDSNPGSCL*GCSVCAHA 
/CVGGQHMVCF*PSYSLYLKSE 
PKEGTGRNKDPDLNSQNRKGF 
LEQIHFQ 


6766 


37134 


A 


6816 


1 


583 
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SEQ ID 


SfcQ l» NO: 


Mel 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=IJnkno\vri, j 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=$tup codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possil>le nucleotide insertion) 










sequence 






O/o/ 


"*7 1 ^ S 


A 


f>R 1 7 


| 


486 




O / 00 


"%7 1 
J 1 \ JO 


A 
r\ 


1 ft 


2 


100 1 






">7 1 >7 


/\ 


68 19 


1 


2307 




0 / f\J 


J/l JO 


A 
A 


AR7fi 




101 




0 / / 1 


^7 1 ^0 


A 

/A 


6ft? 1 


1 
1 


1776 




A779 


^7 1 an 


A 
/A 




t 
1 


I 140 




£77^ 


j / it 1 


A 




1 
1 


5 >ft 




(\lld 
O / / 


17 1 dl 


A 

/A 


r»ft?4 


7 


70ft 

/ JO 


PRVRIFF^ITWYSI RVI TFISI W 

I IN. V IV I I I O 1 1 VV I » J L> 1 \ V L 1 LI « VV 














f.fj 11 VVIITIOYDMTRTRWkfVr 

VJ vJ LI L V VI I 1 I T L'lVI 1 I\ 1 I L 














HTNSI VAI ANMSAOFR\^I HOY 














AAXORIIR! FSI 1 K HrxJkTVI FO 














f \ i \j o i~f rxvj OLjjn i_y v r l r l/ i j-\ \j l/ 














1 lxIVTFF VIRMMI XFIIrxKCI \T7xK 

L 1 N V ILL V 1 rvivi JVI L \LU IN JV L \ 1 IN J 














1 HHNPNI GITPW1 1 OARRSI WN 

LI 1 1 llil IN L VJ 111 VV L l_ \I\I\iJL) VV 1 N 














NFRATHPSFOGINGKH IWVIF/1 S 

111 I\ \ 1 1 1 1 O 1 VJ 1 1 1 VJ IX 1 L 1 VV VII/ L O 














/<^ri nr.i Ar.i^i p.afi qvfrvi fi 

/oixLyULAUIvLUAcLo V lix V L,lI 














IKOGVRASLPKDRI KKFPFI KFK 

1 I\.WVJ V IWkJLI 1\L/I\XjIVIvI I L I_* IX 1 l\ 














YVFFEOPEEFFIPYVWSLVYNF 

1 V L 1 ' t-> V^' I 1 — < 1111 1 VVV O L V 1 111 














^srpvi gipodipa vspwv^n 

jo rv i v LiU 1 1 vj I f r\. v or vv v o l/ 


O / / D 


J / IHJ 


A 


OOiJ 


1 


A\JO 


PnAnRPAWHAPAI HP^PVPARfi 














\x/nppTr,i wpi Rpnpr.i c\cwa\a* 














o^^n on pogg vn PG s h f pn a i 
















O / / O 


17 1 dd 


A 


6R76 




1 


L/1VHJ OV_/l_y Vtf " IX I V I VV L-< /A V V IVI 














PRDP/I KMA1 AVVWPKMKAPR 
i iv_l» i / irfivivi/Mjr\ v v vv r rvivi rv>/A i ix 














VTKRTP*LTSTHOLAGLTSSISE 

V I IX I\ 1 1 1 — ' 1 ill w L, j \ VJ I — / 1 . .7 1 lJ L< 














SLA*MRHSPGKTKMKOAARPP 














MTFITLPMSGMKS/VOOOGFOF 

IVI I 1 1 1 1 Li 1 1 VI kJVJ !▼ I I\kJ/ V VJwV/vJLyL 














PDORI OHSPPPI PPHVT I HWHP 

I L/\^l\L<V<f 1 lul II L 1 I 11 V LLI I VV III 














I VAOPOA 

L v Ayr \sr\ 


f\lll 


17 I4S 








1407 




A77R 


17 \df% 
J / l HO 


A 


/%£?£ 


1 786 
1 / 00 


1 70S 


MAI PnGFTWHO^RTiI PG 














TOI PI PI A/PI R A PkTGR^Pkf r^K" 
I yLrUrLi/ v i l rv /-v i i\ vj rv. o i fx v_j o fx. 










- 




GPTHHTWALSSFSLTPSOVTVG 

\j i i in i i vv jii^sjkj i ji- 1 i i kjy v j v vj 














TFnnATxAxfiRPWl RIGTGPGG 














GRVWAGRD^VRGVPAI TV! HV 
vj rx v vv avj ivx-/ o \jx vj v r /a l i v l n v 














LSSLGRETP*RPCLRGPTAPAGP 

L/kJiJL'V l\L> I * IM VLilWJl I *Xm JVVJ 1 














ixrvAr vj Pw w l i vv jyArr\yUvv/ri\ 














*l *\HVI *DRNIRrA W*KGGGRG 

Lull V L L/rvlNrvv/A W IX VJ VJ VJ IX vJ 














I /I RAPTPVPFI APHPPGPAPTI 

L/ L/lvAl 1 I V r L L/A I I 1 1 V VJ I /A 1 1 L 














SKPLSSPNMPAOGLTOE*PGSV 

Lj IX I L kj »J I I1ITII iV V^ VJ 1— < 1 V^ J— ' * VJ KJ V 














ANLPPYGPALLCLGRREWDER 

r»M LI L i- VJ * / vUI^VL/vJl\l\k-* f T L/LjI\ 














GOVG*VPTESEME*RRTEPLKT 














PGDCSAAASKIPSFFSNRTPFPPL 

1 VJ V-/ iJ /» 1* k— J IX 1> kjl ■ kj 1 1 t V 1 I I 1 I L 














CPHKNKLKGT ' 


6779 


37147 


A 


6829 


1 


311 




6780 


37148 


A ' 


6830 




402 




6781 


37149 


A 


6831 


1 


750 




6782 


37150 


C 


6832 


130 


450 
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SLQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6783 


37151 


A 


6833 


1 


875 


MRLLRLKLKVEQHVELYQKYS 

KNSWRYLSNRLLAPSDSPEWLS 

FDVTGVVRQW/VWSRGGEIEGF 

RLSA\HCSCDSRDNTLQVDINGF 

TTGRRGDLATIHGMNRPFLLFM 

ATPLER AQH LQSSRH RRA LDTK 

YCFS\STEKNCCVRQLYIDFRKD 

LGWK\W1HE\PKGYHANFCLGP 

CPYIWSLDTQYSKVLALYNQH 
?sJ Pfi a Q a a prrv pr^ a i ppi r>i\/v 

i v vj ixlvr IS. V E/V^UolN ]V| i V KoLKL 
N] I r.PA ppP PA P AT.PA PPP PA D\/ 
A! PMr, A rVTP A DCDDr A [>l f 
IvUZ/rvVJ IS IS IS IS IS. IS 


6784 


37152 


B 


6834 


162 


635 




6785 


37153 


A 


6835 


2 


1 846 




6786 


37154 


A 


6836 


322 


2104 




6787 


37155 


A 


6837 


1 


352 




6788 


37156 


B 


6838 


92 


1774 




6789 


37157 


A 


6839 


260 


1016 




6790 


37158 


A 


6840 


479 


1937 


DVEHVGKMRRRWRRRVVVAD 
GNVVKPMSCAGDLQ/PFTRVTV 
HWGKGNDQTFQDLLDTGSELT 
LIPGDPKRHCGPPVK1GAYGGQI 
ING VLAQVQLT VDA VG P W TH P 
VVIFPVPECIIGIDMLSSRQNPHT 
GSLTGRVWTIMVRKAKWKPLE 

LrLrivM V lNl^Jls.1^ Y ri 1 rtu 1 V bib 

ATlkfHI kT)Ar,\/\/1PTTQPPMCPI 
/v i irvL/LrtvL;/\o v v it l l ol r FN^rl 

w i v VyTv l UUo w ivJVl | v vj Y L. K LIN 

V» V 1 rIAAA V rUV VoLUr.V^IIN 1 

PPGTWYAA1DLANDF 


6791 


37159 


B 


6841 


20 


26 




6792 


37160 


B 


6842 


2 


207 




6793 


37161 


B 


6843 


187 


405 




6794 


37162 


A 


6844 


451 


770 1 


1 FI Fl 1 Q9HPR pee a cu/VP upu 
PHHPnA ARI PVAHQA^IQQQQPQQ 

SSP^PN^N^N^^SPP^^^^FV/VPIir 

QPPAPHFPH*HSR*QGRLFHFLP 
LPQLPSSPLSPWW 


6795 


37163 


A 


6845 


1 


417 




6796 


37164 


A 


6846 


191 


314 




6797 


37165 


A 


6847 


129 


212 
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SEO in 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ Il> NO: 
in IJSSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


6798 


37166 


A 


6848 


1 


192 


CALNAGL/IGENEAKKRRSKVT 

QEADFPGSMDGASNFVRGDAI 

AGIL1MVIN1VGGLLVGVLQHG 

MSMGHAAESYALLTIGDGLVA 

QIPALV1STAAGVIVTRVSTDQD 

VGEQMVNQLFSNPSVMLLSAA 

VLGLLGLVPGMPSLVFLLFTAG 

I I GLAWWIRGREOKAPAFPKP 

VKMAFNNTVVEATWNDVOI F 

DSLGMATGLLT*PlFRAOWTGO 

VTLFAAMPSPGSSSWSLTLSAG 

CWSACCNMA 


6799 


37167 


B 


6849 


65 


1129 




6800 


37168 


B 


6850 


46 


1038 




6801 


37169 


A 


6851 


2 


413 


PSFQGPVSLPSITVVSIDSQASKP 
1 KTPOI WCOLROYSFFCHSFI V 
VPTCPVPI 1 G*DTI TKI SASI Tf 
PGLOPHL1ATHLNPOVEDTS1PS 

1 VJ 1 — * 1 1 1 J — ' 1 iV III I_/l ^ 1 V^r V L-> 1 y I J 1 I >J 

LATYHAPLTISLKPNHPYPSOC 
OYPIPOHALKGLKPVITHLLOH 

V^J 1111 1 1 / V 1^. VJ l_/ 1\ 1 Villi 1— * 1— i V^f * » 


6802 


37170 


C 


6852 


35 


346 




6803 


37171 


C 


6853 


239 


484 




6804 


37172 


A 


6854 


1 


1020 




6805 


37173 


A 


6855 


3 


131 




6806 


37174 


A 


6856 


1 


956 


MAGALPPASLPPCSL1SDCCASN 

ERSSMGIGPSEPCAGYNLLVCR 

LTKKKRJRSTNKVWDYVKRPN 

LRIIGVPEEEENSKSCENILGEIIE 

ENFPSLATDLDIQIQEAQRTPQK 

FITERSLPRY1VIRLSKVKTKERI 

LRAVRQKHQ1FLTQRLKTNTAQ 

SPQKLPGPSQTLLVTLTRE1T1VP 

GLDFNPASHIIADTTPDPHDC1S 

LIHLTFIOFPHISFFPVPHPDHTW 

Is 111 Ill 1 1 111 111 Villi lw* lit f T 

FINGSSTRPNRiiSPAKAGYAIVS 
STSIIEATTLPSSTTSQQAEFIAL 
TQALILAKGLCIN1YADSKY/AF 
HILHHHAVIWAERDTFTG 


6807 


37175 


A 


6857 


1 


1269 




6808 


37176 


A 


6858 


1 ! 


741 




6809 


37177 


B 


6859 


41 1 


1257 
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NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/54(1,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /= possible nucleotide 
deletion, \- possible nucleotide insertion) 


6810 


37178 


A 


6860 


438 


3997 


SPLPIISTPISHPAACFKKIKACY 

HLPATA WPFKAYKLSLQFPHFT 

CPKTRQG LQHNSH KNTRA LPD 

YRLRL1SQTP1PSTKQQLLSFLG 

MVSKVRILTQELGPRPIAFLSKQ 

LDLTVLTQPSCLHAAAAAALIL 

LKALK1TKYAQLTLYSSHMFQN 

1 rCCCVI IV /f I_l 1 1 C A r>\l/I 1 f~\ 1 \/Ol r* 

LroooYLMnlL^ArWLL(^LYSLr 
V Lor 1111 Vru 1 Ur INr AbHl 1 LD 1 

TPDPHDCISLIHLTFTPFPRISFFP 
VPHPNHI WT1DGSSTRPKCHSPA 

KAU Y 


6811 


37179 


A 


6861 


245 


505 




6812 


37180 


A 


6862 


346 


522 


PAPEFWVHG*NVSPLSL*SKEQ 
EDRGFISQGRSPDLSHGTKFHV 
RPCEETTKQALCEQH 


6813 


37181 


A 


6863 




879 


SGDLPWEINPPSSYTLLCEKDPP 

TTSG PQTNQPKKHXLTN FKSETK 

ETRFI RG PTTPAP VTD WEG SLPL 

VFNHSRDTSLIIHPGFRGVRPRR 

DACLGPSPLAASPTFLGKGPAA 

PRQTELGPNSSSASAPPPYNPFI 

ASPPHTWSGLQFPSMTSPPPPA 

QQFTLKKV AG A KG 1 VKDLINLT 

r rvV YINlNKKNLyrLAb 1 VKl^ 1 F 

ATSPAHKNFQTPELQQPGVPPE 

PPPRGACYKFQKSGHRAKECLQ 

DD FDDI/'DLIDir , \/r , DLJ\l/I/ PnrTiTl i 

rKJrrlvrHrlCVurn WrvoUCP I H 

I A A TDD A DPTI A APCI TnCAin 

LA A 1 rKArvj 1 LAyuoL 1 Fbyir L 


6814 


37182 


A 


6864 


143 


331 


DTSTPSLVTDHASLTISLKPNHF 
YPD*CQY PI PQHALKG LKPVITC 
LLQHGLLKPINSPYPRA 


6815 


37183 


A 


6865 


1 


783 




6816 


37184 


A 


6866 


32 


415 


WRHALKGLKPVITRLLQHGLL 

RPINSPYNSPFLLVLEPDKPYRK 

RK*1SPPNRHILASVEVLKNQVN 

SHEFERSALIHTLTSGLAPCSLH 

KMCSKLPRSFLSVGSGTGKEAR 

SKILTFRTASRHLVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun Tor peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6817 


37185 


A 


6867 


1 


1374 


MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFfWNQKRARJAKSILSQKNK 

AGGITLPDFKLYYKPTETKTAW 

YWYLNRDIDQWNRTEPSE1TPH 

TYNYLIFDKPEKNKQWGKDSL 

FNKWCWENWLAICRKLKLDPF 

FTP YTK IN S R Wl KDLN VRPETIK 

TLEENLGITIQDIGVGKDFMSKT 

PKAMATKDKTGKWDLIKLKSF 

CTAKETTI R VN RQR V A A LLN S A 

VFQNAVEVVVWPSSEVHVKFL 

FCKIISCAGQKQPIKFDGSSSLS 

GVATAMMSATIAHLKRJKACY 

RS P VTA WTFKA YKLSLQFPHFT 

CPKTGQALQ*HT*KGLKPVIAH 

LLQHGLLKPINSPYNSLILPVQK 

PDKPYRKLESFTSKAIKWHQIPS 

\PGKHLC**GS*RSP VTA WTFKA 

YKLSLOFPHFTCPKTGOALOEA 

GVIHFKGHOMASDPITOGNTYA 

NKVAKEAASVLTSVPHGOFFSF 

SSVTPTYFPTEIDFTYMPQVRKL 

KHLMV 


1 R 

Oo I o 


^71 Rfi 


A 


£R6R 
uouo 


122 


281 




£R lO 

OO I 7 


^71 R7 


A 

AY 


UOU7 


7 


2144 






"371 RR 

J / 1 oo 


A 

/A 




224 


418 


LSOWRHALKGLKSVITRLL*HG 
LLKPINSPYNSP1VPVLKPDKTY 
RKVESFTAKTIKRCOIPLL 


AR7 1 


17 ! RQ 


A 


6871 

VJO / 1 




289 




6R77 


J / 1 V w 


A 


6872 




2205 




6R?^ 

UOZ. J 


37191 

J / 171 




6873 


-j 


2082 




UOZ't 


37 1 9? 


3 


6874 


-j 


1614 




6825 


37193 


A 


6875 




2067 




6826 


37194 


A 


6876 




1152 




6827 


37195 


A 


6877 




798 




6828 


37196 


C 


6878 


488 


788 




6829 


37197 


A 


6879 


90 


765 


NTVFGLVVLPLELKLRJFRLLD 

VRSVLSLSAVCRDLFTASNDPL 

LWRFLYLRDFRGDFRNDIYSWT 

TKDFEYYINLVDKTEARFEKVD 

SDFESFTVGKMPSNSIACTEKSF 

MKGRVSQCDKKPVITRLLQHG 

LLKPINSPYNSPILPVLKPDKPY 

KL VQDLHR1NQI VLPI H PCGAQP 

HTLFCPQYLPPQLTIPVPDLKDA 

FFTIPLQPSSQ\PLFAFT*TDPDT 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
0'>/540,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
Of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. \=possible nucleotide insertion) 


6830 


37198 


A 


6880 


1824 


2286 


PRVLRPNSPRNISPiSNRIFSD*R 
CPIASEASWTITDALG/RLLQWR 

ur;[ i xi pixie PVKIQDI t D\/Ai/Dr\i/ 
nULLNrllNori (Nor lLr V^Kr L)K 

PYRLVQALLSLPQLPLFLAWTSI 
WPPTLFR1TLLNPMTVSL*ST*H 
SLHFPMFPSFLFLTLITLGLLMA 
VPLGLIATHQQRRAML 


6831 


37199 


A 


6881 


930 


1289 


LSQWTDGLLKPMNSPYNSPILP 

\/ 1 i/pnk'PVk'\*\/nni di ixii^iwi 
VL,rvrLJrvl Y K\ V^ULKLI NKJl VL 

P1HPVV\PNPYTLLSSIPPSTTHY 
SVLDLKLAFFTIPLHPSSQPFFAF 

SDSPHE 


6832 


37200 


A 


6882 


2 


196 


IHGCICFIQCKRILSNFTEVADHV 
HDQIRJL*TGIRLLTQPQPRLSCR 
HQVAQHSVCRYLCQLPLL 


6833 


37201 


A 


6883 


2 


1441 


LNQEEGESLNRP1TGSEIEAIINS 

LPTKKSPGPDGITAEFYQRYKE 

ELVPFLVKLFQSTEKEGILPNSF 

YEASIILIPKPGRDTTKJCENFRPI 

SLMMIDAKILNK1LANRJQQHIK 

KLIHNGQHINRTNDKSHIIISIDA 

EKTFGKJQQPFMLKTLNKLGID 

GTYLKIIRAIYDKPTANIILTGQ 

KLEAFPMKTGTREGCPLSPLLF 

NIVLEVLARA1RQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENP1V 

SAQNLLRLISTFSKVSGYKINVQ 

KSQAFLYTKNRQTESQILSELPF 

TIASKRJKYLGIQLTRDVKDLFK 

ENYKALLNEIKEDINKWKNIPC 

S WVG RJN 1 V KM A ILPK VI YRFN 

AIPIKLPMTFFTELEKTTLKFIW 

NQKSARIAKSILSQKNKAGGIM 

LPDFKL YYKATVTKTA WY WY 

QNIRDIDQWNTTEPSEIMLHIYN 

Y/LIFNKPEKNKKWGKDSLFNK 

WCWENWL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


6834 


37202 


A 


6884 


69 


2415 


DKTSRGTIRQQRLRFTNIRCSAA 

TAADIQANRVWRGPPANSNRP 

A A\R VLT V RRKTN KQKG H PHQ 

KPICTSPSSNTKE1QTTIREYYKH 

LYANKLENAEERDKFLN1YTLP 

RLNQKEVESLNRPITGSEIEAIIK 

SLPTKKSPGPDGFTAKFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASULIPKPGRJDTTKKENFRPI 

SLMNIDARILNrClLANLIQQHIK 

KL1HHDQVGF1PGMQGWFNICK 

SINIIQHMNRTKDKNHMI1SIDA 

EKPFDKIQQPFMLKTLNKLDID 

GTYLKJ VRAKYDKPTAN 1 1 LNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARE1RQEKEIKGIQL 

GKEEVKLSLFVDDMIIYLENPIV 

SAQNLLKLISNFSKVSGYKISVQ 

KSQAFLYTNNRQTESQTMSELP 

FTI A SKR1 KYLG 1 QLTRD V KDRF 

KENYKSLLSEIKEDTNKWKNIP 

CSWVGRINIVKMAILPKVIYRF 

NAIPIKLPMTFFTELEKTTLKFIR 

NQKRARIAKSILSQKNKAGGIT 

LLDFKLYYKATVTKTAWYWY 

QNRHVDQWNRTEPSEIMLHIY 

NYLIFEKPDINKQWGKDSLFNK 

WCWENWLAICRKLKLDPFLTS 

YTKFNSRWIKDLNVRPKTIKTLE 

ENLGNTIQDIGMGKDFMSKTPK 

AM ATKAKLDK WDLI KLKSFCT 

AK ETT1 R VN RQPTG WE K I F AT Y 


6835 


37203 


A 


6885 


1 


2358 




6836 


37204 


B 


6886 


1 


1443 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6837 


37205 


A 


6887 


452 


2913 


KMGLAREWILRFLVULQEIRS 

MRQKENKDIQDLNSALHQADL 

IDIYRTLHPKSTEYTFFSAPHCI/ 

RTYSKIDHTLGSKALLSKCKITE 

IITDSQTTVLSELRIKKLTQXNRS 

ATWKLN/MLLNDYWVHNEMK 

AEIKMFFETNENKDTTYQNLW 

DTFKAVCRGKFIALNAHKRKQ 

ERSKIDTLMSQLKELEKQEQTH 

SKVSRRPIPSSEIEAIINSLPTKKS 

PGPDGFTAEFYQRYKEELVPFL 

LKLFQSIEKEGILPNSFYEASIILI 

PKPGRDTTEKENFRPISLMN1DA 

KILNKILANRIQQHIKKLLHHDQ 

VGFIPGMQGWFNICKSINVIQHI 

NRTSDKNHTIISIDAEKAFNKIQ 

QLFMLKTLNKLGTNGMYLKIV 

R A I YD KPT AN I i LNGQKLE AFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RAIRQEKEIQG1QLGKEEVKLSL 

FADDMIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINLQKSQAFLYT 

KNRQTESQIMSELPFTTASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NE1KEDTNKWRNIPCSWVGRIN 

IVKMAILPKVTYRFNAIPIKLPM 

TFFTELEKTILKFRWNQKRAHI 

AKTILSQKNKAGGIRLPDFKLF 

YKATVTKTARYWYENRDIDQ 

WNRTEPLEIMPHIYNHLIFDKPD 

KNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTSYTKINSRWI 


6838 


37206 


A 


6888 


1 


1677 
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SEO H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6839 


37207 


A* 


6889 


2 

f 

V 


2400 

Si 


SMRQKENKDJQDLNSALHQAD 

L1D1YRTLHPKSTEYTFFSAPHCI 

/RTYSKIDHTLGSKALLSKCKIT 

E 1 1 TDSQTTVL S E L R I KKLTQXN R 

SATWKLN/MLLNDYWVHNEM 

KAE1 KM FFETNENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRX 

QERSKIDTLMSQLKELEKQEQT 

HSKVSRRPIPSSEIEAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEASII 

LIPKPGRDTTEKJENFRP1SLMNI 

DAK1LNK1LANRJQQHIKKLLHH 

DQVGFIPGMQGWFN1CKS1NV1 

QHINRTSDKNHT1IS1DAEKAFN 

KIQQLFMLKTLNKLGTNGMYL 

KI VRAI YDKPTAN 1 1 LNGQKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIQGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLISNFSKVSGYKINLQKSQA 

FLYTNNRQTESQIMSELPFTTAS 

KR1KYLG1QLTRDVKDLFKENY 

KPLLNEIKEDTNKWRNIPCSWV 

GRINIVKMAILPKVTYRFNA1PI 

KLPMTFFTELEKT1LKFRWNQK 

RAHIAKTILSQKNKAGGIRLPDF 

KLF YKAT VTKT A RYWY EN RD1 

DQWNRTEPLEIMPHIYNHLIFD 

KPDKNKQWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTSYTKIN 

SRWIEDLNVRPKTIETLEENLG 


6840 


37208 


A 


6890 


1 


1515 




6841 


37209 


A 


6891 




1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6842 


37210 


A 


6892 


150 


1920 


NYQCREVLKGPDGAENHGTRT 

T*RMHK\LSSQFSQLEERVSGM 

EDQTN ETKDTHRLKIKGWRKIY 

QANGKQKKAEAAILVLDKTDF 

KPTKIKGDKQGHYIMVKGS1QQ 

GQLTILNIYAPNTGASRLIKQVL 

RDLQRDLDSHTIIMGDFNTRLS 

TLDRSTRQRLNKDIQELNSALH 

QVDLIDIYRILHTKSTEYTFFSA 

PHHTYSKIDHTVGSKALLSKGK 

RTEIITNRLSDHSAIKLELRJKEL 

TQNRSTTWKLNN LLLNDY WNL 

WDTFKAVCRGKFIALNIQKRK 

QERSKIDTLTSQFKELEKQEQT 

HSKASRRQEITKIRAELKERETQ 

KSLQKISESRSWFFEKINN1DTP 

LARLIKKKREKNQ1DTIKNDKG 

DITTDPTEIQTTIRQYYKHLYAN 

KQENLEEMN K FLDTYTLPRLN 

WEEAESLNRP1TGSEFEA11NSLP 

IKKSPGPDGFTAKFYQSYKEEL 

VPFLLKLFQSIEKEG1LPNSFYE 

AoJlLlrlVrUlvL' I I MVUiNrKrloL 

MN1DAK1LNKILANKIQQHSKK 
LIHHNQVGFiPGMQGWFNTCKS 
1NIIQHINRTKDKNHMIISIDAEK 
AFDKIQQPSC 


6843 


37211 


A 


6893 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6844 


37212 


A | 


6894 


2 


1880 


APNTGAPRFIKQVLSDLQRDLD 

SHTIIMGDFNTPLSTLDRSMRQ 

KVNKDIQELNSALHQADLIDIY 

RTLHPKSTEYTFFSATHHTYSKI 

DHIVGSKALLSKCKRTEI1TNCL 

SDHSAIKLELRJKKLTENRSTTW 

KLNNLLLNDYWVHNEMKAEIK 

MVFETNDTLPRLNQEEVESLNR 

PKTGSEIEAIINSLPTKKSPGPDG 

FTAEFYQRYKEELVPFLLKLFQ 

S1EKER1LPNSFYEASIILIPKPGR 

DTTKK/EEN FRPISLMNIDAKIL 

NKILANRIQQHIKKLIHHDQLGF 

IPGMQGWFN1CKSMNVIQHINS 

PKDKNHMIISVDAEKAFDKIQQ 

PFMLKTLNKJLGIDGTYLKIIRAI 

YDKPTAS1ILNGQKLEAFTLKTG 

TRQGCPLSPLLFNIVLEVLARAI 

RQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIISAQNLLKLIGN 

FSKVSGYTINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDFFKENYKPLLNE 

IKEDKNKWKNIPCSWVGRrNIV 

KMAIPPKVIYRFNAIPIKLPMTF 

1 \ 1 ▼ I I \ I % \ \ X. Til 1X1 I "fill HVi^i 1*1 a. 1 

FGMIFLSQKYGHVTLLFRi^LQW 
LLNVARNNNKVFYK1YKVGHK 
LSSAYVLCLTCSHFSVSFL 


6845 


37213 


B 


6895 


13 


1506 




6846 


37214 


A 


6896 


1 


6635 


MTPESRDTTDLSPGGTQEMEGI 

VIVKVEEEDEEDHFQKERNKVE 

SSPQVLSRSTTMNERALLSSYL 

VAYRVAKEKMAHTAAEKIILP 

ACMDMVRTIFDDKSADKLRTIP 

LSDNT1SRJUCTIAKHLEAMLIT 

RLQSGIDFAIQLDESTDI A SC PTL 

LVYVRYIPLKLRLGGLLQPEKPI 

VLKVESRDGTIQYNSQQHINLS 

AAWLKTAVQGREAPGKQPSKQ 

QHSAKRKTHRTQLKKESGDGP 

HPKFGGGNLASP 


6847 


37215 


B 


6897 


1 


3045 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6848 


37216 


A 


6898 


1 


2764 


MARELHDKCTSFSSRFDQLEES 

LSAMEDQMNEMMREEKFREK 

RRKRNEQSLQEIWDYVKRPNL 

HLIGVPESDRENGPKLENTLQDl 

1QENFPNLARQGNIQ1QEIQRMP 

QRYSSRRATPRHI1VRFTKVEM 

KEKMLRAAREKEIQTTIREYYK 

HFVAXIFI P1M1 FFMPlkf PPFTVTI 
iir i AiNCLciNLcciviurvrrc I til, 

PR! TsjnFFVF'sl MRPITHQAIPAIl 

>J^I PTkT^^PfiPnr.FTAFPVnRV 
in OLr i i\.i\oruru\jr I /\c,r i v^rv y 

KFF1 VPFI I kf T FO^TFk'Fr;!! PXFQ 

FHEASIIL1P 


6849 


37217 


B 


6899 


1 


3549 




6850 


37218 


A 


6900 


387 


541 




6851 


37219 


A 


6901 


1 


545 




6852 


37220 


A 


6902 


71 


370 


RRPICVRP^ARriVI RYAvrvrv 
ivrvv^is. v ivrortixu v i_,rv I /A v \^ V w V 

r vr vyppvh vrTr v r mpi r^vr* 

V— v v i r vnvviV/V rvivi v_L-v_-- v v_/ 

i npnpr.r.npn a v a i ur a aai 

U/PXIR 1 KT I Mk^OPVARV 


6853 


37221 


A 


6904 


1 


738 




6854 


37222 


A 


6905 


1 


567 




6855 


37223 


A 


6906 


1 


1416 




6856 


37224 


A 


6907 


3 


1267 




6857 


37225 


A 


6908 


1 


552 


NALPGRKSRVFSGCVSADTWK 
PPSSAKVTETKGASPAFLRAGQ 
PRLVPGETLEKSLGPGKDPQVE 
PQHPVHLPGISSEGFPWDGFNE 
OTPkrn\i ptsjr nrjr; a w\/i r,vi?A 

flPAPPFI I HFFR FI^QTvIRQFI VI 

DLHPDHSLTEQDDRTPGRLQA 
VWPPPKTKDTEEKVGLKYTEA 
EYQAA1LHLKRE 


6858 


37226 


A 


6909 


1 


561 




6859 


37227 


A 


6910 


219 


1343 


RRLCHTQPTLGMRERSELVNV 

CVHSVFSLPSVQAMQEKDEAK 

AETIQALYHQTLEALQTLLKAL 

F1EDPTPAGLKSILEALGPWMNS 

GKAHERARAVNTNVSVLNHM 

LLTLPFFMPLGFPALGLLLGRLI 

LHIGDPDEEIGCEALDGIIILYT1 

LELQKRA RDKEETNKKEL YES 

NKHFLGPYNPVSPCQNJLRV1EE 

FGDFLGPQQIKDLLLAALEGLK 

GSSEAPGKDSREMMQLASEVM 

LSSVLEWYRHRALEVIPEIMQGI 

YMOLSHIOEPRAROVALLPVSL 

LASSFMTEVVVALLMCPLPLNR 

QPAACASSCPSTAAWAV*GAST 

LSCSWPCSFRSITTSASTCLAAW 

LLPRTPRRVHSPLPSYLCAGW 
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SEQ1D 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6860 


37228 


A 


691 1 


-> 


730 




6861 


37229 


A 


6912 


2 


1218 


ERKCMQGKYAGAMESEPCVCT 

EADFDCDYGYERHSNGQCLPA 

FWFNPSSLSKDCSLGQSYLNST 

GYRKVVSNNCTDGVREQYTAK 

PQKCPGKAPRGLRWVTADGKL 

TA\EQG HlSfVTLMVQLEEGDVQ 

RTLIQVDFGDGIAVSYVNLSSM 

EDG1KHVYQNVGIFRVTVQALV 

RLPPHISQCDEVFRFFEARPEDV 

NPPKDQALLLGELGPAVELCLK 

EERFADAIILAQAGGTDLLKQT 

QERYLAKKKTKISSLLACVVQK 

NWKDVVCTCSLKNWREALAL 

LLTYSGTEKFPELCDMLGTRME 

OFCiSRA! TSFARI fYVrSfiSVF 

Rl VFfWAKCHOALSPMALOD 

MHVISTDENQVFAAVQEWNQN 

DTYNLY1SDTRGVYFTLALENV 

QSSRGPEGNIMIDLYEVTI 


6862 


37230 


A 


6913 


1 


1659 




AQA1 

OooJ 


1T0 1 1 
-J / Z J 1 


A 

A 


oy 1 ^ 




R7J. 
oz*+ 


KPRI FNYVKNAFASGADA1NW 
KKGY/I VMFnFMTsIFMKRFGKF 

Pv rVVJ I / L* V 1V1 L/ 1 V 1 1 N CI VI l\JvUi\J rv 1 

REKRIKRNEQSLQEIWDYVKDQ 
IYVRLVYLKVTGRMEPSWKTL 
PRII ^RRTSPI 


0504 


J /ZJZ 


A 
r\ 


£Q 1 ^ 
07 1 j 


1 
i 


7J7 




OoOD 




A 


07 1 O 






OVFSOLEGRIALGKFORPSSLPT 
GKWTQRCWWGAQWE*D*LFG 
LHGWWVRPVIAGFP 


6866 


37234 


A 


6917 


32 


171 




050 / 


mi < 


A 
r\ 


D!7 1 O 


704 


4U 1 




££££ 
OoOO 


J / Z JO 


A 
r\ 








I IPCPATVNTMVSD1MGMYMKE 
CSASL1TREMOIRTTIMRHHLTS 
IGTEMIRK/SKNNECWSGRECQ 
TVGAGQCVRAPCASRSRARH 


oooy 


-27-7-27 

J /zj / 


A 
/A 




7 

Am 


393 




6870 


37238 


B 


6921 


87 


633 




6871 


37239 


A 


6922 


78 


260 


TQYLRWKCRNHRLLRRSCWEL 
♦TRAVPIRPSWLQNRYQGTSRF 
CVCFEESSGTPSTQLE1 


6872 


37240 


A 


6923 


1 


369 


FVLHEKCLGPFIWTGNTNVEM 

VKKICAPT*TKHVVW*LES*M 

WEEPRWPN\GICAPVYSSQREQR 

RRRVISAFPSEGVLPSTFKNKKF 

TVKQPQVGRSVGIPEEGIVIIGD 

GQLQGCLLPLKTF 


6873 


37241 


A 


6924 


-» 


201 


LKEMQINTTMRY HS\TPSRTS*\I 
KKTDNNKFWMRMTEKLETSY 
CWWECETMQPRWKVSLQYLL 
PLI 
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SEQ 10 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,2 1 7 


cod on for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






6874 


37242 


A 


6925 


| 


2064 




6875 


37243 


A 


6926 


95 


752 




6876 


37244 


A 


6927 


2237 


5072 


R AK^PANIIMTG^N^HITII Tl M 














VNGLNSPIKRHRLASWIKSQDP 














SVCCIOETHLMCRDTHRLK1KG 

<J V V— ' 1 jI 1 1. I ▼ | 1 V 1_X 1 I Uv !_/ 1 1 IX. V_J 














WRK1YOANGKOK1CAGVAILVS 














DKTDFKPTKIKRDKEGHYMMV 














Kn^lOOFFI Til NMYAPlsJTHAP 

rv vj 0 1 v< V«j CLL 1 1 1— > IN IV1 I rt TIN 1 VJ r\ r 














RFIKOV1 SDI ORDI n^HTT IMfi 
i\i ii\.v^ v Lj o \-J i— i vy rv lv Lj o n j l< i ivivj 














DFNTPLSTLDRSTROK VN K DTO 














ELNSAl HOADI IDIYRTI HPK^T 














EYTFFSAPHHSYSKIDHII G<sFA 














LLSKCKRTFI1TNYI SDHSAIKI 














ELRI KN LTOSR 


6877 


37245 


A 


6928 


3 


33 1 




6878 

VJO 1 o 


37246 


A 


6929 


164 






6879 


37247 


A 


6930 


2 


531 


RPRVRF1 Vfifi'sAlOAl kTFWIMTT 














GKLRJNH*KRCGSTOHHGSKYA 














TDKFFRPD\APPI OPOPPOTONPi 

1 I—* IV. L L-j I VJ L/ \/A V_. 1 1_< v<* I V,/ 1 j N^l V<f IN VJ 














PrvfNGrFKDSSSTnSANFkTPAI T 














PREKKISILFFPSKAI RGVTGPNl 

1 IVLiI\IV.IiJlt>Ul-/J O IV /V L_< I VVJ V J VJIINI 














FKSAKDLORCTVSI TRYRVMIK 

i— > kj/T. ivj-v j_< v< iv v»- i v jl i iv i rv v ivi i rv 














EE V DSS V KKI TA A F A E LH IMC I1D 
















6880 


37248 


A 


6931 


I 


456 


ISILEEPSKALRGWTFGNR1 1 O 

lOlbLLI O IVTl L/ 1VVJ \ V 1 1_*VJ I N Iv 1— < \-i V< 














V^rVL.oLi_JVJ IN r rv i 1 il vJ 1 1 LiVoL/UL 














vvortcyrv^i>iroi\.rivni\ i or v i\o 














NTPAAFTI FIKPDFT AKKRflPrNJI 














FK^VKDl ORrTVvl TR YR Vlv/ITfC 
L>iv j v rv_j-^L< iv v^ i v jLi i rv i rv v lviirv 














f.P V <s V I K A A C A F FP 1 C II D 














Ic'FV^I MAFMXDIv'Vk'PiRk'PW 
rvc v ol«ivi /-\ oivi \L/rv v rv vJ rvrvi w 


6881 


37249 


A 


6932 


333 


964 




6882 


37250 


A 


6933 


240 


691 




6883 


37251 


A 


6934 




2076 




6884 


37252 


A 


6935 


14 


485 


RRSLESVLSRKLNPF*KATGTSR 














SESAVWAUDAVSSPQKRLLDSE 














FIDPLMNKKAR1SHLTNRVPPTL 

■ IIj*! L/l»IillVJVni\.lkJI I IhV 1 1 ™ IV Till M—i 














NGHLNPTSEKSAAGLPLPPAAA 














AIPTPPPLPSTYLPISHPPOIADS 














HSPAAPVOGIOPFLTADOYW1 F 














NRYPSOHLSRVTASRARHOT 


6885 


37253 


A 


6936 


1 


643 




6886 


37254 


B 


6937 


1 


408 




6887 


37255 


A 


6938 


2 


197 




6888 


37256 


A 


6939 


103 


298 


CLWLFQEEEEEEEEEEEED*EEE 














EEE/EEEEEEEEEEEEEEEEEEEE 














EEEEEEEEEEEEEEEEEEEEEEKI 














FLGHRVGI 


6889 


37257 


A 


6940 


1 17 


257 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=5top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6890 


37258 


A 


6941 


46 


219 


LKECNC1 VCNSKNKCLKG*KKK 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEGRRG RG RG RRR 
RRRRRRKKK 


6891 


37259 


A 


6942 


1 


1314 


MVSRIWSWISEAQCPLCRPSGT 

YGPGEAALLLWLCIEAAAAAA 

A A RSTTTPI 1 TN H QSNTI A EQN P 

PRHENG DPKTY 1 1 H V L A EQ VLE 

RLPHGVALRHDPLAPVVSRAG 

GVGHQRCAADDALQPLLQGRP 

EPGLAERHGVQDNL1LKVSHTH 

TQKSAEKRAVSDPSSTVHRPQP 

LPPSTVHQSTIPSNPDSSSAYCL 

PSTRHGFSSYTDSFVPPSGPSNP 

MNPTIGNGLSPQRVHYQHLPTH 

AGGKRNAALEYGVPRKYYHM 

LKITASDYEKTKPFQVGDKVM 

GSGWRKVGMQT*FL*LKKEEE 

EEREEEEXEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEENSLSLTE 


6892 


37260 


A 


6943 


1 


160 




6893 


37261 


A 


6944 


1 


306 




6894 


37262 


A 


6945 


1 


933 


M WL A RELEESL A VS LQG EPG L 

LAGAGRLQGSPFSHPMEPGRQS 

ETLSQKKKKKEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEGEEEEGEEEE 

DQLDTMXFGTHQQTSPTQRS A R 

RRPCSVQGPRS*SPFSHPMEPGR 

QSETLSQKKKKKEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEGEEEEGEE 

EEDQLDTMLWDSSTNLTNTAL 

SKEKTMFSSRAKIVKPNGEKPD 

EFESG I SQA LLELEMNLDLK A Q 

LWELNITAAKE1EVGGGRKAIII 

FVPVPQLKSFQKTQVQLRRILP 

KPTQKSCTNNKQKLPRSCTLTA 

VHDAILEDLVFPSEIVGKRIHVK 

LDGSHLIKIHLDEAQQNNVEHK 

VEPFSGVYKKLMGKDVNFEFP 


6895 


37263 


A 


6946 


1 


1365 




6896 


37264 


A 


6947 


416 


610 


EFKKPVLEGGA*RGEGGSPCV 
WSFFDPVHFNYQAGLFRVALP 
GEQCRTGRLVARVYTGISGASF 


6897 


37265 


A 


6948 


1 


846 
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SEQ II> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


6898 


37266 


A 


6949 


-* 
J 


620 


HVTLL1VVTQSHLVIHNLFEGMI 
WFIVPISCVICNDIMA YMFGFFF 
GRTPL1KLSPKKTWEGFIGGFFA 
TVGFGLLLSYVMSGYRCFVCP 
VEYTsINDTNSFTVDCEPSDLFRL 
OEYTsIIPGVIOSA\IGW\KTVRMY 
P\FOIHSIA\LSTFASI 1GPFGGFF 
ASGFKRAFKIfCDFANTlPGHGGI 

aovji rvivrvi rvirvL'i aii i irvjn\JVJl 

MDRFDCOYLMATFVNVYIACV 
LRPL 


6899 


37267 


A 


6950 


50 


554 




6900 


37268 


B 


6951 


446 


625 




6901 


37269 


A 


6952 


1 


2149 




6902 


37270 


A 


6953 


1 


1704 




6903 


37271 


A 


6954 


1 


1853 




6904 


37272 


A 


6955 


1 


1305 


MVKGSIPQEELT1LNIYALNTGA 

PRFIKQVLRDLQRDLDSHTIIMG 

DFNTPLSTSDRSTRQKVNKDIQ 

ELNSALHQAD1IDIYRTLHPKST 

EYTFFSAPHHTYSKIDHIVGSKA 

LLSKCQR1E1ITNCLSDYSAIKLE 

LRJQKLTQNCSTIWKLNNLLLN 

DYWVHKEMKAEIKMFFETNEN 

KDTTYHHLWDTFKAVCRGKFI 

ALNAHKRKQERFEMDTLTSQL 

KELKKQEQTHSKASRRQEITK1 

RAERKEIETQKTLQKINESGSW 

FVEKINK1DRPLARLIKKKREKN 

Ql DA IKNDKG V ITTDPTE1QTTI R 

EYYKHLYANKLENLEEMDKFL 

DTYTslLRRLNQGEVESLNRPITG 

SErEAIINSLP/TKKSPGPNGFTA 

KF*QEELTILNIYALNTGAPRFI 

KQVLRDLQRDLDSHTIIMGDFN 

TPLSTSDRSTRQKVNKD1QELN 

SALHQADIID1YRTLHPKSTEYT 

FFSAPHHTYSKIDHJVGSKALLS 

KCQRIEIITNCLSDYSAIKLELRI 

QKLTQNCSTIWKLNNLLLNDY 

WVHKEMKAE1KMFFETNENKD 

TTYHHLWDTFKAVCRGKFIAL 

NAHKRKQERFEMDTLTSQLKE 

LKKQEQTHSKASRRQEITK1RA 

ERKEIETQKTLQKrNESGSWFV 

EK1NKIDRPLARLIKKKREKNQI 

DAIKN DKGV1TTDPTEIQTTIRE 

YYKHLYANKLENLEEMDKFLD 


6905 


37273 


A 


6956 


1 


1926 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


6906 


37274 


A 


6957 


2 


1025 


WRR1 YQANGK* KNK/QKKAG V 

VILVSDKTDFKPTKIKRDKEGH 

YIMVKGS1QQEELTVLNIYAP1M 

TGAPRFMKQVLRDLQRDLDPH 

TTIMGDFNTPLSTLDRSARQKV 

N1CDIQELNSALHQADLFNIYRIL 

HPKSTEYTFISAPHRTYSKIDH1 

VGR1CALLRKYKRTEIIJDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LNNLLLNDY Wl HNKTKAEIKM 

CFETSENKDTTYQNLWDTCKA 

VCREFCFIALNAHKRKOERSKID 

TLTSOLKE/LEKOEOTHSKASRR 

\NLEEMDKYLDTYTLPRLNQEE 

FES LNRPITGSE I E A 1 1NSLPTKKS 

SG PDG FTAKF YQ 


6907 


37275 


A 


6958 


1 


1661 




6908 


37276 


A 


6959 


2 


1632 


WRKIYQANGK/HKKAGVAIRV 

SDKTDFKPTKIKRDKEGHYLM 

VKGSIQQEELTILNIYATNTGAP 

GFIKQVLSDLQRDLDSHTI1MED 

FN TPL STLD I S M RQK VN KDTQE 

LNSALHQEDLIDIYRTLHPKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRI KN LTQSRSTT WKLNNLLLN 

DYWVHKEMKADIKMFFETNES 

KDTTYQNLWDAFKAEELESLN 

RPITASE1VA1INSLPSKKSPGPD 

GFTAKFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFDEASIILIPKLG 

RDTTKKENFRPISLMNIDAK1LN 

KILANQIQQH1KJCLIHHDQVGFI 

PGMQGWFNIHKSINVIQHINRT 

KDKNHMIIS1DAEKAFDKIQQSF 

MLKTRNKLGIDGTYLKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKG IQLGK ED VKLSLF ADD 

MIVYLENPIVSAPNPLKLISNFS 

KVSGYKrNVQKSQAFLYTNTNR 


6909 


37277 


A 


6960 


1 


2169 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6910 


37278 


A 


6961 


2 


1255 


EGKFRENR1KRNEQSLQEIWDY 

VKRTNLRLIGVPESDWENGTKL 

ENTLQDJ1QENFPNLAR*AKIQRI 

RSQDPSTHLTSRDTHRLK1KGW 

RK1YQANGKQKKAAVTILVSD 

KTNFKPTKIKRDNEGHYIMVKG 

SNQQEELTILNIYAPNTGAPRFI 

KQVLRDLQRDLDSHTIITGDINI 

PLSTLDRSTKQKVNKDTQELNS 

ALHQVDLIDIYRTLHPKSIEYTF 

FSAPHHTYSKVDHILGSKALLS 

KCERIEIITNCLSDHSAIKLELR1 

KNLTQNHSITWKLNNLFLNDY 

WVHNEMKAEIKMFFETSENKD 

TTYQNLWDAFKAVCRGKFIAL 

NAHKRKQERSKIYTLTSQLKEL 

EKQEQTHSKASRRQEIIKIRAEL 

KE1ETQKTLQKLNESISHQLEW 

QSLKSQKTTGAGEDVEK 


6911 


37279 


A 


6962 


1 


1122 




6912 


37280 


A 


6963 


551 


1536 


EILSPPGLPYKSS*KKH*TWKGT 

TGTSCC/INHAKIVTHRLKIKGW 

RKIYQANGKQKKAGVANLVSD 

KTDFKPTKIKRDKEGHYIMVKG 

SIQQEELTTLNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTLIMGDFN 

TPLLTLDRSTRQKVNKDTQELN 

SALHQADL1DIYRTLHPKSTEYT 

FFSAPHHIYSKTDHILGSICALLS 

KCKRTEIITNYLSDHSAIKLELR1 

KN LTKN RSTT WKLNNLLLN D Y 

WVHNEMKAEMKMFFETNENK 

DTTYQNLWDTFKAMCRGKFIA 

VNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRRQEITKJ 


6913 


37281 


B 


6964 


28 


1209 




6914 


37282 


A 


6965 


1 


1284 




6915 


37283 


B 


6966 


1 


1056 




6916 


37284 


B 


6967 


124 


963 




6917 


37285 


A 


6968 


3 


1162 




6918 


37286 


A 


6969 


1 


1364 




6919 


37287 


A 


6970 


1 


1003 




6920 


37288 


B 


6971 


1 


1129 
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SEO n> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6921 


37289 


A 


6972 


1 


1917 


MVKGSIQQEELTILNTYAAHTG 

APRL1KQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVMKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LN D Y WVHN EM KAEIKMFFETN 

EN K DTT Y H N L WDTFKA VCRG K 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRLLARL1KKKREKNQI 

DA 1 KN DKG DITTDPTEIQTT1 RE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAlINSLPTKrCSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KRIQQHIKKL1HHDQVGF1PGM 

QG WFNIRKSINVIQHINRAKDK 

NHMI1SIDAEKAFDKIQQPFMLK 

TLNKLVGIKYLGIHLTRDVKDLF 

KENYKPLLKE1KEDTNKWKNIP 

CSWVGRINIVKMAILPKMCL*R 

RWTPLCLLTAAASLNRE*ERJLV 

QPLLWRQMYCGPRHCRQVPQH 

RRLNWSPSLRLS 


6922 


37290 


A 


6973 


! 


2673 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiM 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


6923 


37291 


A 


6974 


261 


2667 


TWCSGRYMVGCR/DWHLLLV/ 

KGLRKLTIVAEGEGGAGMSLG 

ESGNKIKRDKEGHY1M VNGS1Q 

QEELTILNIYAPNTGAPRFIKQV 

LRDLQRDLDSHTI 1 M RDFNTPLS 

ALERSTREKVNKDIQELNSALH 

QADLVDIYRTLHPKSTEYTFFS 

APHRTYSNIDHIVGSKALLSNC 

KRTEIITKCLSDHSTIKLELRIKK 

LTQNRSTTWKLNNLLLNDYWV 

HM EMKAEIKM FFETIEN KDTTY 

QNLWDTFKAECRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKET 

ETQKTLQKINESRSWFFERJNKI 

DRPLARLIKKKREKNLIDA1KN 

DKGDITTDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIVAHN 

SLPTKKSPGPDGFTAEFYQRHT 

VSILISYCQGGSLMSQVYWNQQ 

EKPPSSSNAPPGLSVNKAQHRH 

VCCRGEMLKRVQVHYVRAGES 

DSASFHCVAQGPRAFGKPLILS 

KENHLLTVTAIAKLNHKLCEIK 

SMGVFINTEPLYDSCLEQKHAL 

FASPPATTHSTTM1SKAKVIPML 

SLTPGSFQTVESSLAPSAGKFQG 

TETSSLKTLFNLCCPKLPSPSPA 

HLGGLPGGSQERPSRQYLYESA 

RTTVLLGLGCPLKQIQLRSQHS 

SPLEYLESLPKKDRKKREKIQIN 



803 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide .sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6924 


37292 


A 


6975 


1 


1687 


MLKGSIQQEELTVLNIYAPNTG 

APRCIKQVLSDVQRDLDSNTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTE1ITNSLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETKENKDTTYQNLWDAFKAVC 

RG KFI ALN A YKRKQERSKI DTL 

TSQLKELEKQEQTHSKEIQTTIR 

EYYKHLYTNKLENLEEMDKFL 

DTYTLPRLNQEE VESLN RP1TG S 

EIVAIINSLPTKKSPGPDGFTAEF 

YQRYKEEMHIN RAKDKN H M 1 1 S 

IDAEKAFDKIQQPFMLKTLNKL 

G I DGTYFK1 IRA I YDKPTVN 1 1 LN 

GQKLEAFPLKTGTRQGCPLSPL 

LFNIVLEVLARAIRQEKEJKG1Q 

LGKEEVKLSXLFADDMIVYVEN 

PLPSQPQNLL*GWLSNFSK/MSS 

G YKIN VQKSQA FLYTNN RQTES 

QIMSELPFTIASKRIKYLGIQFTR 

DVKDLFKENYKPLLN EI KEDTN 

KWKNIPCSWVGR1NIVK\MAILP 


6925 


37293 


B 


6976 


1 


2431 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6926 


37294 


A 


6977 


1 


1921 


MGESVQSLLTLAQKRSMMIQV 

A VAPRTPTLLLKLYKEKASKTQ 

LKKVNLVVQDGQSLESIEVHD 

HEPADTYKLLSLVKEPAEEIPR 

VIQNVFGHRSKKENLKDSYGLR 

QSSTMVATTWNNVSLMQHHSL 

RRPNRHLTASYPHFHFQEIPVNF 

FHSGRDSESFGWNQHIKKDKE 

GHHIMVKGSIQQEELTMLNIYA 

PNTGAPRFINQVLSDIERDLDSH 

Kl I MG DFNTPLSTLDRSTRQK V 

NKDTQELNSALHQADLTDIYRT 

LHPKSTEYTLFSAPHHTYSKIDH 

IVGSKALLSKW^KRTEIITNCLSD 

PRAIKLELRIKKLTQNRSSIWKL 

NNVLLNDYWVHNEMKAEIKIF 

FETTvfENKDTSCQNLWDTFKAV 

CRGKFIALNAHRRKQERSK1DT 

LTSQLKELEKQERTHSKASRRQ 

E I TK I RAEM KE I ETQKVTLQKJN E 

SRSWFFEKINKIDRPLARLIKKK 

REKNQ1DA1KNNKGDITTDPTEI 

ETTIREYYKHLYTNKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEVVAIINSLPTKKSPGPDG 

FTAEFHQRYKEKLISELLPMPN 

HTALKKQTQDLSDCKAMFLYY 

QSVSVQTAIINYHRLRGLNNRN 

LFLTVLEYSSLRSGCEHSRVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


6927 


37295 


A 


6978 


1 


1848 


MSLTKMLICAALLGLFCMLLGL 

RWQVAELIGMTLALSSTA1AM 

QAMNERNLMVTQMGRSAFAV 

LLFQDIAAIPLVAMIPLLATSSA 

STTMGAFALSALKVAGALVLV 

VLLGRYVTRPALRFVARSGLRE 

VFSAVALFLVFGFGLLLEEVGL 

SMAMG A FLAG VLLASSEYRH A 

LESD1EPFKGLLLGAVFTPRVVV 

N I YSSELRTAKN YQANGKQKK 

PGVAILVSDKTAF/KPTE1KRDK 

EGHYUMVKGSIQQEELTILNIY 

APNTGAPRFIKQVLSDLQRDLD 

SHTLMMG DFNTPLSTLDVRSTR 

QKVNKDTQELNSALHQADLIDI 

YRJLHPKSTEYTFFSAPHHTYSK 

IDHIVGSKALLSKCKRTE1ITNY 

LSDHSAIKLELRIKNLTQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

I K M FFETN EN KDM T YQN L WDT 

FKAVCRGKFIALNAHKRKQERS 

KI DTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQrCAIQ 

KFNESRSWGPPGNCQQNYRMSE 

SGEKSAPEGQAQHAGPTEGKV 

PTFLYVGKEKFPPSYLLTRKSSH 

LPTCGDPICGEKCWRVPTTSGQ 

GNKADQWGGVGIGDTDHDSA 


6928 


37296 


A 


6979 


1 


2235 




6929 


37297 


A 


6980 


1 


2955 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6930 


37298 


A 


6981 


"» 


2156 


KSLKDLMELKIMAQELCDEWT 

SLSSRCNQLEERVSVMEDEMN 

EMKDKHRPKIKEWRKIYQANG 

QQKKTRVANLVSDKTEFKPTKI 

KRDKEGHY1MVKGSIQQEELTI 

VNIYAPNTGAPRFIKKVLSDLQ 

RALDSHTIIMGDFNTPLSTLDRS 

TRQKVNKDIQELNSALHQADLI 

DIYRTLHPKSTEYTFFSAPHYTY 

PKIDHIVGSKALLSKCKRTEUT 

N C LS\DH S A I KLELKIKX LTQNL 

STT WK LNN LLLKD Y WVH KEM 

KAEIKMFFETNKNKDTTYQNF 

WDTFKAVCRGKFIALNAHKRK 

QEGFKIDTLTLQLKELEKQEQT 

HSKASRRINKJDRPLARL1KKKR 

EKNQIDTIKNDKGD1TTDPTEIQ 

TT1REYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITG A El V AIINSLPTKKSPGPDG 

FTAKFYQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASIILIPKPGR 

DITKKENFRPISLMNIDAEILNKI 

LASQMQQHIKKLIYHNQVGFIH 

GMQGWFN1HKS\INVIQHINRTK 

DKNHTIISLDAEKAFDKIQQPF 

MLKLKTLNKLG1DGMYLKIIRA 

GTRQGCPLSPLLFNIVLEVLAR 
AVRKEKEIKRTQ1GREEIKLSLF 
ADDMIVYLENPIVSAQNLLKLIS 
NFTKVSG Y KIN VKKSQ AFL YN 


6931 


37299 


A 


6982 


3721 


8717 


MLPIKRHRLANWIK\SQDP\SVC 

C IEETAHLTCRDA H RHKJ KG WR 

KIYQANGKQNKTKQQKKQGLQ 

ILVSDKRDFKPTK1KRDKEGHYI 

MVKGPIQQVEELTILNIYAP\NTG 

APRFIKQVLSDLQRDLDSHTLIN 

MG D\FNTPLSTL DRSM RQK VNK 

DTQELNSALHQADL1DIYRTLH 

PKSTE YTFFSAP\HHTYSKI DH 1 L 

GSKALLSKCKRTEIIT\NYLSD\H 

SA\IKLKLRJKNLTQNHSTT\WK 

LNNL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6932 


37300 


A 


6983 


599 


1074 


NPRAWEKQQPPTSPQEFCLVCF 

VVHLQKSTREALNNKNIKPLLS 

TFSQVPG/SINHSSCENVLA1ISL 

AIGGVTEG1CTASTPFVLLGDVL 

DCLPLDQCDTI FTF VEKNVATW 

KSGTASLPAAFMAGVEHLWLF 

QVNGANCQWIYPSGVWRTVAL 

FSQLH 


6933 


37301 


A 


6984 


1 


312 




6934 


37302 


A 


6985 


2 


484 


QSRALLWPMLVDVIQPKPWKA 

PGSLGLPSCISAITVQSSPGLRLC 

SCGQGPR VNTPGTKL PQPN RP V 

SLSFSQMKLLTSSHWKSFMCPA 

*INPAQSSPGPWP*PQLSGCPAF 

QFLSFG*KSLLSSGNTASSSPLW 

FLCWCFLNLVLQAKLPDGFRPA 

HRV 


6935 


37303 


A 


6986 


234 


405 


ELKICSCDPITVRYNADDSTVSL 
SFSQMK.LLTSSH WKSFHCPA* I 
NPAQSSPGPWP 


6936 


37304 


A 


6987 


1 


2021 


PTRPAAAQWRARAAEKMSPTP 

PLFSLPEARTRFTKSTRE A LNN K 

NIKPLLSTFSQVPGSENEKKCTL 

DQAFRGILEEEIINHSSCENVLAI 

USLAMGEVTEGICTASTHFVLL 

GDVLDCLPLDQCDTIFTFVEKN 

VATWKSNTFYSAGKNYLLRMC 

NDLLRRLSKSQNTVFCGRJQLF 

LARLFPLSEKSGLNLQSQFNLE 

NVTVFNTNEQESTLGQKHTED 

REEGMDVEEGEMGDEEAPTTC 

SIPIDYNLYRKFWSLQDYFRNP 

VQCYEKISWKTFLKYSEEVLAV 

FKSYKLDDTQASRKKMEELKT 

GGEHVYFAKFLTSEKLMDLQL 

SDSNFRRHILLQYLILFQYLKGQ 

VKFKSSNYVLTDEQSLWIEDTT 

KSVYQLLSENPPDGERFSKMVE 

HILNTEENWNSWKNEGCPSFV 

KERTSDTKPTRIIRKRTAPEDFL 

G KG PTKK I LTGN E E LT R L WN LC 

PDNMEACKSETREHMPTLEEFF 

EEAIEQADPENMAENEYKAMN 

NSNYGWRALKLLARRSPHFFQP 

TNQQFKSLQEYLENMV1KLAKE 

LPPPSEEIKTGEDEDEEDNDALL 

KENESPDVRRDKPVTGEQIEVF 

ANKLGEQWKILAPYLEMKDSEI 

RQIECDSEDMKMRAKQLLVAW 

QDQEGVHATPENLINALNKSGL 

SDLAESLTNDNETNS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6937 


37305 


A 


6988 


155 


81 1 


EFYRTGKVHRAPGVQEVTEDP 

RDPLAQLATRDRKERRGSLDH 

LALRVREAQLDQLVPPESVAA 

KDLKA PRAPKAPVVPLGSPALR 

APVGTQAPRAHQAKRDSPALR 

ALLASRDFRAPLGSLGCLDLGD 

CQACLGYQACQAPRAPPALLA 

HQERWCPWPCRMSQPQHRRT 

MAARLTGRTSQTNATIFQLRKK 

FLRMQSFSVKTSLHILFS*TLER 

NSNG 


O7J0 




A 

A 




V J 


918 






J / JU / 


A 

A 




i on 


j>80 


CSTSSRTY*IPSRCFSKG*HWRH 
TVNSN FGPMGN PSHPTTSS AHH 
TVPLIESQPSSTSKK 


6940 


37308 


A 


6991 


1 


483 




6941 


37309 


A 


6992 


178 


298 




6942 


37310 


A 


6993 


864 


1298 


RLQNRTILASDLSGSDRWRRTY 

RCL*RHGPRFSSCRLSCRRPFDK 

TCRLMCHQRLSGFPQEQTQRDS 

RCIQLLFRQRFAAASCPTHQVH 

VHRWRKPMVFL1LESDLKYTV 

LSLPEECHTGAHEQSSHCLLLSL 

ASVDVHCSQRP 


OV4i 


1 t 

J / J I I 


A 


/-one 
6995 


2 


348 


KKKRKKKIEEEEEEEEEEEEEEX 
REEEGDEEQEEEEEYEEEEEEEE 
EEEEEEEEEEDDDDDNGLLQTL 
PGLHEMRVNLTRSDGIISVWHF 
PFWHFSFLMPYEEGALLRLHLP 


6944 ! 


37312 i 


A 


6996 


1 


192 




6945 


37313 


A 


6997 


1 


507 


MEKNEKEQEEEEKKEKNSKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEE/DKEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEXEEEEKVVE 

EEDEFIWFLGNSLYFPSFSHFA 

WSQIPSREDEGERRLRVNSMIM 

DFTSNTNHVQLIVAR 






A 
A 




1 
1 


OCT 

257 


MGPIHKISHYVYANISKSEKVL 

KSEHFRSQAFQPGQQSETVSEK7 

EEEDEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEI 


6947 


37315 | 


A 


6999 


1 


156 




6948 


37316 


B 


7000 


1 


757 1 




6949 


37317 


A 


7001 


1 


279 | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of* first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6950 


37318 


A 


7002 


I 


1226 


MPSSKGVHVHSPPRYLAAKDF 

KMINKELTAATFMEVIAEDNRF 

IYDGIDSNFEPELVFLEFFEALLS 

FAFICVTDQMTKSYTNVPADD 

V SG N KHETI YTI LNQDAQN KSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVN K 1 RKSEAM VKEKKK 

ADKKGEKSARSPSSLSD1MLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLNEVKPKKDRQNVQQNE/GC 

HPIRRVHSDQTHSGKL*RGKGS 

W/DCMREKASQPFKAVVP1V*V 

A/PFENLQEGEEGRLCEECPDEP 

RRVHVAGRSMYEGEVVNGMR 

NGFGMFKCSTOPVSYIGHWCN 

J ~ VJ 1 \J I'll 1 V kj 1 * ▼ ' ■ ■ ■ 1 T T V-' I ' 

GKRHGKVGEVATWRAEKKKK 

VJ * V. 1VJ ft ft V. W VJ a—* ▼ X ft ft T T M \i ft. I— t ft ft ^ 

EEEEEEEEEEEEE\EEEEEEEEEE 
EEEEEEEEEEEEE\EEEEEEEEEE 
EEEEEEEEEEEEEEEKIRP ! 


07J I 




A 


7on^ 


3 


123 




£Q^7 

U7JZ 




A 
r\ 


7004 


2 


458 




D7JJ 


^717 1 


A 


70ns 

/ \J\J~J 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEKIFLGHRVGI 


0"J4 




c 




7 


162 




6955 


37323 


A 


7007 


39 


2154 




6956 


37324 


A 


7008 


1 


639 




6957 


37325 


A 


7009 


1 


651 




6958 


37326 


B 


7010 


1 


684 




6959 


37327 


A 


7011 


3 


428 


TRFQGVYLPLLWEQSF/CWKSPI 

ALGYTRGHFSALVAMENDGYG 

NRGAGANLNTDDDVTITFLPLV 

DSERKLLHVHFLSAQELGNEEQ 

QEKLLREWLDCCVTEGGVLVA 

MQKSSRRRNHPLVTQMVEKW 

LDRYRQIRPCTSLF 


6960 


37328 


A 


7012 


2 


800 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6961 


37329 


A 


7013 


1 


930 


DHNSSPAMEQNWMENAFDELT 

EVGFRRWVITNFSKLKEHVLTQ 

CKEAKKLEKRLEELLTRITSLEK 

NINDLMELKNTSQELREAYTTE 

ERISE1EDQLNEIKHEDRIREK/R/ 

VKRNEQSLQE1WDYVKRPNLH 

LT/GVPESDGENGTKLENTLQDI 

IOENFPNLARQANIQIQEIQRTP 

QRYSSRRATPRHII1RFTKVEMK 

EKMLRAAREKGQVTHKGKPIR 

I TAHPI APTI HADD V?\\/r^ DltTXIIT 

k'Pk'WPnHDN/fCVDAl/i c iric\/r > TT 
In. CrvINr v^riivlVIo Y rAKLorlbVub 

f kT VFTHk^OMT P nFVTTP P A I r\V 
1 rv I r l L^rvVy/lvi L.t\ r VII rvr AIA^fc, 

1 1 KHAI MM FRXTNJfYNJOQI Ok" U A 

ivL 


6962 


37330 


A 


7014 


1 


870 




6963 


37331 


A 


7015 


1 


585 




6964 


37332 


A 


7016 


1 


1032 




6965 


37333 


A 


7017 


2 


770 




6966 


37334 


A 


7018 


1 


2910 




6967 


37335 


B 


7019 


239 


462 




6968 


37336 


A 


7020 


3 


694 




6969 


37337 


A 


7021 


1 


1212 




6970 


37338 


A 


7022 


1 


1140 




6971 


37339 


A 


7023 


I 


570 




6972 


37340 


A 


7024 


1 


486 




6973 


37341 


A 


7025 


1 


1476 


MEVNREKQLNELEVIGSEEQNL 

EEEGLM IGG VA VRLVPDDI VI P 

GGVNATNGTEARDALRVKVA 

M S VTLLSGI IQYLLSALG WS YY 

TV DG VSQKN PRA LG VT ADQLH 

A IFTTM S DEQ A S FRFG F V A I YLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERJFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEHI 

LTQCKEAKNLEKRLEELLTRJTS 

LEKNINDLMELKNTAQEFHEA 

YTSINS/RNQTEERVSEIEDQLN 

EI*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

QANSQIQEIQRTPQRYSSRRATP 
RHIIIRFTKVEMKEKMLRAARE 
KGRVTHKGNPIRLIADLSADTL 
QARRQWEPIFNILKENFQTR1SH 


6974 


37342 


A 


7026 


1 


1080 





BNSDOCID: <WO 0175067A3_IA> 



811 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6975 


37343 


A 


7027 


I 


3501 


MIVYLENPI VSAQNLLKLISNFS 

KVSGYK1YKIDVQKSQAFLYTN 

NRQTESQ1MSELPFT1ASKRIKY 

PGIQLTRNVKDLFKENYKPLLN 

EIKEDTNKWKNIPCSWIGRFNIV 

KMAILPKVIYRFNA1PIKLPMTS 

FTELEKTTLKFIWNQKGARIAK 

T1LSKJCNKVGGITLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEASEITPPIYNHL1FDKPDKN 

KKWGKDSLFNKWCWENWLAI 

CRKLKLDPFLTS 


6976 


37344 


A 


7028 \ 


164 


714 


IGVNRHLIQESPSWNLAGAPLE 

Q1FQRKEQAAIFA1LQPLLV1SRQ 

TG SG V D PQQT PA DLQK/SG S DS 

REQNKTENEFDELTEIGCRRWV 

ITNSSELKEHVVTQCKEAKNLE 

KM LQE L LTR ITS LEKN INDL M E 

LKMTAQELREAYTHNSQTDQA 

EERJSEIEDQLNEIKGEDNIREKT 

VKRNE 


6977 


37345 


B 


7029 


1 


579 




6978 


37346 


A 


7030 


1 


927 




6979 


37347 


A 


7031 


1 


1362 


MAAGRHLPVGADRHLIQESTG 

WH L A G A PLG WSFQRK EQT A I F 

AVLQPLLVIPRQTGYGVDLQQ 

M P A DLQQRFLTVRRKTN KQKG 

IVSTSTKRTSSEGHQHQRRKVD 

KFTEMGRNQHKKAENSKNQN 

ASSPXPKDHMSLPAREQNWTEN 

EFDELTEIDFRRWV1TNSSQTKG 

SMF*P*CKEAKNLEKRLDELLT 

RITSLEKNrNDPMELKNTAREL 

REANKSINS*IDQGRKERV\SEIE 

DQLNEI KREDKIREKRMQRN K 

QTLQEIWDYVKRPNLHLIGVPE 

SDRENGTKLENTLQDI 1\QENFP 

N LARQANIQIQEIQRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

AARKKGQVTHKGKS1RLSADFS 

AETLQARREWGPIFNILKEKNF 

QPK1SYPAKLSFISEEEITSFTDK 

QTLRDFVTTRPALQELLKEAVN 

MERKNQYQPLQKHTKM 


6980 


37348 


A 


7032 


1 


598 




\J^70 I 


j / 


\ 


7033 




787 




6982 


37350 


A 


7034 


61 


284 


RLLEPQGPLRAGSSPAGK/IGGT 
LERRGMPWPGP/HSEGGLSPLL 
LGASLAAAPHGEMPSVRVHPV 
RPSSRDCSSRV 


6983 


37351 


B 


7035 


743 


1683 





812 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
scq uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


6984 


37352 


A 


7036 


1 

" 


1 137 




6985 


37353 


A 


7037 


_ 


663 




6986 


37354 


A 


7038 




197 




6987 


37355 


A 


7039 


1 


291 




6988 


37356 


A 


7040 




342 




6989 


37357 


A 


7041 


7 


439 




6990 


37358 


A 


7042 


^ 


253 




6991 


37359 


c 


7043 




210 




6992 


37360 


A 


7044 


1 


165 




6993 


37361 


A 


7045 


1 


346 




6994 


37362 


A 


7046 


1 


389 




6995 


37363 


c 


7047 


-j 


464 




6996 


37364 


A 


7048 


T 


1806 




6997 


37365 


A 


7049 


491 


1640 




6998 


37366 


A 


7051 


1 88 


J O J 




6999 


37367 


A 


7052 




759 




7000 


37368 


A 


7053 




1683 




7001 


37369 


A 


7054 




972 




7002 


37370 


A 


7055 




429 




7003 


37371 


A 


7056 


3 


753 


DQTF WG L L ETG/S/E L M LI PG DP 

KCHCGPPVKVGAYGGQEIKGV 

LAQVQITVGPVGTRTHPVVISP 

VPECIIG1DILSSWQNPHTGSLTG 

RVRVIMVEKAKWKPLELPLPR 

K1VNQKQYCIPGGIAEISAT1KD 

LKDTGVMIPTTSPFNSPIWPVQ 

rv 1 UUoWrvl 1 VUiV/V V 1 r 1 AAA 
VrUV V OL,L,£,VllN I br Vj 1 Wl^Hl 1 

HLDVLLWRIYQVTQKAASFEW 
GPEQEKALQQVQAAVQAXLCH 
LGHMTQQIQWCL 


7004 


37372 


A 


7057 


2 


430 




7005 


37373 


A 


7058 




1515 





BNSDOCID: <WO 0175067A3_IA> 



813 



WO 01/075067 



PCT/USO 1/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7006 


37374 


A 


7059 


I 


1523 


MGEERRWRPSSNGKHGAFAEL 

DKGWLVWLEGKGVIGARRSW 

RAHSALIKICVQQIKDSLPGKM 

SKGLLQQQQKPKHLLHDLYKA 

M STR WG VQKA RLN CTALPPTG 

CVTLDPSFLTEPQFPRQLSEDLL 

LTREALEKEVQLRRQLQQEKEE 

LLYRVLGANASPAFPLAPVTPT 

EVEKERELELRDRLDEQQRVLE 

GKNEEALQDPRLVDPLTSCTVH 

FEKPQMLNARLWKHAGREAV 

ACKVRGSELPKTMGTYPLHQH 

DLD VRJ-IG V KG DH FGALRFDCP 

AGFWTCMGPLAPSFWPISPIWN 

GPPLDISGYPATSTQKSTMCLRJ 

IDTRLHPESRLKQQSNFALNAR 

EKA LQQ VQA A VQ A A LPLG PY D 

PADPMVLEVSLADRDAVWSL 

WQAP1GESQQRPLGFWGKALPS 

SADNNSPLEROLLARYWALVE 

TEYLTMG HO VTM * P/ELPIMNW 

VLSDPSSHKVVYAWOHSIIKW 

K\DRA*AGLAGTSKLHEEVAQ 

MPIVSTPATLPSCRIL 


7007 


37375 


A 


7060 


1 


2190 




7008 


37376 


A 


7061 


286 


430 




7009 


37377 


A 


7062 


205 


514 


LWSLCAPVLQVPCLRAAFPVFT 

RRHAPSAGRGFTRSYVSAGSW 

TETQQGLWGSLTKLGADGLLL 

GISKLHLVEFLQ1FQ1SGCWGHYC 

YLOILFFALNS1SPSYHVLLFNV 

QFGFIFNFMVLCVP*AGTHIAPC 

KSSSRTRGMSSCENWKGCSKA 

RHLQYWSTKTPQSLSFFCCGIH 

FVTAVCQP 


7010 


37378 


A 


7063 


1 


487 




7011 


37379 


A 


7064 


1 


1212 




7012 


37380 


A 


7066 


140 


453 




7013 


37381 


A 


7067 


1 


3341 


MGKKQNRKTGNSKNQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRLSNYSELPEDIQTKGKE 

VENFEKNLEECITRITNKRNFKP 

TKIKRDKEGHYIMVKGSIQQEE 

LTI LN 1 Y A PTG A PRFIKQVLSDR 

QRJDLDFHTLIMGDFNTPLSTLD 

R^TROKVNKDTOELNSALHOA 

DL1DIYRTLHSKSTEYRFFSAPH 

HTYSK1DHLLGSKAFLSKCKRT 

E1ITNYLSDHSAIKLELR1KNLTQ 

NRSTTWKLNN 


7014 


37382 


B 


7068 


1 


1785 





814 



BNSDOCID: <WO 0)75067A3_IA> 



wo 



01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7015 


37383 


A 


7069 


1 


1141 


MVTWNF1QERNGSGMDQCDD 

GGGK1LDPVYILTVELTGFAKG 

WKMFSVKDQSVNVLGFAGYPL 

ITQTA RKG AGKIPT WASLRQYQ 

KGLGSKYQLRRALRPDCALGN 

GQGVRYCNSLDEEEKRELKLFS 

SQRKRENLGRGNVRPFPVTMT 

GAICEQCOGQINGGDIAVFASR 

AGHGVCWHPPCFVCTVCNELL 

VDLIYFYQDGKIYCGRHHAECL 

KPRCAAC D E 1 1 F A DECTE A EG R 

HWHMKHFCCFECETVLGGQRY 

I M KEGRPYCCHCFESL YA EYCD 

1 LAv^HUjliAubr IKk,C/SRRLLP 

GEAEI/SRRATVICLVRVSVRPE 

AASKSPNMRRKRKRKGACPLS 

SVGPVIPSVP*NTQRT* RPQSRP 

LGAPWNPWPCLMQ 


7016 


37384 


A 


7070 


1 


2388 


VHQYYSCLPEEKVPYVNSPGEK 

LR1KQLLHQLPPHDNEVRYCNS 

LDEEEKRELKLFSSQRKRENLG 

RGNVRPFPVTMTGAICEQCGG 

QINGGDIAVFASRAGHGVCWH 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

EIIFADECTEAEGRH WHMKHFC 

CFECETVLGGQR Y I M KEG RP YC 

CHCFESLYAEYCDTCAQHIGID 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RACSAGEDPNGSDSSDSAFQNA 

\GPRSPGAVPKLARTRARR\GAH 

AEPAQPAASEF*PAVSRRRPPVT 

ADGHAQPVQPDTQPQPGPHLE 

EPGRALPLWEQDGAEPDPEPSA 

AP\RQCNIRTSYSPGGQGAGAQ 

PEMWGKHFSNPKRSSSLAMTG 

HAGSFIKECREDYYPGRLRSQE 

SYSDMSSQSFSETRGSIQVPKYE 

EEEEEEGGLSTQQCRTRHPISSL 

KYTEDMTPTEQTPRGSMESLAL 

SNATGLSADGGAKRQEHLSRFS 

MPDLSKDSGMNVSEKLSNMGT 

LNSSMQFRS A ES V RSLLSAQQY 

QEMEGNLHQLSNP1GYRDLQSH 

nR M HnQFnPnnnN/f a r.ci^ f onr\ 
vjrvivinv^or ur L^uuiviAUoKLrvj^ 

EGVRIQPMSERTRRRATSRDDN 

RRFRPHRSRRSRRSRSDNALHL 

ASEREAISRLKDRPPLRAREDY 

DQFMRQRSFQESMGHGSRRDL 


7017 


37385 


A 


7071 


1 


807 
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SEQ H> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hud 


SEQ 11) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location uf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7018 


37386 


A 


7072 


500 


2666 


YCLRLAQVGIFPAPSRAWPVDL 

DPESRLCCFPSLGSLANPTAVG 

LEEDREQDVGTSSRGGAWDTRI 

KRELEKMSEKCGGQiNGGDIAV 

FASRAGHGVCWHPPCFVCTVC 

NELLVDLIYFYQDGKIYCGRHH 

A ECLKPRCA ACDEIIFADECTEA 

EGRHWHM K H FCCFECET VLG G 

QRYIMKEGRPYCCHCFESLYAE 

YCDTCAQHIGEAIFGSQLGPSV 

MRSPLFWGVGIAAAALDAVLIR 

AHQRTQGCHHELSALLAFEKG 

SEKKEEEEGGQVSRSSSLKVQA 

QELSATEDKGHISPFFWEAVYH 

YASGECRGPGPPYSHSLRLYSQ 

QALPTGRGPSSSQFPFCQFYCC 

YKKSLLCDCLSKSPALEKAMR 

GIDQGQMTYDGQHWHATETCF 

CCAHCKKSLLGRPFLPKQGQIF 

CSRACSAGEDPNGSDSSDSAFQ 

NA\GPRSPGAVPKLARTRARR\G 

AHAEPAQPAASEF*PAVSRRRP 

PVTADGHAQPVQPDTQPQPGP 

HLEEPGRALPLWEQDGAEPDPE 

PSA APVRQCN I RTS YS PGGQG AG 

AQPEMWGKHFSNPKRSSSLAM 

TGHAGSFIKECREDYYPGRLRS 

QESYSDMSSQSFSETRGSIQVPK 

YEEEEEEEGGLSTQQCRTRHPIS 

SLKYTEDMTPTEQTPRGSMESL 

ALSNATGTKTCSVTFQAKETCR 

YQDAQFGKVKARVKERQSLWS 


7019 


37387 


A 


7073 


1 


2239 




7020 


37388 


A 


7074 


1 


282 




7021 


37389 


A 


7075 


2 


430 


GFGAQDPKSLALRTHCQTSGW/ 

SLTEQDPYNNVIRTTIEALAATL 

GGTQSLHTNVFDEALGLPTDFS 

ARJARNTQIIIQEESELCRTVDPL 

AGSYGGAIIQQIDVAGGLAKRI 

EAGLSKRMIEEASAREQALIDQ 

GKRVIVGVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7022 


37390 


A 


7076 


1 




1561 


MVTL1LYFRFYRLNGDTLRRIQI 

HLLDKYRKVPPEPVHADIPVGA 

RRFSRPCSWFLRITKRGYRRTV 

HAMAGQKEKLLGAGMSDYLA 

KP1EEERLHNLLLRYKPGSGISS 

RVVTPEVNE1VVNPNATLDWQ 

LALRQAAGKTDLARDMLQML 

LDFLPEVRNKVFEQLVGENPEG 

LVDLIHKLHGSCGYSGVPRMK 

NLCQL1EQQLRSGTKEEDLEPEL 

LELLDEM DNVAREASKJLGPDK 

THLRRIRRDVLATDPRPARDRR 

KACLHACVLRTPPLGAARAIIQ 

QIDEAGGMAKAIEAGLPKRMIE 

EASAREQSLIDQGKRVIVGVNK 

YKLDHEDETDVLEIDNVMVRN 

EQIASLERIRATRDDAAVTAAL 

NALTHAAQHNENLLAAAVNA 

ARVRATLGEISDALEVAFDRYL 

\/DC/"\/~*\/'TY" , \/ 1 A ACVUACC1/P A C 

VKj>i^LV 1 O VIAQi>YHybbK.SAS 
br L/Al VA^ 1 bC^r LADNGKRPKJ 
LJAK.Mu(vlJUHUKGAlCVIASAY 
olJLOrDVDbbrlvIrS 1 rbblARLA 
V bNUVH V VUAoSLAAGRSR 


7023 


37391 


A 


7077 








7024 


37392 


A 


7078 


T 


1 1 1 A 
1 1 J o 




7025 


37393 


A 


7079 


T 






7026 : 


37394 


A 


7080 


1 








7027 


37395 


A 


7081 








7028 


37396 


A 


7082 




242 




7029 


37397 


A 


7083 




9228 




7030 


37398 


A 


7084 


3 


664 




7031 


37399 


A 


7085 


3 


718 




7032 


37400 


A 


7086 


380 


1038 


WTRWRASAADNLAHGRWGEQ 

KLVVTTGASGAPDRQAARCAA 

SAKISWYRSKGSKHPLTPKEVE 

KTGWGLKIPG/MGQQQLPERV 

KEAARJLELDGLLKRRPRELSG 

GQRQRVAMARAIVRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQV EA MTLAQRVM VMN 

GGVAEQIGTPVEVDGDDTLEIL 

GADNLAHDAGRAEAGGDWRI 

RSARRSSTCAH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USStN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7033 


37401 


A 


7087 


380 


920 


WTRWRASAADNLAHGRWGEQ 

KLVVTTGASGAPDRQAARCGC 

1WRKISWYRSKGSKHPLTPKEV 

EKTGWGLKIPG/MGQQQLPERV 

KEAAR1LELDGLLKRRPRELSG 

GQRQRVAMARA1VRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQVEAMTLAQRVMVNfN 

GGVAEQIGTPVE 


7034 


37402 


A 


7088 


1 


258 




7035 


37403 


A 


7089 


3 


208 




7036 


37404 


A 


7090 


34 


125 




7037 


37405 


A 


7091 


1 


393 




7038 


37406 


A 


7092 


1 


690 


MVAPVYIRDQYSALITNIGKGD 

HTTFVKPNIPATGEFKGVGFLE 

APRGMLSHWMVIKDGUSNYQ 

AVVPSTWNSGPRNFNDDVGPY 

EQSLVGTPVADPNKPLEVVRT1 

HSFDPCMAWVGNILLTDEA1GV 

RJVEALEQRYILPDYVEILDGGT 

AGMELLGDMANRDHLIIADAIV 

SKKNAPGTMMILRDEEVPALFT 

NKISPHQLGLADVLSDLRFTVGE 

FPKKLPWVQA 


7039 


37407 


A 


7093 


82 


224 




7040 


37408 


A 


7094 




239 




7041 


37409 


A 


7095 


! 


1062 




7042 


37410 


A 


7096 




221 




7043 


37411 


A 


7097 


! 


1067 




7044 


37412 


A 


7098 




1545 




7045 


37413 


A 


7099 




2820 




7046 


37414 


A 


7100 




1223 




7047 


37415 


A 


7101 




3087 




7048 


37416 


A 


7102 


1 


1182 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSE1VAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKENFRPISLrvTNlDAKILY 

KILA1CRIQQH1KKLIHHDQVGF1 

PGMQGWFNIRKSINVIQHINRA 

KDKNHM1ISIDAEKAFDKIQQPF 

M LKTLNK L AQN LLKLI SN FN K V 

SGYKINVQKSQAFLYTSNRQTE 

SQIMSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKV1YRFNAIPIICLPMTFFTELE 

KTTLKFIWNQKRAHIAKSILSQ 

KNKAGG1TLPDFKLYYKATVT 

KTAWYCYQNRHIDQWNRXPSEI 

TPHIYNYLIF 
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SEO II> 

NO: 


SKQ ir>NO: 
of peptide 
sequence 


Met 
hod 


SEQII> NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7049 


37417 


B 


7103 


1 


1722 




7050 


37418 


A 


7104 


1 


3513 




7051 


37419 


A 


7105 


1 


2546 


MSELPFTIATKRIKYLGIQLKSD 

VKDLFKENYKPLLNEIREDTYK 

WKNTPCSWIGRINIMNMAILPK 

VIYGFNAIL1KLPLTFFTELEKTT 

LKFTQSLKRAHIAKTILSKKNK 

AGGIMLPDFKLYYKATVTKTA 

CT1HNSKDLEPTEMPSNDTLDK 

ENVAYIHHGILCSHSKGRVHIL 

CRDMDEAGNHHSRQTNTGTEN 

QTLHVLTHKWELNDENTWTQ 

GGEHHISGPVRTNNKNHMIISIG 

A E KA FDK I QQPFM LKTLNQLG I 

DGTYLKIIRDIFDRPFANILLNGQ 

KREASPLKTGTRQGCPLPPLLF 

NIVLE1LARA1RQEKEIKGIQLG 

KEEVKLSLFADDMIIYLENPIVS 

AQNLLKL1SNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQILSELPF 

TIASKRIKYLGIQLTRDVKDLFK 

ENYKPLLNE1KEDTNKWKNIPC 

LS1GK1NIMKMA1LPKVIYRFNAI 

PIKLPMTFFTELEKTTLKFIWNQ 

KRARIAKTILSQKNKDGGITLPD 

FKLYYrCATVTKTAWYQYQNR 

DIDQWNRTEPSEIIPHVYNHLIF 

DKPDKNKKWGKDSLFNKWCW 

ENWLAICGKLKLDPFLTPYTKI 

NSRWIKDL NVRPKTTKTI FRMI 

GN TI ODI G M G K DFM ^ K I PK A M 

ATKAKIDKWNI IFI K^FPTAkTF 

*» i 'vrvi\.ijL/l\ vv lil_(lLrlji\.OrV/ 1 AMI 

ttisvtnIROPTFwfkifafpt <\r>K 

GLISRJYKELKQRHKKKTNNPIK 


7052 


37420 


A 


7106 


1 


2575 




7053 


37421 


A 


7107 


I | 


875 




7054 


37422 


B 


7108 


1 


3421 




7055 


37423 


A 


7109 


1 


3790 


MELKTKARELREECRSLRSRRN 

QLEERVSA m edemn EM KREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREKDFKPT 

w i k" p ViV pr , .uvi\/f\/ir , cmAcci 
rwlls.iN.lJlvfc.vjri Y 11 VI VKOolV^vttL 

TILN1 Y A PNTG APRFIKQ VLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 


7056 


37424 


A 


71 10 | 


134 


307 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7057 


37425 


A 


7111 


2 


173 


RPPRSEVPGPLSPGRPPAAGLRG 
R*PAGVRGLREPRAFSGVRVER 
RSLFIGKDMFDS 


7058 


37426 


A 


71 12 


888 


1016 


VPGEIHALHSADRQHENA*NAR 
TRWQHAQSGRSPLFLALSRE 


70SQ 


37427 


A 


7113 


573 


872 


SPSLLPDPDAHVGC*SRSRKRPD 

RIRRFDSR*MGLFYCRKTS*PFH 

*G*MCQ*YQTDPRSNAQCHPVL 

LRJLWWPGDEYDFLCRSGSVGS 

VRQSGRASGL 


7060 


37428 


A 


71 14 


1 


654 




7061 


37429 


A 


7115 


71 


2776 




7062 


37430 


A 


71 16 


3 1 


1016 


TVLPERPYNRKSSRJRNRCGNGP 

PARSFCPSSGRSRRRSSSPATGP/ 

HTA1ASALPR1AFGK1SDSSTQH 

TGPQDMAKAAT*NSLRGSMRY 

SFKPMVGRWIKSCLRPVWC 


7063 


37431 


A 


7117 


279 


1243 


SVLLMCAADYLPRPPDVQTCN 

AVRVWLRYHRSNHGTPPDFSP 

GPVSAWYYAH/QPKIPIWSQ/QR 

GFTD/R*TRHKCPQRFAVPDK*l 

SSPD*AMNYYRKIHRPAPRHTA 

PTQKA RL M A DKS SL RH RFTN S A 

NKRRSASPLSSAGYP/GKRIRAQ 

NLIPASTTNGQLRIRQRR1SQAR 

♦♦TKRMARKGSISPISAVSNSLN 

SS*ASI1VSSCIRCSALSPLSNIHK 

S*TAGPWGASSRKTNIGLSRQRI 

FPAWQSPCSRRTVKSSRQCAVT 

AAISSSVAFRNAAFNPEGISVAS 

SNSLRGSMRYSFKPMVGRWIKS 

CLRPVWC1RPK 


7064 


37432 


B 


71 18 


1 


726 




7065 


37433 


A 


7119 


| 


138 




7066 


37434 


A 


7120 


56 


133 




7067 


37435 


B 


7121 


1 


1524 




7068 


37436 


B 


7122 


1 


1521 




7069 


37437 


A 


7123 


1 


1494 




7070 


37438 


B 


7124 


4 ! 


1698 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7071 


37439 


A 


7125 


1 


1725 


MELKTKARELREECRSLRSRCD 

QLEERPNLRLIGVPESDGENGT 

KLENTLQDIIQENFPNLAKQVN 

VQIQEIQRTPQRYSLRRATPRHII 

VRFTKVEMKEKMLRAAREKGR 

VTLKGKPI RLTADLS AETLQ A R 

REWGPIFNILKEKNFQPRJSYPA 

KLSFISEGEIKSFTDKQMLRDFV 

TTRPALQELLKEALNMERNNRS 

WFFEKINKIDRPLARVIKKKRE 

KNQIDAIKNDKEDITTNPTEIQTI 

IREYYKHLYPNKLENLEEMDTF 

LDTYTFPRLNQEEVESLNTSITG 

SEIVAIISJAYQPKKVQDQMDPQ 

PNSTRVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

P1VSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKR1KCLGIQLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRJNIVKMAILPKVI 

YRFNAIPIKLPMTFFTDI FKTTI 

m l vi iinii i i\Lii lvi j i l l i_/ i_j L/ iv 1 1 1_j 

NFIWNQKRARITKSILSQKNKA 
G G ITLPDFKL Y YTATVTKTA W 
Y WYQMRWYWYQN RDIDQWN 
RTEPSEITPHVYNYLIF 


7072 


37440 


A 


7126 


1 


2478 
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SEQ ID 

NO: 


SfcQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


7073 


37441 


A 


7127 


1 


1746 


METQKTLQKINESRSWFFEKIN 

KIDRPLARLIKKKREKNQ1DTIK 

NDKGDITTDPTEIQTTIREYYKH 

LYANKLLENLEEMDKFLDTYTL 

PRLNQEEAESLNKP1TGPEIEAII 

NSLPTKK1PGPDGFTAEFYQRY 

1CEELQHIKKLIHHDQVGFIPGM 

QGWFNIHKLINV1QY1NRTKDK 

NHMIISIDAEKLASDK1QQPFMLK 

TLNKLGIDGTYLKIIRAIYDKPT 

ANI1LNGQKLEAFPLKTGTRQG 

CLLSPLLFNIVLEVLARAIRQEK 

EKKCIRLGKEEVKLSLFADDMI 

VYLENPIVSAQNLLKL1SNFSKV 

SGYKINVQKSQAFLYTNNRQIE 

SQIMSELPFTIASKRIQYLG1QLT 

RDVKDLFKENYKPLLNEIKEDT 

NKWKNIPCSW1GRINIMKMAM 

LPKVIYRFDAIPIKLPMTFFTELE 

KTTLKFIWNQKRARJAKSILSQ 

KNKAGGITLPDFKLYYKAIVTK 

TAWYWYQKRDVDQWNRJEPS 

ETIPHICNHLIFDKPDKNKQWG 

KDSLFNKWCWE1WLAIGRKRK 

LDPFLTPYTKINSRW1KDFNIRP 

FCTIKTLEESLGUQDISMGKKFTS 


7074 


37442 


A 


7128 


1 


1908 




7075 


37443 


A 


7129 


1 


1494 




7076 


37444 


A 


7130 


2 


1562 




7077 


37445 


B 


7131 


1 


1569 




7078 


37446 


A 


7132 


1 


1593 




7079 


37447 


A 


7133 


1 


1520 




7080 


37448 


B 


7134 


1 


2796 





822 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


iVIct 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7081 


37449 


A 


7135 


101 


1686 


SIAYQPKRVQDQMDSQPNSTR 

AN11LNGQKLEAFPLKVTGTRQF 

S KEN FE\PLS PLLFN1 VLE V L A R A 

IRQEKEIKG1QLGKEEIKLSLFA 

DDMIVYLENPIVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDLFKQNYKPRLKE 

IKEDTNKWKNIPCSWVERIYIV 

KMAILPKVI YRFSA1P1KLPMTFF 

TELEKTTLKFIWNQKRARIAKSI 

LSQKNKAGGITLPDFKLYYKDT 

VTKTAWYWYQNRDIDQWNRT 

EPSE1MPHIYNYLIFDKPEKNKQ 

WG K DSL FN K WC WEN WL A LC R 

KLKLN PFLTP YTKIN SR Wl KDL 

N VRPQTIKTLEENLG ITIQD1GM 

GKDFRSKTPKAMATKAKSDK 

WDL I KLKSFCT A KETTI RMN RQ 

PTk' U/Pk' IP A TVQCni/n icdjvxi 
r l JS.WcMrA] Y ooL*ls>vjLI£>KI Y N 

ELKQIYKKKTNNPIJCKWAKDIN 

RHFSKEDIYAAKRHMKKCSSSL 

AIRQMQIKTTMRYHLTPVRMA! 

IKKSGNNRDMDEIGNHPSQ 


7082 


37450 


A 


7136 


1364 


3024 


TEPKTKTT*LSQ*MQKRPLTKF 

NNASC* KLS IN/I VLE VLARA IRQ 

EKEIKGVQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLNLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNER 

KEDTNKWKNIPCSWVERINIVK 

MAILPKVIYRFNA1PIKLPMTFF 

TELEKTTLKFIWNQKRARJAKSI 

LSQKNKAGGITLPDFKLYYKAT 

VTKTAWYSYQNRDIDQWNRTE 

PSEILPRIYMYLIFDKPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLKPYTKIKSGWIKDLNV 

RPKTIKTLEENLGITIQDIGMGK 

DFMSKTPKAMATKAKIDKWDL 

I KLKS FCTA KETTIR VN RQPTER 

EKIFATYSSDKGLISRIYKELKQ1 

YKKRTNNLIKKWVKDMNRHFS 

tlviv^lrvl 1 ivlK Y nL 1 FVK.1VIAIIK.K 
SGNNRITIVLLPGSLIVRSFHVTL 
NA1LLHPGLTLFSPSAGRRDIPR 
VAFSYLAFSAQPSHNTPVN 


7083 


37451 


A 


7137 


1 


2274 




7084 


37452 


A 


7138 


2 : 


2348 
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SEQ 1l> 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 


Nucleotide 
location of first 
couon lor pcpnuc 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tinknown. 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


7085 


37453 


A 


7139 


1 


2202 




7086 


37454 


A 


7140 


1 


2823 




7087 


37455 


A 


7141 


1052 


3831 


RHKKPFKKS1VTNPGAGFFER1NK 

1 D RPL A RJLTKRX R EKNQ I H A 1 K 

NDKGDITTDPTEIQTT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGAEIVAII 

NSLPTKXSPGPDGFTAEFYQRY 

KEELVPFLLKJLFQSIEKEGILPNS 

F Y E A S IN L 1 PKPG RDTTKKEN FR 

P1SLMN1DAKILSK1LANRJQQH1 

KKLIHHDQVGFIPGMQGWFN1C 

KSTNVIQHINRTKDKNHMIISID 


7088 


37456 


A 


7142 


1 


327 




7089 


37457 


A 


7143 


1 


446 




7090 


37458 


A 


7144 


382 


1485 


_ 


7091 


37459 


A 


7145 


1 


378 




7092 


37460 


A 


7146 


2 


217 




7093 


37461 


A 


7147 


1 


483 




7094 


37462 


A 


7148 


1 


1260 




7095 


37463 


A 


7149 


1 


891 




7096 


37464 


A 


7150 


5 


182 


RQGLLVSPRLVQKGE1RTPGLK 
RSSRLDLQKC*DYRHEPSSLAS 
EAPSVWVLLPPWRQS 


7097 


37465 


A 


7151 


1 


1914 
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SEO H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7098 


37466 


A 


7152 


1 


2200 


MKLTTH REN M A LTNG FCHH 1 A 

AQQNLYTNTLLAARIKQRLTEQ 

FELMLRQAQIDFAGKAHSLTEA 

QANTTQVSAERDRLFKNYQRY 

LKGSQAAVNPFSERDIDDARQN 

FLAQDALAQ1QSQLDSLVNGEQ 

SQ1VSLKAQLAEAKYNLEQTIV 

RAPSNGYVTQVL1RPGTYAASL 

PLRPVMVFIPDQKRQIVAQFRQ 

NSLLRLAPGDDAEVVFNALPG 

KVFSGKLAAiSPAVPGGAYQST 

GTLQTLNTAPGSDGVIAT1ELDE 

HTDLSALPDG1YAQNPKNLK1V 

ELKAPQLPRSLDDAQIALAVIN 

TTYASQ1GLTPAKDG i F VEDKES 

PYVNLIVTREDNKDAENVKKF 

VQAYQSDE1PCRTRSKHCTPAE 

SGACKTESAARHAGPNLYQCR 

RIRS AN RS A I SVKG WRTPC1 PDS 

LPAVEWLTYGSGYLAGMKLGD 

TPLVEYTRDRLHRETLRSFGRY 

ELTTAYTPAGQLQSQHLNSLLS 

DRDYTWNDNGELIR1SSPRQTR 

S YS YSTTG RLTG V HTT A AN LDI 

RIPYATDPAGNRLPDPELHPDST 

LSMWPDNRIARDDNYLYRYDR 

HGRLTEKTDLIPEGVIRTDDERT 

HRYHYDSOHRI VHYTRTOYPP 

pi VESRYLYDP1 fARRVAKUVW 

RRERDL TCiWMSI ^RK'POVTWV 

*Mvl-ilvL/L( I V_l VV 1 VI JL,J JV IN. I Vy/ V 1 W T 

GWDGDRLTTIQNDRTRJQT1YQ 
PGSFTPLIRVETATGELAKTQRR 


7099 


37467 


A 


7153 


719 


1575 




7100 


37468 


A 


7154 


1 


239 




7101 


37469 


A 


7155 


1 


735 


FNDDSPEARKITRRWRIGEAAD 

LVGVSSQAIRDAEKAGR\LP\HP 

D\M E I RG R V EQR VG YTI EQFN H 

MRDVFGTRLRRAEDVFPPVIGV 

AAHKELNNDYTSKKVMKPLIT 

SNTVTDEIERANVLKNfNGKWY 

LFTDSRGSKMTlDGiNSNDlYM 

LVj i V oJNoL, 1 UrY IvrLNIv 1 CjLV L 
C\\A A T nD\in\/TCTVCUC a \/nr\~r 

rvOiN in v v I I o Y ivi i iNKUr rtUlvK. 

ATPAPQPI N/fTvIlkT:XIL"rc\/\/l^XTC 
f\ 1 rAnr LIVIInIiVvjIN K. 1 b V VK.No 

ILEQGQLT 


7102 


37470 


A 


7156 


1 


4368 




7103 


37471 


A 


7157 


1 


1452 




7104 


37472 


A 


7158 


1 


516 




7105 


37473 


A 


7159 


1 


743 
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SKQ ID 

NO: 


SEQ ID NO: 
of* peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


7I06 


37474 


A 


7160 


3 


1743 


DSPEVARK1TRRWR1GEAADLV 

GVSSQAIRDAEKAGRLPHPDME 

IRGRVEQRVGYTlEQHsiHMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLH1H 

AEDTLLPFYLGEK DD VTY A I KP 

TCWPGLDHPSCLALHRIETELM 

GKFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQJRDAW 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQA1DQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

V1EIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

KYFLRWLMRKIFHIITRCrNTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGV1FEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECIEK1 

EA1LKELEKPAP 


7107 


37475 


A 


7161 


1 


438 




7108 


37476 


A 


7162 


1 


3216 


MKLMETLNQCrN AG H EMTKAI 

A1AQFNDDSPEARK1TRRWR1G 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQ1 

NHMRDVFGTRLRRAEDVFPPG 

FGDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

S L V KRKTTL A PN TQT A S PRA L A 

DSLMQLARQVSRL/VKRAPTC 

WPGLDIIPSCNLALPRIETELMGK 

FDEGKLPTDPHLMLRLA1ETVA 

HDYDVIVIDSAPNLG 


7109 


37477 


A 


7163 


1 


513 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of fast 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


71 10 


37478 


A 


7164 


1 


2027 


MRGHREKAAACKPRTRASEGT 

TP A STFILD FQPPNCN YTSGDN H 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLKKVM 

KPLITSInTVTDEIERANVFKMN 

GKWYLFTDSRGSKMTIDG1NSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

VPQAKGILCEEDNYTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQSAKJCRDCINA 

GHEMTKAIAIAQFNDDSPEARK 

ITRRWRJGEAADLVGVSSQAIR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYT1EQINHMRDVFGTRLKR 

AEDVFPPVIGVAAHKGGVYKT 

SVSVHLAQDLALKGSLLLPKND 

FLFKLGLEGHLPLGK1HSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPR A LA DS 

L 1V1 1^1 L A InA^ V o fvL fc. oU K£ N IN DO I C 
Ctrl VAM VElruL 1 oAcAolvUI K 
OA! WQFAT.k'l \/\/FVDDCA/nrD 

iV rv ivL 1 r oL V i y 1 V/Al^ol ylvAL 
OTTYOPKHnI 1 VRVTPPVVAV 


7111 


37479 


A 


7165 




750 




7112 


37480 


A 


7166 




723 




7113 


37481 


B 


7167 




1156 




7114 


37482 


A 


7168 




999 




7115 


37483 


A 


7169 


■ 


529 


MKLMETLNQCrNAGHEMTKAI 
AIAQFNDDSPEARKITRRWRJG 
EAADLVGVSSQAIRDAEKAGR 
i PHPnMFiRriRVFnRvr.vTiPni 

i—i l^ivic,! rvvjrv v cv^/tx vu i I icyi 
in n ivirvL/ v r v /\ui_^cis.vj i tor i W r 

IKTCA\HPSRGLYSVHINPYLIPS 
LSGYRTGLRSFGLVKQKKSPIR 
MPCVYTNPCVS1VSRMAQASSL 


7116 


37484 


A 


7170 


1 


1038 




7117 


37485 


A 


7171 


1 


1098 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


71 18 


37486 


A 


7172 


I 


838 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPV1 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTE 

TMYHGWVPDLHIHAEDTLLPF 

YLG EKDDVTY A I KPTC WPGLDI 

IPSCLALHRJETELMGKFDEGSL 

PTDPHLMYYYQAPCMKSNNAL 

1VILGTVTLDAVGIGLVMPV\CR 

ASCGISSIPTASPVTMACC 


7119 


37487 


B 


7173 


1 


1212 




7120 


37488 


A 


7174 


1 


738 




7121. 


37489 


A 


7175 


1 


654 




7122 


37490 


A 


7176 


1 


448 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHM RDVFGTRLRRAEDVFPPVI 

GVAAHK\AGNLSCQLH**IGQR 

AGRGGLRIGRQGGFSFHQ 


7 191 


1740 1 


R 


7 1 77 


1 


753 




7 1 94 


17409 


A 


7178 





345 




/ 1 Z J 


17401 


A 


7179 


"j 


516 




7196 


37494 




7180 


" 


1989 




7 1 97 


1740S 


R 


7181 





1 191 




7 1 9R 


1740f» 


A 


71 82 


"j 


669 




719Q 


17407 




7183 


_ 


574 




7 1 10 


1740R 




71 84 


1 


934 






17400 


A 


7185 


1 


1281 




7132 


37500 


A 


7186 


j 


324 




71 11 


37501 


A 


7187 




817 




1 1 14 


17S09 


A 


7188 


"j 


587 




7 1 IS 


37503 


B 


7189 


"j 


610 




7136 


37504 


A 


7190 




882 




7137 


37505 


A 


7191 




1077 




7138 


37506 


A 


7192 




418 




7139 


37507 


A 


7193 


■ 


840 




7140 


37508 


A 


7194 




337 


MKLMETLNQCINAGHEMTKAI 

AIAQFN DDSPEARKITRR WRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRNWFGSGLRRPTAELKCA 

SQT 


7141 


37509 


A 


7195 




1142 




7142 


37510 


A 


7196 




1080 




7143 


37511 


A 


7197 




1170 




7144 


37512 


B 


7198 




1296 




7145 


37513 


A 


7199 




1 179 
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SEO ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

Cf*i"iii4>nr > f» 
dCt] UCIILC 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


7146 


37514 


A 


7200 





507 




7147 


37515 


A 


7201 


-j 


41 1 




7148 


37516 


A 


7202 




793 




7149 


37517 


B 


7203 


366 


1502 




7150 


37518 


A 


7204 




1 107 




7151 


37519 


A 


7205 


-j 


2388 




7152 


37520 


B 


7206 


1 

- 


2260 




7153 


37521 


A 


7207 




1067 




7154 


37522 


B 


7208 


563 


1467 




7155 


37523 


B 


7209 




1272 




7156 


37524 


A 


7210 




1722 




7157 


37525 


B 


7211 




1917 




7158 


37526 


A 


7212 




2679 




7159 


37527 


A 


7213 




1207 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPG 

FG DF A\H FGN H HQN RI F A L LG Q 

TSVDRLLQLSQGQAVKGNQLL 

PVSLVKRKTTLAPNTQTASPRA 

LADSLMQLARQVSRLESGQAIR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYTIEQINHMRDVFGTRLRR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGLRVLLVE 

AARGLKKRGLAGTAQGPGEPG 

APPPPSAKRKQPKAQKRKANSN 
A HPRQPKPKKKRPKRQTNSRTN 
TRSGKRQNKQPEEPK 


7160 


37528 


A 


7214 


1 


2757 




7161 


37529 


A 


7215 


1 


2984 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in LLSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


7162 


37530 


A 


7216 


1 


2387 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWR1G 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYT1EQ1 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKAKGLTALSPQTDWNR 

KRNSSKPLAQVQEEDSAWHPE 

CLQKTRQAWCDNLKTCHTSHG 

SVMAETAVINHKKRKNSPRJVQ 

SNDLTEAAYSLSRDQKRMLYL 

FVDQIRKSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPWPIKRAHSPSRGLYSV 

H INPYLIPFF1GLQNPLTQFRJLSE 

TKEITNPYAMRLYESLCQYRKP 

DGSGIVSLKIDWIIERYQLPQSY 

QRMPDFRRRFLQCFNAGHEMT 

KAIAIAQFNDDSPEARKITRRW 

R1GEAADLVG VSSQAI RDAEKA 

GRLPHPDMEIRGRVEQRVGYT1 

EQINHMRDVFGTRLRRAEDVFP 

PV1GVAAHKGGVYX\TLISVHL 

AQDLALKGLPGLLRNEGNDPQG 

\TTSMYHGWVPDLHIHAEDTLL 

PFYLGEKDDVP\YAIKPTCWAG 

AWHFFLPCRALHR1ETELMGKF 

DEGKLPTDPHLMLRLAIETVAH 

DYDVIVIDSAPNLGIGT1NVVCA 

ADVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVFIRD 

KLMERRNRRTGRTEKARIWEV 


7163 


37531 


A 


7217 


1 


917 
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SKQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7164 


37532 


A 


7218 


I 


1862 


MKLMETLNHCINAGHEMTKAV 

A1AQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAY 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYA1KPTCWPGLDI 

IPSCLALHRIETELWGfC/FDEGR 

SFMPGPP/HHHPLGRSSQ*QVSN 

SLDRAAKGN*KPLCHCPCSGTT 

HATLRLIKEQRPYVPYAHLQQA 

VVDPRRGGHMVLI/NVVRVTG 

DVGKGQIRMRTVVEQAIDQRSS 

TGAWRNALSIWEPVCNE1FYRL 

IKPRWEIRWGKRAPVIPKHTLN 

TQPVEDTSLSTPAAPMVDSLIA 

RVGVMARGNAITLPVCGRDVK 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

JCAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

HPGEAICPVRMFRMKLMETLN 
QC IN AGHEMTKA 1A1AQFN DDS 
PGSEENNPALENR 


7165 


37533 


A 


7219 


1 


2724 




7166 


37534 


A 


7220 


1 


3252 


FNDDSPEARKITRRWRJGEAAD 

LVGVSSQAIRDAEKAGRLPHPD 

MEIRGRVEQRVGYTIEQINHMR 

DVFGTRLRRAEDVFPPFNDDSP 

EARKITRRWRIGEAADLVGVSS 

Q A I RDAEKAGRSTATRI LEIRGR 

VEQRVGYTIEQINHMRDVFGTR 

LRRAEDVFPPVIGVAAHKGGV 

YKTSVSVHLAODLALKGI RVI 

LVEGRSFPQTEACLLQYSSWDV 

SSEKPAALNKNKSEMRGDFAD 

FGTTIKQDFRLLGQT 


7167 


37535 


A 


7221 


1 


465 




7168 


37536 


A 


7222 


1 


291 
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SKQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Sfop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


7169 


37537 


A 


7223 


t 


1710 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPHIEQLV 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTA1PVVSHAEFKGGF 

ADIGVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNRIYLGDTGFNLYLH 

AYGTYGSANRVNFHDDMXFLA 

GFG FQF* PAGG W/WG SN PFFA K\ 

R Y TRSKP Y YT\G DN G Y V\A G W V 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWKJ-TNLFDH 

YLAVLYRFKDESGKEQFSGAV 

VKTRE ATPG K E 1 E A 1TRRML DFS 

PRLKKLADCPSPRPVFEALCICS 

MLDALLLLCPLDYHASCDNYS 

YALLDPQGFPLPHRRLWGPYID 

VDVPMLHLiQHAWAQDALLSC 

LYSDLLYMSSFPYPAGTLTRLM 

GVTSYNHKNTLLTYCITLMSTI 

LSMNIRPLHDRVIVKRKEVETK 
SAGGIVLTGSASAKSTRGEVLA 
VGNGRILENGEVKPLDVK1GDI 
VFFNDGYRGEI 


7170 


37538 


A 


7224 


678 


1588 


RTQHKASLHGRASAFCPPRLFA 

PQAPRLFDHRGFLTFASANFAA 

VAFCPPRLFPPTGAAAVCPLPLF 

APRRFLPPPPPRLFRCHGFFPPC 

LGFLTSAAFFLPPPRLFALRRRG 

FLPFAAAAAFFPTRLFAPPPTQL 

FAPSPPWLFAAAAFCPPWLSAP 

TPPRLFVPAAAAFCCRDFLPPSP 

PLFRHRDFLPPPPRIFVPAAAAL 

RAGAADSAAGSTGVLGQDLWS 

RCVVGTGMEAPGSRGGGGGLR 

EDIPLPPEFPSGPALSSCR*GNRR 

PEGEMTCQEPLLS/CSWIP*VKE 

FETNPDNIVRPH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


7171 


37539 


A 


7225 


1 


1627 


MTKQLELPQSPGEVPGSDYPLL 

IACAYIGFLTWGGGFSGSMPLL 

AATPGNPVEHIAGLIPVGDTLFS 

GFNIFITVALIVVMPFITRMMMP 

KPSDVVSIDPKLLMEEADFQKQ 

LPKDAPPSERLEESR1LTLIIGAL 

GIAYLAMYFSEHGFNITINTVNL 

MFMIAGLLLHKTPMAYMRAIS 

AAARSTAGILVQFPFYAGIQLM 

MEHSVTGIEAAMLDLLGQHLG 

VNVASLLGDGQQRSEVEMLGY 

LFFVGNRKATPLPYQSQPDDSC 

DWYRLRHEEAMTPDAVVRLAE 

AAYEKYGFNDFKLKGGVLAGE 

EEAESIVALAQRFPQARITLDPN 

GAVWSLNEAIKIGKYLKGSLAY 

AEDPCGAEQGFSGREVMAEFR 

RATGLPTATNMIATNWREMGH 

A V I AQ\S VDIPL ADPH FWTMQG 

SVRVAQMCHEFGLTWGSHSNN 

WFFUQI A \A PTI4\/r. AAA Dr.MDT A 

nr L'loLrA.iVir I H VuAAArvjJNr 1 A. 
1U I ri W 1 W^tuULKL 1 ^Nr'LrJ K. 
rv^jrvlA V rUAruLU VcLUW tl^) V 

Hk'AHFAVk'RI Pr-rADXinA^D 
v^JWa M t/\ Y NKLrUUAKJNUAur 

MQYLIPGWTFDRKRPVFGRH 


7172 


37540 


A 


7226 


3 


655 




7173 


37541 


A 


7227 


1 


633 




7174 


37542 


A 


7228 


1 


630 




7175 


37543 


A 


7229 


362 


1491 


PTLSVIHESMRFFIRHQPENLTL 

VVLSRNLPQLALPICVFVINCW 

KLAVSNWHLPISTGCAVTKDG 

RWSPEFTITGQA/WDLPVVGYR 

NGVAQPLRLWQATHAHPFDLT 

KFNDGDFLRAEQQG1NAEKLTK 

VLYPNDNHTAGKKLRLMQQYF 

QCACSVAD1LRRHHLAGRKLH 

ELADYEVIQLNDTHPTIAIPELL 

RVLIDEHQMSWDDAWAITSKT 

FAYTNHTLMPEALERWDVKLV 

KGPLPRHMQI PN EINTRFKTLDL 

QDAEHRPLKMRGCLLCQCHTL 

pOfi \C M R P CTf. A C\ nisi P rVKTM V 1 ET 

HLVAASRYRFTTASRRPLFTAG 
FTLLTAFLFHSNFAEGVNSLMF 
MKNLT1SGGFLLLAITGPGAYS1 
DRLLNKKW 


7176 


37544 


A 


7230 


1 


660 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7177 


37545 


A 


723! 


545 


1322 


KHAEHLGQATHAHPFILTKFNP 

GYFL\RRQTTRGINAEK\LAK1FF 

\PKANHFAGKKLRLMQQYFQC 

ACSVADILRVRHHLAGRKLHEL 

ADYEVIQLNDTHPTIAIPELLRV 

LIDEHQMSWDDAWAITSKTFA 

YTNHTLMPEALERWDVKLVKG 

LLPRHMQI INEINTRFKTL VEKT 

W PG DEK V W A KL A V VHDKQ VH 

MANLCVVGGFAVNGVAALHS 

DLVVKDLFPEYHQLWPNKFHN 

VTNGITPRRWX1KQCNPALAALL 


7178 


37546 


A 


7232 


641 


874 


KYPTPGRDLRMF1TGLSERL*EI 
TSLLKRSITGDKYSLRPLTANSV 
TSVTHFSFGRVALKSLSSVRAV 
SLDLNRCFK 


7179 


37547 


A 


7233 


1 


693 




7180 


37548 


A 


7234 


980 


1305 


TWLR1CS1RHSKSLILTSI/HVLH 

SDQGWQYRMRRYQNILKEHGI 

KQSMSRKGNCLDNAVVECFFG 

TLKSECFYLDEFSNISELKDAVT 

EY1EYYNSRRISLKLKGSDSN 


7181 


37549 


A 


7235 


1 


3219 




7182 


37550 


C 


7236 


1 


7521 




7183 


37551 


A 


7237 


1351 


2117 


CDRJLCSACCAEPQPVSHLHRL 

RRSFSERQPDGNGSQNPASRDR/ 

DVVDVTVIAWIEHRGGHEAPS 

G PG E DG M D A PAI A AGTFSPRE A 

STLPVQVS*VCRLNCGSRDVPK 

ATRVPL/EKLAGPLRHPLFMLF 

QTCLHLSLFTHHFADDSRRLQIF 

SVGFVAGLKQQYRRDLLQGDV 

N PRM AT A VGN DQ V W FQSG N G 

FQARLRARSDGLPRFQVRTHFG 

QDAFCIV1VGNTDRJDDVHGGQ 

RIGEREFQHHNPLWRPFEC 


7184 


37552 


A 


7238 


690 | 


868 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7185 


37553 


A 


7239 


2607 


3692 


TWLRICSIRHSKSLILTS1/HVLH 

SDQGWQYRMRRYQNILKEHGI 

KQSMSRKGNCLDNAVVECFFG 

TLKSECFYLDEFSNISELKDAVT 

EYIEYYNSRRJSLKLKGLTPIEY 

RNQTYMPRVNCPLFDTLRIPDI 

GGVVRARAIAKLLNDTDMAIID 

KRRPRANVSQVMHI IGDVAGR 

DCVLVDDMIDTGGTLCKAAEA 

LKERGAKRVFAYATHPIFSGNA 

ANNLRNSVIDEVVVCDTIPLSD 

Cll/CJ OX I \ / L> 'PI TTI CCl/VT A a r> W-T* 

tlJvoJLrN VKILI bbbrv Y I AARr i 

RDLIAGITVGIIAIPLAMALAIGS 

r.VADrwn vta a \/ a /"ma/i a i t/^ 
uVA^YULY 1 AA VAGI VIALTG 

GSRFSVSGPTAAFVVILYPVSQ 

QFGLAGLLVATLLLGDLFDSDG 


7186 


37554 


A 


7240 


1326 




INVLKUIbAArr VO AlvAPRNGT 

r\ 
V 


7187 


37555 


A 


7241 


3 




tvVLJLJr VUUAuArAoruL'QCCj 
V L V*^lvjIc>IObLKGLG i KCAVS 
INUL I bv^blKl LbHCPNSFF 


7188 


37556 


B 


7242 


75 


402 




7189 


37557 


A 


7243 


1 


309 




7190 


37558 


A 


7244 


3 


187 




7191 


37559 


A 


7245 


383 


1778 




7192 


37560 


A 


7246 


2 


447 


IREKblRLQHENKMLKLNQEGS 
DNEKIALLQSLLDDANLRKNEL 
tlt/l^ VLVrlNr rL 1 1 ArAVSH 
ivr IvL V IN K Lb b V C^o V b bL S 
bi^u kjkj z> ivA b u b V LL K KKL b b H 
bblSJ^nbAiNNbLl^rvKKAl IbDLb 
r tvr IN IN o i> b K 1 1 b b b A L K 


7193 


37561 


B 


7247 


80 


1049 




7194 


37562 


A 


7248 


I 


199 




7195 


37563 


A 


7249 




62 




7196 


37564 


B 


7250 


219 


230 




7197 


37565 


A 


7251 


246 


594 




7198 


37566 


A 


7252 I 


I | 


316 




7199 


37567 


A 


7253 


1 


1059 




7200 


37568 


A 


7254 


1 


516 


EDALEQEKKELQ1QVEHYEFQT 
RQLELKAKNYADQISRLEERES 
EMKKEYMALHQRHTEMIQTYV 
trilbKols.lViy^VLiGNbQ I boobP 
OKi>rvls.tKr 1 bbN Vr PbADG I7CT 
U 1 UKO^AKACGGPLAPE*PRPA 
AVQLQLPGFVAVPWSERLLPV 
AGVPRSLGREPRLQAALHGS 


7201 


37569 


A 


7255 


1 


1176 




7202 


37570 


A 


7256 


1 


749 




7203 | 


37571 


A 


7257 


1 < 


591 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence i 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7204 


37572 


A 


7258 


2 


810 


VMMTGYNNGRCPRNSLYSDCI1 

EEKTVVLQKKDNEGFGFVLRG 

AKADTP1EEFTPTPAFPALQYL\ 

ESVDEGGVAWQAGLRTGDFL1 

EVNNENVVKVGHRQVVNMIR 

QGGNHVLFLKVVTVTRNLDPDD 

TARKKAPPPPKRAPTTALTLRS 

KSMTSELEELVDKASVRKKKD 

KPEEIVPASKPSRAAENMAVEP 

RVATIKQRPSSRCFPAGSDMNS 

VYERQGIAVMTPTVPGSPKAPF 

LGIPRGTMRRQKSIGKKCGTPP 

QKLPLGFQTQP 


7205 


37573 


A 


7259 


1 


1416 




7206 


37574 


A 


7260 


2 


1 142 




7207 


37575 


A 


7261 


1 


576 




7208 


37576 


A 


7262 


21 


289 




7209 


37577 


A 


7263 


2 


372 




7210 


37578 


A 


7264 


170 


655 


VRRRILGALFTWICSVTRESTSK 

PLSSALLSAKLLHRARSRTGLS 

GRNPKTISQDLQFAAIGSPLTES 

LNLHSRQALRDCCWTHTIPPNP 

♦ICTHARR/WRDCCWTHT1PPNP 

DTVWRFPLSSPVSAAPKQERAS 

SEPCSWSHWCRCSLSWLSSIPTE 

GCTPVCSSICLLMATFPMFSLIK 

IVR 


7211 


37579 


A 


7265 


1 


1725 




7212 


37580 


A 


7266 


307 


686 


PRRTPMKSCKIKEVPIFVFPLRT 
TRE1MCLRPIKGYAIYEKAPRSIL 
KDVHLTRNQCVPIPDRYKWWS 
WQVC RRPKQWG WTQG P V A PK 
RSAEFFAAHA*KRRRVMLNLR 
GLDVDSLVIEHIQVNKAP 


7213 


37581 


A 


7267 


1 


276 




7214 


37582 


A 


7268 


1 


726 




7215 


37583 


A 


7269 


3 


231 




7216 


37584 


A 


7270 


1 


217 




7217 


37585 


A 


7271 


3 


283 


KRKTEGDAKGDKAKVKDESQR 

RSARLSAKPAPPKPEPKPKKAP 

AKKGEKVPKGKKRKADAGKE 

REGYWRSQVKCIHFL*LYFW*L 

YSLKYYFI 


7218 


37586 


A 


7272 


1 


1 188 




7219 


37587 


A 


7273 


5 


365 




7220 


37588 


A 


7274 


1 


453 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Me* 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7221 


37589 


A 


7275 


1 


441 


RQPAHPGTSSAAAAPRKRSAAA 

HAGVAVAASARI.PPCAGCGLR 

AAPPLLASSARLRALRRPVGGL 

\X/ A A C'.C' A PA A C\C\\ A A C a ad 

OAUv^KCvjvjrvrlLil I KrwCAblAb 
AVj UbuuiKWUL WrLrCLLK 1 

TRDCVSSTKTLWVWLEVQR 


7222 


37590 


A 


7276 


2 


1957 




7223 


37591 


A 


7277 


1 


678 




7224 


37592 


A 


7278 


1 


720 




7225 


37593 


A 


7279 


190 


2947 


QALQRGLLSR/DRAPCSSKLSW 

RS/SPRRRAGTGPVQEEVALKP 

VLLRHPVQPVIRVKLPRICLLEE 

AGQLRGVHRLESVEEYYEADG 

AEWGPPDTAMLESLPEMAGKH 

SLPQLLDSSSASQPGAIQITYSUL 

YQIHYLKHLLSSYWGASQWKH 

"T"D I_ITL| V/ CI 117* CUT DC + FVAl/ 

1 Jvri J nYrboLW*tnLrb NY^K 
KJtlS. WAUL I KbLt > Nr\CjvvPR-L'5> 

\UCDCl°.C\l/ A 1 DAA A ACAATPACn 

Wcr5>ur WALr^AOUotQ 1 oQoP 

I? f DT/^DDV DC DDDCU A D f T r> //T>f 

Mr ViVIKJvoL 1 b 


7226 




A 1 

/A 


77X0 








7227 


37595 






i 
j 


z / J 




7228 


37596 




798? 


7 






7229 


37597 


A 


7283 


1 


751 1 




7230 


37598 


A 


7284 


1 


5046 




7231 


37599 


A 


7285 


42 


8716 




7232 


37600 


A 


7286 


2 


201 




7233 


37601 


A 


7287 


2 


797 


CS/GSPPTCRQAQTSLEVALYM 
FLQNPDTEAVLVAMSCFCHLCE 
EADTQCGVDEVSVHNLLPNSN 
TFMEFACQQCDVNSPPVGPVSE 
HKGSMISVMSSEGNADTPVSK 
YM DQLLSLM VCNLEKVGLQI P 
TN DK DL V L LTDTNTQ F VEQTL 
DIMKNLLDNHTEGSPEHLEQAS 

I C i IV1 JVlL<lN L, V tv IN rwIVIVtlL,! LJ W 

x/^^tqxi^ a a rkrM^\/i^<^"i nrc Di/n 
V IVIVj 1 JlN^AAUUUV rvl^L 1 oKI/U 

HPr.r.Ti i *r.nDDDci daai dda 

PASPGPRHPGASCGWPRAPPDS 
APGGPGRER 


7234 


37602 


A 


7288 


56 


8669 




7235 


37603 


B | 


7289 


278 


2333 




7236 


37604 


A 


7290 


1 


423 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7237 


37605 


A 


7291 


2 


1688 


PLYFHSPPAWLCSPSPPSARLYL 

ELRKLPATLPWSSVTDTGSYSA 

GRRERGGEGEGRGRRVRVADH 

RSALPRTGPQGSEEELANMQGL 

\VERLERAVSRLESL\SAESHRPP 

GN\CGEVNGVIA\GVAPSRGKPL 

HKLMDSMVAEFVLKNSRILSGD 

VETLAEIVHSAFQAQRAFLLMA 

SQYQQPHENDVAALLKPISEK1X 

K E I QTFQRE/RTRG SNMFNHLSA 

VSESIPALGWX1AVSPKPGPYVK 

ENfNDAATFYTNRVLKDYKHSD 

LRHVDWVKSYLNIWSELQAYI 

KEHHTTGLTWSKTGPVASTVS 

AFSVLSSGPGLPPPPPPLPPPGPP 

PLFENEGKKEESSPSRSALFAQL 

NQGEAITKGLRHVTDDQKTYK 

NPSLRAQGGQTQSPTKSHTPSP 

TSPKSYPSQKHAPVLELEGKKW 

RVEYQEDRNDLVISETELKQVA 

YIFKCEKSTIQIKGKVNSII1DNC 

KKLGLVFDNVVGIVEVrNSQDI 

QIQVMGRVPTISINKTEGCH1YL 

SEDALDCEIVSAKSSEMNILIPQ 

DGDYREFPIPEQFKTAWDGSKL 


7238 


37606 


B 


7292 


44 


355 




7239 


37607 


A 


7293 


1 


3623 


SEKEKEELERLQKEEEERKKRL 

QLYVFVMRCIAYPFNAKQPTD 

M A RRQQKI SKQQLQT VK DR FQ 

AFLNGETQIMADEAFMNAVQS 

YYEVFLKSDRVARMVQSGGCS 

ANDSREVFKKHIEKRVRSLPEID 

GLSKETVLSSWMAKFDAIYRG 

EEDPRKQQARMTASAASEL1LS 

KEQLYEMFQNILGIKKFEHQLL 

YNACQLDNPDEQAAQIRRELD 

GRLQMADQIARERKFPKFVSICE 

MENMYIEELKSSVNLLMA 


7240 


37608 


B 


7294 


1 


1555 




7241 


37609 


A 


7295 


1 


1056 




7242 


37610 


B 


7296 


54 


2173 




7243 


37611 


A 


7297 


1 


984 




7244 


37612 


B 


7298 


95 


1350 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7245 


37613 


A 


7299 


1 


2569 


MDGAKAFFSAVAAGFVIILTCQ 

LQWQWQHGGVHAHQLWQLA 

SG YRDACFC VSTYSSG PSEFPGP 

TLGTLNELAIDLEERKHRRKAK 

VWKGEGGGLRSPRQSLLAFRA 

VLASRGTRSCHVSPYLGVSGAL 

SSPNPHPSTTGAGPIPPVQRWGL 

PQWQKNREIAIPLTLGMSTHLR 

RGCKNMSRFSPSLHCCTTPISTN 

FTDPGSHCKGAHGDICLLIQNL 

KGALPMSINRSYFNAHPLLQ1SE 

AVTFKDVAVVFTEEELGLLDPA 

QRKLYRDVMLENFRNLLSVGN 

QPFHQDTFHFLGKEKFWKMKT 

TSQREGNSGGK1QIEMETVPEA 

GPHEEWSCQQIWEQIASDLTRS 

QNSIRNSSQFFKEGDVPCQIEAR 

LSISHVQQKPYRCNECKQSFSD 

VSVFDLHQQSHSGEKSHTCGEC 

GKSFCYSPALHIHQRVHMGEK 

CYKCDVCGKEFNQSSHLQTHQ 

RVHTGEKPFKCGQCGKGFHSRS 

ALNVHCKLHTGEKPYNCEECG 

KA F I HDSQLQEHQRIHTGEKPF 

KCDICGKSFRVRSRLNRHSMVH 

TGEKAFRCDTCGKNFRQRSAL 

NSHSMVHIEEKPYKCEQCGKGF 

GQKSFKCEECGKGFYTNSRRSS 
HQRSHNGEKPYNCEECGKDYK 
RRLDLEFHQRVHTGERPYNCK 


7246 


37614 


A 


7300 


2 


326 




7247 


37615 


A 


7301 


166 


443 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


■Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7248 


37616 


A 


7302 


1 


2692 


M DPGTLQS A SQG PTA IN PC D Y V 

LKRRNIQTSWQRLTPIIKWHVYi 

LMIGPGEKEAGRNLGIFGKWTP 

FPK1PAKRLRESNCPVDAQEIW 

LPQAFREYLGRRGNFGPGRRTC 

EFWEVESICSVESWELWLRQA 

DSG DSGKCSPD ACG IIDTSGLR 

AGHCYLTRLWHVSGRIPPSFKL 

HHPGVCKFPKVGGKMTTFKEA 

VTFKDVA VVFTEEELGLLDPAQ 

RKLYRDVMLENFRNLLSVGHQ 

PFHQDTCHFLREXEKFWMMGT 

ATQREGNSGGKIQTEMETVVPE 

AGTHEEFSCKQIWEQ1ASDLTR 

SQDTTISNSQLFEQDDNPSQIKA 

RLSIIHVKTETSEGRTCKKSFSD 

VSVLDLHQQLQSREKSHTCDEC 

GKSFCYSSALRIHQRVHMGEKL 

YNCDVCGKEFNQSSHQQIHQRI 

HTGEKPFKCEQCGKGFSRRSGL 

YVHRKLHTGVKPHICEKCGKA 

FIHDSQLQEHQRIHTGEKPFKC 

D1CCKSFRSRANLNRHSMVHM 

REKPFRCDTCGKSFGLKSALNS 

HRMVHTGEKRYKCEECGKRFI 

YRQDLYKHQIDHTGEKPYNCK 

ECGKSFRWASGLSRHVRVHSG 

ETTFKCEECGKGFYTNSQRYSH 

QRAHSGEKPYRCEECGKGYKR 

RLDLDFHQRVHRGEKPYNCKE 

CGKSFGWASCLLNHQRIHSGEK 

PFKCEECGKRFTQNSQLYTHRR 


7249 


37617 


A 


7303 


1 


585 


K RT A I SPKD A F ETRQ DLN E EE A 

AQVHGVKDPAP/ASTQSVLADG 

TDSAGN*ARQEPHKAAL*PIQN 

YQANL VNTFPYSNN SGG RG/RL 

MKTV/TQGSQQPSLADPASHLP 

VGDHLTYSNETEPVRALLPDEK 

KEVKPPALSMSNLHEATMPVL 

LDHLRETRADKKRLRKALREFE 

EQFFKQTGRSPQKEDRIPMADE 

YY 


7250 


37618 


A 


7304 


1 


366 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7251 


37619 


A 


7305 


1 


1265 


RYRPGIPGSTISSLVEEHAPPSW 

EPQHQNVEATVLVDSVLRPSM 

GNFKSRKPKSIFKAESGRSHGES 

QETEHVVSSQSECQVRAGTPAH 

ESPQNNAFKCQETVVRLAQPRJD 

QRTATSPKDAFETR\QDLNEEE 

AAQVHGVKDPAPASTQSVLAXD 

GTDSADPSPVHKDGQNEADSA 

PEDLHSVGTSRLLL/Y H ITDG DN 

PLLVSPRLFPLSGQSQRFNLDPES 

APSPPSTQQFMMPRSSSRCSCG 

DGKEPQTITQLTKHIQSLKRKIR 

KFEEKFEQEKKYRPSHGDKTSN 

PEVLKWMNDLAKGRK.QLKEL 

KLKLSEEOGSAPKGPPRNLl CF 

QPTVPRENGKPEAAGPEPSSSG 

EETPDAALTCLKERREQLPPQE 

DSKVTKQDKNL1KPLYDRYRII 

KQILSTPSLIPT1VSQDTCMLLLC 


7252 


37620 


A 


7306 


797 


1390 


PRMGARPRAPAAQPPPAAAQR 

PPARPATPTACGSSAHRAPSPA 

RSRRSPCTPRAAPAAPGPKAAR 

QWAGTATRSSRPQRSARRSPRD 

SSRCWAISSRSKRAATACTPGA 

KRRVATKARGAI WSKPKSKA 

MRI WPWn <SGRI GS*KAOFVA 

1 V 1 IV W I VV 'w LJU IVJ_» VJ O IV/A V^Cv V r\ 

ODPGSDEGRGRLVFSGI ODEG 
WVPOGGEGGVAGODASHRGSF 
RGAI K 






A 




Uv/J 


697 




7254 


37622 


A 


7308 


1 


1263 




7255 


37623 


A 


7309 


257 


1190 




7256 


37624 


A 


7310 


394 


485 




7257 


37625 


A 


7311 


21 


674 




7258 


37626 


A 


73 12 


277 


396 


GLLPGWKI*CSRVFVTSAIHVE 
VAELEANLPCTCKVHFPDPNKL 
HCFOLTVTPDEGYYOGGKFOF 
ETEVPDAYNMVPPKVKCLTK1 

A ft—/ V ft ft—' / * ft ft ^ 1 ▼ ft ▼ ft 1 ■ V. V ft^. V ✓ ftw ft ft ft 

WHPNITET 

»T 111 1 ^ 1 1 ■ — ' R 


7259 


37627 


C 


7313 


74 


316 




7260 


37628 


C 


7314 


211 


390 




7261 


37629 


A 


7315 


I 


2601 




7262 


37630 


A 


7316 


1 


1365 




7263 


37631 


A 


7317 


358 


760 


SIPLLFRKSSLSRK'CSAASIFSG 

SSKFKRSVNKEFNPOTTSFNVI 

VG AOPVP^IFC^I NKI RHISPV<\ 

V1VGVPDSLVQAFHFGRHHVV 

RIRELQFQTEIFHPGSNPHLGLL 

LAEKNEACLDQENALYMYKV 


7264 


37632 


A 


7318 


1 


1728 




7265 


37633 


A 


7319 


1 


558' 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino :icid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7266 


37634 


A 


7320 


2 


1884 


PAGAGPGQEAGAGPGPGAVAY 

ATGAEEGEMKPVAAGAAVPPG 

EGISAAPTVEPSSGEAEGGEAN 

LVDVSGGLETESSNG\KDTLEG 

AGDTSEVMDTQAGSVDEENGR 

QLGEVELQCGICTKWFTADTFG 

IDTSSCLPFMTNYSFHCNVCHH 

SGNTYFLRKQANLKEMCLSAL 

ANLTWQFRTQEEHPKTMFSKD 

KDIIPFIDKYWECMTTRHRPGK 

TTWPNNIVKTMSKERDVFLVK 

EHPDPGSKDPEEDYPKFGLLDQ 

DLSNIGPAYDNQKQSSAVSTSG 

NLMGGIAAGSSGKGRGAKRKQ 

QDGGTTGTTKKARSDPLFSAQR 

LPPHGYPLEHPFNKDGYRYILA 

EPDPQAPDPEKLEIDCWAGKPIS 

GDLYRACLYERVLLALHDRAP 

QLK1SDDRLTVVGEKGYSMVR 

ASHGVRKGAWYFEITVDEMPP 

DTAARLGWSQPLGNLQAPLGY 

DKFSYSWRSKKGTKFHQS1GKH 

YSSGYGQGDVLGFYINLPEDTE 

TAKSLPDTYKDKALIKFKSYLY 

FEEKDFVDKAEKSLKQTPHSEII 

FYKNGVNQGVAYKDIFEGVYF 

PAISLYKSCTVSINFGPCFKYPP 

KDLTYRPMSDMGWGAVVEHT 

LADVLYHVETEVDGRRSPPWE 


7267 


37635 


A 


7321 


1 


267 




7268 


37636 


A 


7322 


60 


888 


RG A A LA RTRLSVRPVG PAGTRR 

SHALGPRPGARSSFRLRCELRR 

CMCGNNMSTPLPA 1 VPA ARKA 

TAAV1FLHGLGDTGHGWAEAF 

AGIRSSHIKYICPHAPVRPVTLN 

MNVAMPSWF\DIIGLSPDSQED 

ESGIKQAAEN1KAL1DQEVKNGI 

PSNRIILGXGFSQGGALSLYTALT 

TQQKLAGVTALSCWLPLRASFP 

QGPIGGANRDISILQCHGDCDPL 

VPLMFGSLTVEKLKTLVNPAN 

VTFKTYEGMMHSSCQQEMMD 

VKQFIDKLLPPID 


7269 


37637 


A 


7323 


1 


1 182 
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SFQ ll> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7270 


37638 


A 


7324 


1 


2469 


MVDRARPTVLVTEVPLKSKHT 

AQMGLVLTANESQPLVHETAL 

KNKKPQSWFPNPCVSYNRKPG 

LQD* G RA ERPELG EQ ATE A ALL 

KAPAESVRQEHRSTNT/PQTRSC 

CPQYFPRAGCLPSRGHDVEPQH 

EAGDGPCRGIRNG*KJLLSSFFG 

QQVRT**R/CSELTPKQEFFKGS 

ESSNRTSGGLFGVVPGAAETGD 

VCVYTFKELEGQTSDEEGSRLE 

NDFLEITDEDKKKSTKDRYDKY 

KEVGEHPPLSSSPVEHEGVLKG 

QKSYRCDECGKAFNRSSHLIGH 

QRIHTGEKPYECNECGKTFRQT 

SQLIVHLRTHTGEICPYECSECG 

KAYRHSSHLIQHQRLHNGEKPY 

KCNEC A KAFTQSSRLTDHQRT 

HTGEKPYECNECGEAFIRSKSL 

ARHQVLHTGKKPYKCNECGRA 

FCSNRNLIDHQRIHTGEKPYECS 

ECGKAFSRSSGLISHHRVHTGE 

KPYSC1ECGKAFNQNSQLIEHQ 

RMHRGKKVYKCKECGKAFGLS 

KCLIRHQRLHTGEKPYKCNECG 

KSFNQNSHLIIHQRIHTGEKPYE 

CNECGKVFSYSSSLMVHQRTH 

TGEKPYKCNDCGKAFSDSSQLI 

\/ iir^D \/i_i r TV' ci/DVcrccrpi/ a c 
V rii^K V rl 1 utK.r Y cLoctuKAr 

QnRQTFXFUUODTUT^Cl^CCr*! A 

ov^/ivo J r tN r1rlv£K 1 rl I OJbK.o«3(jLA 
CQEGNKEISKGPQKPPGYRLCP 
LQAVGGGEFGPTRVHISFSLSD 
LKQIKVFFPGGPLMLEKQKKKS 


7271 


37639 


A | 


7325 


1 


1596 




7272 


37640 


A 


7326 


2 


3394 


MAHAGGGSGGSGAGGPAGRG 

LSGARWGRSGSAGHEKLPVHV 

EDALTYLDQVKIRFGSDPATYN 

GFLEIMKEFKSQS1DTPGVIRRV 

SQLFHEHPDLIVGFNAFLPLGY 

RJDIPKNGKLNIQSPLTSQENSH 

NHGDGAEDFKQQVPYKEDKPQ 

\/r>T trc AP\/t?rxr\i a ic\/ \ /\ir/ k/th 

VFLbbUbVbrNNAISYVNKIKTR 
rLDHPEIYRSFLEILHTYQKEQL 
NTRGRPFRGMSEEEVFTEVANL 
FRGQEDLLSEFGQFLPEAKRSLF 
TGNGPCEMHSVQ \ 


777 ^ 

/ Z /_> 




A 


7^77 


i 


/Jo 




7274 


37642 


A 


7328 


I 


399 




7275 


37643 


A 


7329 


3 


223 




7276 


37644 


A 


7330 


1 


1040 




7277 


37645 


A 


7331 


1 


465 




7278 | 


37646 


A 7332 


1 


288 | 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7279 


~7/l AH 


A 


/.> DJ> 


1 ClQ 

i uy 


H / f\J 




7280 


"5 1 C A Q 


A 

A 


Til A 


i no 
i uy 


'♦Oo / 




728 1 


_>7o4V 


A 

A 


/ J J J 


i no 
i uy 






7282 


37650 


A 


7336 


1 


336 




7283 


37651 


A 


7337 


1 


441 




7284 


37652 


A 


7338 


305 


446 




7285 


37653 


A 


7339 


2 


461 




7286 


37654 


A 


7340 


59 


620 


FQKIGL**/F1DLKDGLFTIPLAE 
QDCEWFAFT1PVVNNLQPAKRP 
HCFTDGSNNGKASYSGSKNKV 
FQMSYTSAQICAELVAVIELIEN 

AOI RFHTHFOl MT1 FTOI OTA 

VP QR N/f HPFYITHIR A HTPT PHPI 
v i\oi\ivinrr i I 1 1 1 1 i\/vn i r LrurL 

TEGNQMADRLVANAISSARHF 
QQH LL/TH SH PPG DRS RSC H R W 
RKKLEESGTSSHE 


7287 


37655 


A 


7341 


1 


1410 




7288 


37656 


A 


7342 


1 


1740 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLN1K 

AVQVQTGVTDSDYNGEIQ1VTS 

TSVPWKAKPGDHIAQLLIVPFCK 

FVEGLKEPLQVERQSSCQGLGY/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVF1IKK 

KSAEQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQPIWI 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQIEKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

P1TKSREIGKIITWGRGYACVSP 

r.PMHOPI WIP^kTHI KPYHKPnA 

GEKIPGESRGPPVAAMSRLTLR 
RMPTVMSMTHRTQPPTWGQIK 
KLSQMAEENLRKAGQPVTMNN 
LMIAVITTAFNKG 


7289 


37657 


A 


7343 


1 


1239 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l/nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7290 


37658 


A 


7344 


1 


777 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

L VA VI E VLTAFDM PVSM I SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMGIP 

A QTTT/PvXI a DrvTCA a I a Tnrc» 
AM I 1/LHNAruY lo^ALA 1 rrb 

ivi w IN I tvrvl 1 vjlr / Nov^fvjC^Al VbK 

XytTsji c i br/~\(~\i r\o cvpt 
iviiNL^LKv^l^LvJKA^ 1 bLiUrCbYOT 

PQMQLNLALLTLNFLSLPKGQ 

MLSAAEQHLQKPAVKTEAEQLI 


7291 


37659 


A 


7345 


1 


1307 




7292 


37660 


A 


7346 


1 


2040 




7293 


37661 


A 


7347 


1 


1898 


MAGAPPPAWLPHCSSISDCCAR 

NERGSVGVAPSKPARSAAVDL 

CCTKAVSLLPGEPPQKVPARVC 

GPLPAGTVGLLLGRSSLSLKEV 

Q1HTGV1DSDYKVEIQIVVSTSV 

PWKAEPGERIAQLLVVPYVGT 

GKSE1KQTEGFGSTNKQGKAAY 

WVNQITDKHLTCEIT1QGKXFK 

GLVDTGADVS11SLQHWPSMWP 

IQSTQFN1VGVDGSSNGKASYF 

GSKCKVFQMPYTSAQKVELVA 

IIEVLTTFDMPINVISDSSYVVHS 

TQL1ENAQLQFHTDEQLMTLFT 

QLQTAVRSRMHPFYITH!RAR\H 

TPLPGPLTEGNQMADCLVATA 

VSNARHFHNLTHVNASGLKCR 

YSNTWKAAKAIIQRRPTCQMV 

HSSSFTGGVNPQGLEPNSLWQ 

MDVTHVPSFGRLAYVHVCVDT 

FSHFVWATCQSGESSACVKHH 

LLQGFVVMGIPAS1KTDNVPGY 

TSQALATFFSMLNIKRITDIPYN 

SQDVEADANADVGVDVDADA 

DVDAEEEVFTDADADAEVDVD 

EDADAERLRCNADEDSDLDLD 

VHA PMH A nVHTMI l"Y\/rkA A \FV\ 
V L//\ E,]VI u/\ u \ U \ IN L.L* V UJ\/\ V VJ 

vnvn a ha nvnAnTnvnvnTr. 

VUV U/\Uf\L/y YJtWJ I L/VUVUlu 

1 "kit p a ni xw n\/nAn\/nTnAn\/ 
L1NLC.AULULU V L)/\D VU 1 DADV 

P\P p\ a r\\/c\/ a \/r\ a r\A t\/xi a r\\/ 
UtsAJ/\U V tv A V UAlJA 1 VNAUV 

U i VUVUl UoU 


7294 


37662 


A 


7348 


2 






7295 


37663 


A 




1 






7296 


37664 


A 


7350 


18 


260 




7297 


37665 


A 


7351 j 


1 


594 | 




7298 


37666 


c i 


7352 


232 


603 




7299 


37667 


A ! 


7353 


1 


1236 




7300 


37668 


A 


7354 | 


568 


1370 | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
oT peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7301 


37669 


A 


7355 


I 


1800 




7302 


37670 


A 


7356 


1 


498 




7303 


37671 


A 


7357 


1 


3400 


MDCSEKWRDPLDA VCVLPATE 

EPVVQGSALYLVAHHDDYCV 

WYSLQRTSPEKNERVRQMRPV 

CDCQAHLLWNRPRFGE1NDQD 

RTDRYVQALRTEIPLTLKGAKL 

QREEKEGDMPCRANILVTELFD 

TELIGEGALPSYEHAHRHLVET 

SLGEQVIVPPVDVESCPGAPSV 

CDIQLNQVSPADFTVLSDVLPM 

FSIDFSKQVSSSAACHSRRFEPL 

TSGRAQVVLSWWDIEMDPEGK 

IKCTMAPFWAHSDPEEMQ 


71fld 

/ JVJH 


17679 

_> / \J f jL 


\ 


7358 


] 


687 




71AS 


17671 

J /O / J 


A 


71SQ 
/ j j j 


] 


660 




7306 


31674 


A 


7360 


112 


474 




7307 


37675 


A 


7361 


352 


441 




7308 


37676 


B 


7362 


1 


831 






17677 


A 


7161 


460 


612 




71 1 (\ 
/ j l\J 


1767R 
j / O / o 


A 
AY 


7164 


^- j i 


496 


LFVSI/WQVFH*GRRGFLLVRN 
DCVQ1WCEM1SHSGFDLHFSDG 
Q*/WMSISSC/DFLAA*MSSFEK 
CLFMSFAHFLMGLFVFFL 


71 1 1 
/ J 1 1 




R 

L> 


716S 

/ JUJ 


l 
i 


729 




71 17 

/J IZ 


176R0 


A 


7366 


] 


774 




7313 


37681 


B 


7367 


1 


516 




7314 


37682 


A 


7368 


10 


504 




7315 


37683 


C 


7369 


520 


1656 




7316 


37684 


B 


7370 


1 


1206 




7317 


37685 


A 


7371 


677 


1126 


AVTLTTKVCSFTPEASETTNPPG 

GTKNSRRTALRAVALTAKVRS 

FTPRGSAASFLKSVRPRTHQFRT 

Q*HVHQIEFSPGGLWESCPRAS 

SSTGDPGRPPERRGAAARKTVG 

VQGVGYSLPRKLCPLFSRTTYP 

HTSLRKDCLESDTTAE 


7318 


37686 


A 


7372 


2 


394 


HLF1YLLVVLLWCPGWPQTAG 

LKGSSCLSLLSNWNYRPPL*AL 

LLGTQKLPRVWNFIMVRR1QDG 

VKPS V S I AEREM KSRKS A A SLL 

SQRDHEPTRRKKLRTHPNIRRN 

KLQTRHLKSCNTHCEGPWRHS 


7319 


37687 


A 


7373 


1 


204 




7320 


37688 


A 


7374 


1 


879 




7321 


37689 


A 


7375 


139 


4488 




7322 


37690 


A 


7376 




933 




7323 


37691 


A 


7377 


335 


582 


VLQLLRQHVWSCSFLLVGSWS 
HWLQERSCRSSQ*VLQL1KAV 
WTQRTQEPSWLHLVDPAPGLQ 
VELPASPTRYAHTPQPLGG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possi Die nucleotide insertion) 


7324 


37692 


B 


7378 


| 


3101 




7325 


37693 


A 


7379 


365 


625 


VAK1FSHVVGCLFTLMVVSFAV 
QKLFSLIRSHLSILAFVAIAFGVL 
DMKSLPTPMS*MVMPRF^<sRVF 

t ▼ i x i iviij ivi v iv t g j\ i OO l\ V I 

MVLGLKFKSLIHLEL1FV 


7326 


37694 


A 


7380 


994 


1 167 


NKGGHKOMEEHSMLMDRKNO 
YRENGHTAQGNL*IQCHPHQAT 
NDFLHRIGKNKLASNM 


7327 


37695 


C 


7381 


143 


3529 




7328 


37696 


B 


7382 


54 


1 158 




7329 


37697 


A 


7383 


1662 


1919 


LLNVFALAFLVLLIEMLGCQFW 
IFPAFSCRHLVL*ISLYTLL*MRP 
RDSGMWCLCSRWFQRTSLFLA 
SFRYVPSSHSGAGCSVSM 


7330 


37698 


A 


7384 


63 


1650 


SPGHI*SSV*REIYSTKCPQEFCA 

GKI*NSHPN1TIKRTGEARANTF 

KS*QKARNN*DQSRTEGDRDT 

KNPSKNQ/CNPGAGFLKRSTKLI 

DR*QD**RRK*RRIK*T**KM1K 

G I/VTTDPTE I QTT 1REFYKHFYA 

NRLKNLEEMDEFLETYTLPRLN 

QEEVESLNRPITGSEIEAIINSLP 

TK KS PGPDG FTAEI YQRTN DKN 

HMI1SIDEEKAFDKIQQPFMLEM 

LNKLG1YGMY1KIIRTIYDKSTA 

N1ILNVQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLARAIRQEKEI 

KGIRLRKEVFKMFLFADDMIVY 

LENPIISAPNLLKL1SNFSKVSGY 

KIN VQKSQA FLYTNN RQTESQI 

MSELPFT1ATKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGR1NIVKMAILPKV 

IYRFNA1PIKI PMTFFTFI FKTTI 

1 I l\l 1 "fill lIvL/T IVI 111 1 CL/J_fIVi i Li 

KFIWNOKRALNAKT11 <\OK:nk 
AGGIMLPDFKI PYKATWYWNO 
NTEIDQWNKTEASEITPHIYNHL 
VFDNPDKNKK 


7331 


37699 


A 


7385 


392 


493 




7332 


37700 


A 


7386 


1 


1223 




7333 


37701 


A 


7387 


386 


553 


KM1KGKPI IPORYJCI PsFNTITsIT 
STQIN*KI*KKWIHSSTHTPSQD* 
TRKKLNL 


7334 


37702 


B 


7388 


285 


1581 




7335 


37703 


A 


7389 


1 


1473 




7336 


37704 


A 


7390 


755 


1042 


SSY ATKKFPAI P^O^PAkTk'Tk'l 
ETSCY LTSTM YTTRLQ * PKQHGT 
GTKTE1*ANGTEQSPQK*YHTA 
TTIWSLTNLTKTRNGERIPYLIN 
GVGKTG 


7337 


37705 | 


C 


7391 | 


1 


2334 J: 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7338 


37706 


A 


7392 


I 


1539 




7339 


37707 


B 


7393 


I 


236! 




7340 


37708 


A 


7394 


5071 


5535 


GTAFLWRRRGALRFRVSSFSVL 

FFPHLCGF1YFWSLMMVMYRC 

VFGVDVLSVC*FSF*QTGPSAA 

GLLEYPAV*GVSVPLLGGASQL 

GCSGVRGQGPT*GGSLPVLRSP 

AACWENHCSLQSCQTGTFKSA 

EVTAVFLFVCALPPEVEPTEAG 


714 1 


1770Q 


A 


71QS 


1 


459 




7149 


177 1 ft 


A 

/A 


7396 




1063 




7141 


177 1 1 




7197 


39 


895 




7144 


177 1? 


A 


7398 


2 


277 




7345 


37713 


A 


7399 


34 


845 




7346 


37714 


A 


7400 


1 


3399 




7347 


37715 


A 


7401 


1 


3126 




7348 


37716 


A 


7402 


1 


387 




7349 


37717 


A 


7403 


1 


3578 


RDLVVGCGGFVKSDVE1NYSLI 

EIKLYTKHGTLKYQTDCAPNN 

GYFMIPLYDKGDFILK1EPPLGW 

SFEPTTVELHVDGVSDICTKGG 

D1NFVFTGFSVNGKVLSKGQPL 

GPAGVQVSLRNTGTEAKIQSTV 

TQPGGKFAFFKVLPGDYEILAT 

HPTWALKEASTTVSVTNSNAN 

AASPLIVAGYNVSGSVRSDGEP 

MKGVKFLLFSSLVTKEDVLGC 

NVSPVPGFQPQDESLVYLCYTV 

SREDGSFSFYSLPSG 


71SO 


1771 X 


A 

/A 


7404 


34 


460 




71S 1 


1771 Q 


A 

VA 


7405 


105 


245 


VSSEKVSLGVPCPAASAAASGD 
ASR*MATGRGGGGGGVAALPE 
SAP 


71 


37720 


A 


7406 


1 


1289 




71S1 
/ j j j 


37721 


A 


7407 


462 


5250 




71S4 


37722 


A 


7408 


714 


887 




7155 
/ j j j 


37723 


A 


7409 


1 


109 


PLRQLLCVKRGFC*HH*HEGCQ 
SRLLLRCLLCSTAI 


7356 


37724 


A 


7410 


1 


1845 




7357 


37725 


A 


7411 


192 


1507 




7358 


37726 


A 


7412 


2 


688 




7359 


37727 


A 


7413 


i 


518 




7360 


37728 


A 


7414 


1 


276 
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SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7361 


37729 


A 


7415 


984 


3112 


MWQETFFRMENLQL1IILILGSP 

SQLHFPVIRNNQGWTLYHQWP 

HFLNRFSSRLSNSSLLNQLKPTC 

ANCKKPLQKGQTAYQRKGSAH 

LFCSTTCLSSFSHKPAPKKLCV 

MCKKDITTMKGTI/VLAQVDSS 

ESFQEFCSXTSCLISL/YEEQQNP 

TKGVALNKSRCTICGKLTFI^HE 

VSFKNMTHKLCSDHCFNRYRM 

ANGLIMMCCEQCGEYLPSKGA 

G NN VL V I DG QQKRFCCQSC V SE 

Y KQVGSHPSFLKE VRDHMQDS 
FLMQPEKYGKLTTCTGCRTQC 
RFFDMTQCIGPNGYMEPYCSTA 
CMNSHKTKYAKSQSLGUCHFC 
KRNSLPQYQATMPDGKLYNFC 
NSSCVAKFQALSMQSSPNGQFV 
APSD1QLKCNYCKNSFCSKPEIL 
EWENKVHQFCSKTCSDDYKKL 
HCIVTYCEYCQEEKTLHETVNF 
SGVKRPFCSEGCKLLYKQDFAR 
RLGLRCVTCNYCSQLCKGGAT 
KELDGVVRDFCSEDCCKKFQD 
WYYKAARCDCCKSQGTLKERV 
QWRGEMKHFCDQHCLLRFYCQ 
QNEPNMTTQKGPENLHYDQGC 
QTSRTKMTGSAPPPSPTPNKEM 

rvIN IVr\ V LUNrL J IV1 1 rvTA 1 Y vivrn 
IV| l I\.Ol^-V<J 1 VJVJ 1 WI\1 C I Vr V rl r 

V P VV I PVPM HMV QfYM I PV PTTV 
v r v i i i v rivi nivi i oyiNir v rl i V 

PVPVPVPVFI PAPI n^^FkTIPA AT 

FFI kT^kTV^^nAI HTF1 I TMTn 


/ JOZ 


J / /jU 


A 


/** 1 O 


i 
l 


1 A "7 t 




/ JOj 


'X'lTl 1 
j i / j \ 


A 


/HI/ 


OO 


2. 1 1 o 




7364 


37732 


A 


7418 


2 


2930 




7365 


37733 


A 


7419 


1 


1677 




7366 


37734 


A 


7420 


172 


13329 




7367 


37735 


A 


7421 


2 


946 




7368 


37736 j 


A 


7422 


255 


933 


WIEAAPQAQEVQGDGLWLPCG 

AAGAGGLQSARSYGTVGEASV 

AEHPW/CAPGGCMAGCGSLAA 

AASPGLVPGHLP/QPTAAPSHPH 

RASLRVALLSGQWGLTCGQLL 

ASAPLLQSWAWDTRLLMCRRL 

bCSShbOERlAQLLLLPYLKLGS 

STVKRTGGPGNTNPAGICAVYW 

v>Jo\/^nT^ r piptv a i nr,]<f nFPn 

V INy V oUMvi 1 V /AlV^vJ PvL/r C vj 

LVDTEADVSNAINQWPQHWPK 
QKASIGIVGVGAA 


7369 


37737 


A 


7423 


718 


2385 




7370 


37738 


A 


7424 


1 


180 
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SEQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LJSSN 
0wr»4O,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7371 


37739 


A 


7425 


1 


1713 




7372 


37740 


A 


7426 


1 


774 




7373 


37741 


A 


7427 


2 _^ 


158 




7374 


37742 


A 


7428 


1 


174 




7375 


37743 


A 


7429 


252 


1245 


ELGECGCRQGSVSHCGRGSRPL 

LPRVRGKRHLPRARLARCQEAL 

SPWGFCRFRNHHQTGFSLAGA 

NQRGPLAATLSGPGGEGQSAV 

ARLMGEKKNHPGAQYATRLSP 

RVGRFINAAGTTGFPTGKRAPT 

C WPG ADM I PSCL ALPRJETELM 

GKFDEGKLPTDPHLMLGLAIET 

VAHDYDV1VIDSAPNLGIGTINV 

VC A A D V L I V PTPAELFD YTS AL 

QFFDMLRDLLKNVDLKGFEPD 

VRILLTKYSNSNGSQSPWMEEQ 

IRDAWGSMVLKNVVRETDEVG 

KGQ1RMRTVFEQAJDQRSSTGA 

WRNALSIWEPVCNEIFDRLIKPR 


7376 


37744 


A 


7430 


1 


1113 




7377 


37745 


B 


7431 


56 


1234 




7378 


37746 


A 


7432 


667 


1048 


LLLFRDLGIGTIMVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRJLLTKYSN 

SNGSQSPWXMEEQIRDAARFPV 

GKPVVPAALNTNRPTRRGEAVC 

VLGARVVFLFTSETGNS 


7379 


37747 


A 


7433 


1 


1428 




7380 


37748 


A 


7434 


1 


1 125 




7381 


37749 


A 


7435 


1 


756 


SDRRYEWDRGPSLIIRPTIRVGP 

WSQTNNQTDDTSGTVV/RRPFP 

PVIGVVFHKGGVYKTSVSVHL 

AQDLALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFY\DPHLMLRLAIETVAHDYD 

VIVIDSAPNLGIGTINVVCAADV 

L I V PTP A EL FD YTS A LQFFDM L R 

DLLKMVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQ1SDALRJS 

QRRNISSKF1LQSAC1TLTTFIST 

CWA11VTQSG 


7382 


37750 


A 


7436 


1 


1329 




7383 


37751 


A 


7437 




1 185 




7384 


37752 


A 


7438 




1065 




7385 


37753 


B 


7439 


67 


1033 




7386 


37754 


A 


7440 


j 


1192 




7387 


37755 


A 


7441 


1 


1413 




7388 


37756 


A 


7442 




1176 




7389 


37757 


A 


7443 




1302 




7390 


37758 


B 


7444 


1169 


3356 




7391 


37759 


A 


7445 


14 


3974 
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SEQID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7392 


37760 


A 


7446 


677 


1033 


RATASSISTTRPCESTSNAPSCN 
SP1RSRSPLPIIRPRASITT II V^M 
MRMVRAT1SCA1LVSRCQPAISP 
PLCTAFFRPICAAGVPVFTLFTT 
TP*SLPLLLISAPSMPI KMFI FS 
T 


7393 


37761 


A 


7447 


1558 


1748 


CSNASARFFAAVNPSGLGMILM 
♦SRF1VFTKLSAIPLLSGLRTAVF 
FGSSPNIRANWRVSLAR | 


7394 


37762 


A 


7448 


1 


595 


LKNSKPQVVMAAAGIFLIMCG 

VWLGFGGVLDPTKSSGYLIVDI 

YNEIICMLSNRJAGLGLSIMAVG 

GYARYMEGTPASRAMVSLLSR 

PLKI IRSPY1H SAT* VIGOIMP\0 

FITSASGl GMT T MVPT FPTI V<;i 

GVSRLSAVAVIATTMSIFWGM 

ETNSIFAAOVAGMKlATFFrHA 

HNPVASRVILSVAISGTRAR 


7395 


37763 


A 


7449 


1 


978 




7396 


37764 


C 


7450 


32 


316 




7397 


37765 


A 


7451 


1 


2465 




7398 


37766 


A 


7452 


1 


1416 


M J I LI DA E K A F DK I QQPFM LKTL 

SKLGTDGTY LKI I R A I YDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFN1GLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K 1 N V QKSQA FL YTNNRQTESQ I 

MSELPFT1ASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPVR 

DI DQW/N RTEPSEIM PHTYN YLI 

FDKPEKNKQWG KDSLFHKWC 

WEN WL A VCRKLK LDPFLTPYT 

KINSRW1KDLNIRPKTIKTLEEN 

LGIT1QD1GVGKDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

KGLISGIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSKEDIHAAK 

ICHMKKCSSSLAIREMDIKTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGEIGTL 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotton for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


7399 


37767 


A 


7453 


3 


2272 


RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHLKSTEYTFFSAPH 

HTYSKIDHILGSKALLSKCKRTE 

IITNYLSDHSA1KLELRIKNLTQ 

N RSTTWK LNN LLLNDYWVKN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFKAVCRGKFIALNAHK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITK1RAELKE1E 

TQKTLQK1NESRSWFFERJNKID 

RPLARLIKKKREKNLIDAIKND 

KGDITTDPTEIQTTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRJL 

NEEEVESLNRPITGAEIVAIITMSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILPNSCY 

EASI1LIPKPGRDTTKKENFRPIS 

LMNIDAKILNKILAKRJQQH1KK 

LIHHDQVGF1PGMQGWFNIRKS 

INVIQH1NRAKDKNHMI1SIDAE 

KAFDKIQQPFMLKTLNKL/DIGR 

NYCKVHMEPKKSPHRQVNPKP 

KEQSWRHHTT* LQT! LQG YSNQ 

NSMVLVPKQRYRSMEQNRALR 

NNAAYLQLSDL*QT*EKQAMG 

NGFPI**MVLGKLASHM*KAET 

GSLPYTLYKNQFKMD*RLKR*T 

♦NHKNPRRKPRHYHSGHRHGQ 

GLHV*NTKSNGNKSQN*QMGS 

N*TKELLHSKRNYHQSEQATY 

KMGENFHNLLPQRANIQNLQ* 

TQTNLQEKNKQPHQKVGKGHE 


7400 


37768 


A 


7454 


1 


3020 




7401 


37769 


A 


7455 


1 


3046 


MVKGS1QQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLID1YRTLHPKS 

TEYTFFSAPHHTYSKJDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

L E L Rl KN LTQN RSTTWK LKN LL 

LNDYWVHNEMKAE1KMFFETN 

ENKDTTYQNLWDTFKjWCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


7402 


37770 


B 


7456 


197 


1917 




7403 


37771 


B 


7457 


1 


1954 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


7404 


37772 


A 


7458 


1 


1947 


MNIDAKILNKILANR1QQH1KKL 

IHHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDKIQQLFMLKTLNKLGIDGTY 

FKIIRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL1SNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDANKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKF1WMQK 

R A H 1TKAILSQKNKA RG ITLPDF 

KLYYKATVTKTAWYWYQNRD 

1DQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTK1N 

SRWIKDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

KDK1DKWDLIKLKSFCTAKETT 

1 R VN RQPTK W EK I FTT Y S S D KG 

L1SRJYNELKQIYKKKTNNPIKK 

WAKDMNRHFSKED1YAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRCWRGC 

GE1GTLLHCWXWINWMKKTWH 

1YTMEYYAS1KKNEFMSFAGA* 

MKLET1I 


7405 


37773 


A 


7459 


1 


1713 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


7406 


37774 


A 


7460 


281 


2882 


KPRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQANIQIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSE1 

VAIINSLPTKKSPGPDGFTAEYY 

QRY1CEELVPFLLKLFQSIEKEG! 

LPNSFYEASIILIPKPGRDTTKXE 

NFRTISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINVIQHINRTKDKNH 

VIISIDAEKAFDKIQQLFLLKTL 

NKLGIDGTYLKIKRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLARAIRQEKEl 

KGIQLGKEEVKLSLFADDMIVY 

LENPIVSAQNLLKLISNFSKVSG 

YK1NVQKSQAFLYTNNRQTETQ 

IMSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGR1NIMKMAILHK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFT WNQK R A R I A KS I LSQKN K. 

AGGIMLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHI YN YL1FDKPEKNKQWG KDS 

LFNKWCWENWLAIWRKLKLD 

PFFTPYTKINSRWIKDLNVRPKT 


7407 


37775 


B 


7461 


1 


2633 




7408 


37776 


A 


7462 


3 


1336 
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SEQ ID 

NO: 


SKQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7409 


37777 


A 


7463 


2 


2458 


SWFFEKINKIDRPQARLIKKKRE 

KNQIDTIKNDKGDITTDPTE1QIT 

1REYYKHLYANKLENLEEMDK 

FLDTYTLPRLNQEEVESVNRP1T 

GSEIEAITNSLPTKKSPGPDGFT 

AEFYQRY KLEELVPFLLKLFQPIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKGNFRP1SLMNIDAK1LNKIL 

ANQIQQHIKKLIHHDQVGFIPG 

MQGWVLEVLARA/IRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PTVSAQNLLKLISNFSKVSGYK1 

NVQKSQAFLYTNNRQTESQ1MS 

ELPFTIASKRIKYLGJQLTRDVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSWiGRJNIVKMAILPKVI 

YTFNA1PI KLPMTFFTELEKTTL 

KF1WKQKRSHIAKSILSQKNKA 

GDITLPDFKLHYKATVTKTAW 

YWYQNRDIDQWNTTEPSE1ML 

HIYNHLIFDKPDKNKQWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLTSYTK1NSRW1KDLNVRPKTI 

KTLEENLGNTIQDIGMGKDFMS 

KTPKA V ATKA KI DK WD V 1 KLK 

S FCTA KETTI R VNRQPTE WEKI F 

ATYSSDKGL1SRJYNELKQIYKK 

KTNNPIKKWAKDMNRHFSKFn 

IYAAfCRHMKKCSSSLAIRFMOI 

KTTMRYHLTPIRMVIIKKSGNN 

RAPGGRGGCGCSFGRLKRSCVP 

ALKRV ADLPAQRSSS A KG ETA S 


7410 


37778 


A 


7464 


2 


2101 




7411 


37779 


A 


7465 


196 


792 


G I LSFAKDMNRHFSKEDI YA AK 
KHMKKCSSSLAIREMQIKTTMR 
YHLTPVRMA11KKSGNNRCWR 
GCG E I GTL L HC WL DC K L VQPL 
WKSVWRFLRDLELEIPFDPAIPL 

1 riFYPTSlPVK'<sr , PVI<rnTr > TRN4FT 
l<vj i i i in x_/ 1 rvov-'V-' i i\u i V/ i ivivir i 

AAI FT! A KTWFPPkfP^MN/TinU/T 

K/KM WH/1 YTRDTMRPKN DE VQ 
SLVG/TWVNWETTFSVTIAVQK 
PTRLSH 


7412 


37780 


A 


7466 


3 


610 




7413 


37781 


A 


7467 


1 


1986 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


7414 


37782 


A 


7468 


965 


4421 


T W KGTTSTSRCK I M PKYRSTRQ 

KVNKDTQELNSALHQADLID1Y 

RTLHTKSTEYTFFSAPHHTYSKI 

DH1LGSKALLSKCKRJEIITNYLS 

DHSA1K.LELRIKNLTQSRSTTW 

KLNMLLLNDYWVHTsJEMKTElK 

MFFETNENKDTTYQNLWDAFK 

AVCRGKFIALNAYKRKEERSKI 

DTLTSQLKELEKQEQRHSKPSR 

RQEITKMRAELKEIETQKTLQKI 

N ESSS WFFER1NKIDRPLARLIK 

KKREKNQIDT 


7415 ! 


37783 


A 


7469 


I 


1674 


MGQLQRNARDLQESVMS1RM 

MPMEYVFSRYPRLVRDLAGKL 

GKQVELTLVGSSTELDKSLIERI 

IDPLTHLVRNSLDHGIELPEKRL 

AAGKNSVGNLILSAEHQGGNIC 

[EVTDDGAGLNRERILAKAASQ 

GLTVSENMSDDEVAMLIFAPGF 

STAEQVTDVSGRGVGMDVVKR 

MIQKMGGHVEIQSKQVTGTT1RJ 

LLPLTLA1LDGMSSLLTHG1GQF 

ADVACAGPLLAAELDALGKAL 

KEPARPMVAIVGGSKVSTKLTV 

LDSLSK1ADQLIVGGGIANTFIA 

AQGHDVGKSLYEADLVDEAKR 

L LTTCN I P V PSD VRV ATEFSETA 

PATLKSVNDVKADEQILDIGDA 

SAQELAEILKNAKTILWNGPVG 

VFEFPNFRKGTEIVANAIADSEA 

FSIAGGGDTLAA1DLFRIADKNS 

YISTGGGAFLEFVERLTTLTQLL 

H DQG Y VTQ A IGK WH M RETTEP 

QPQNVGFDDFRGFNSVSDMYT 

AWRDVHVNPEVALSPDRPAYI 

NQSPLSKDDVHALRGGDQQAI 

ADMTPKYMADLDQRCTEYGAQ 

LLDKMAKSA 


7416 


37784 


A 


7470 


1 


3360 




7417 


37785 


A 


7471 


2 


543 




7418 


37786 


A 


7472 


1387 


1805 


QAIAFDVQPGRGDYAGNQRHH 

NQYNQHQAH*SWQRCGIGDGL 

ARFARHNATKPANKPGETGDR 

FNHQKNHGGQQDPVLHQLIEV 

M L VG RGG DQ A VGQATLG I DTN 

VGLHAKV/LTDCLSWSDASPDR 

VAALCSWSSWVPQ 


7419 


37787 


A 


7473 


4088 


4228 


SPPSA*VKALPGPKHHGGLKPV 
HPIPGASLVLARRWSMFRRWG 
LIT 


7420 


37788 


A 


7474 


332 


538 





856 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7421 


37789 


A 


7475 








7422 


37790 


A 


7476 


856 


964 




7423 


37791 


A 


7477 


1 


1563 




7424 


37792 


B 


7478 


1 


1086 




7425 


37793 


A 


7479 


372 


886 




7426 


37794 


A 


7480 


2028 


2368 


RPPGNSLNVSRMGTRSSYSCRR 
H^PArLb WGKGRCHLCNKAHL 
LAGA*HYSFLSGSAPY*N*VNG 
QI**R*TAHRSTPDAPTGH*NCC 
S*L*CHSY*QRA*PGYRHD*CR 


7427 


37795 


A 


748 1 


1 *+o 




LUr LLRLSEMPRKQGDYRTR1/C 
EIRGRVEQRVGYTIEQINHMRD 
VFDRRYEWDHGPRLMRPTIRVG 
PWSQSDYQTDDTSGTVVPD 


7428 


37796 


A 


7482 


3 


149 




7429 


37797 


A 


7483 


5 


753 


ARKVVAVAARHKCPA/CISFSA 

SHRLYRYWEEEMNPAPVEAMR 

TFQQF1DEGNYTSGDTHTLRDP 

HYVEDKAHKYLVFEANTGTEN 

GYQGEESLFNKAYYGGGTNFF 

RXESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPLITS 

N T VTDEIERANVFKlVrNGKWYL 

FTDSRGSKMTIDG1NSNDIYML 

GYVSNSLTG PYKPLNKTGLVLQ 

MGLDPNTNIQTDDTSGTVVQT 

NNQTADTSGTMVPD 


7430 


37798 


C 


7484 


182 


709 




7431 


37799 


B 


7485 




1488 




7432 


37800 


A 


7486 


2 


1034 


YLISQRGLIRRSKISLQTGSQIER 

AFLQAPVEER*SMACSK/YSSHP 

DLTFTNFIRFTYNIF*NHASPGIP 

NLLLHPRGLRAITIAVFGKQNT 

YIRLEPFKINVLEQITKHIEKLQC 

G/ECSQTTQQAWEQSAHQQHIR 

H*SCRYPG*ARCQ*VHQARTL* 

DQRS*ADHEAYRKTAVRRCSQ 

TTQQAWEQSAHQQHIRH*SCR 

YPG*ARCQ*L*HHSHEQQFQWP 

VG/CIRCGSVGSLPSSMCPLTQF 

t^YUAfcFURKb'CQAPASKWAL 

LHIv* HKPrrQDKIw\GECLLHEY 

EDLVPIRDTLRLFPGGRYLPRA 

KHVAPSEPDPTIRVGPWSQSDY 

QTDDTSGTVVPD 


7433 


3780! 


A 


7487 


2 


426 




7434 


37802 


A 


7488 


138 


346 


RWRLQNLSFCSSC/SRIWL*RGY 
VFCSWKPREQSSQSPLACSAAC 
LTLRTQSCLGTAGQTDDTSGT 
MVQY 



857 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, V=possible nucleotide insertion) 


7435 


37803 


C 


7489 


1 


1290 




7436 | 


37804 


A ; 


7490 


48 ! 


439 


HHHSGLDD/HRRKILNTAYRSR 
KLOASC*KSAERAWKTKASLT 
VNGWMKK1RCKTPMCRPTVR* 
SIR1LIITTPLPRVPSRS*LKPPTS 
CT*CIFTQPTRC*KMTTCWRCS 
TSRKSSGHVCVSPGSVAVTI 


/4:> / 


J /oUj 


A 
r\ 


/H7 1 


1 1 Z.U 


1340 


KARWMLOTRKRAVRRSNWRK 

l\j\J\ ff IVI L/w J t L Y_-i ^ ■ Vi \ ▼ I\J\L/i i V ▼ 1\J\. 

RNTWCAPAA1CKRSTTLITSF*K 

PVKMACPFICAMLRRSRLARRC 

AGALPN 


7438 


37806 


A 


7492 | 


12 


960 




7439 


37807 


A 


7493 


1 


1806 




7440 i 


37808 


B 


7494 


1 


1318 




7441 


37809 


A 


7495 


1 


1385 


MLQIPKQQQNEKYQVPQFDQS 

TIKN I E S A KG L D V WDS WPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNS1DS 

WKNAGRVFKDSDKFDANDP1L 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVTsIV 

SKSDDTLKINGVEDHKT1FDGE 

RKTYQNVQQF1DEGNYTSGDN 

HTLRDPHYQNTY1RLEPFKFNVL 

EQITKH1EKLQCGGVVKQLSRR 

GNNQHISSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

WIDRKAGECLLHEYEDLVPIRD 

TLRLFPGGRYLPRAKHVAPSEP 

DPEQD EQKL SCCT Y R K R Y R V L 

VGELGDEQMAALSRLGNDYRP 

TS A Y ERGQRY A SLLQN EFAGNI 

SALADAENISRKIITRCINTAKLP 

KSVVA L FSHPG ELS A RSG DALQ 

KAF*SASPDRADSSPG*EKRATT 

D/SRQFGG VDTAGNNLT*N 1FRI 

SQRRN1SSKFILQ*ACJTLTTF1ST 

CWA1IVTQSG/LMQPSAHHPAR 

OPEH Dl AFGKCSSSVSVHL A/LG 

SGSEG ATCFA RG R* RPPGNSLN 

VSRMGTRSSYSCRRHSPAFVHRS 

TPDAPTGH*NCCS*L*CHSY*QR 

A*PGYRHD*CRMCC 


7442 


37810 


B 


7496 


1 


3597 




7443 


3781 1 


A 


7497 


1 


666 




7444 


37812 


A 


7498 


1 


738 
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SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7445 


37813 


A 


7499 


1 


727 


MKVLIVESEFLHQDTWVGNAV 

ERLADALSQQNVTVIKSTSFDD 

GFAILSSNEAIDCLMFSYQMEH 

PDEHQNVRQLIGKLHERQLNVP 

VFLLGDREKALAAMDRDLLEL 

VDEFAW1LEDTADFYRR TAPVA 

RE*TRYPPGSCWPPLF/TAPLMK 

I oVUinc i \o WAArUnyUU V(jr 

TI^TP A HP FVHnwr, PUl cdth 
J IV 1 r /AVJIVT I M YJ I YkJEllNL-rKl D 

l v l vj I L/Iv I ol A V oLLUnovjAruyj 

HIS* I AAlV V r vJ/\LHvo Wo V V Vu I 

GSNRTI 


7446 


37814 


A 


7500 


I 


744 




7447 


37815 


A 


7501 


1 


250 




7448 


37816 


A 


7502 


1 


850 




7449 


37817 


A 


7503 


1 


1085 


GN LAAGKTIQ AQDR D A VG 1 LSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQ1KEEDVLK 

FLAAGTHLGGTNLDFQMEQYI 

YKRKSDGIYI1NLKRTWEEL\LR 

QPRA\MVPIENPAD\VSVISSR\N 

TGQVCGTVRAV\LRFLAATGAT 

P1GG\RFTPGTF\TN\QIQASLPGS 

PRAFLWVT* PPGAEPPALSRSAS 

LC*PFLPLALVNPD/SPLRRYVII 

AIPCNNKGAH\SVGLMWW\ML 

AREV\LRMRGTISREHPW\EVM 

pni vPVDnDnnicvrcnA a a cv 
"UL r r Y tsJJr CfclfcKfcfcv^A A A hK. 

AVI IsJ^nr^Lit, W I ArArtr/ 1 LA 

1 yrc VA1JW otvj VyuArLVru^ 

QFP\TEDWSAQPATE\DWS*A\P 
LAQATEWVGATTDWS 


7450 


37818 


A 


7504 


1 


1053 




7451 


37819 1 


A 


7505 


2 


654 




7452 


37820 


A 


7506 


674 


805 


TLMQKSSI K Y WQTESS STS KS L 

STMIKWASSL*REIYSTKCPQEK 

AGK1QN*HPNITIKRTRKARANT 

FKS*QKARNN*NQSRTEGNRDT 

KNPSKN**/MPGAGFLKGSTKLI 

DR*QD* *RKKERRJ K*/I A 1 KN DK 

GD1TTNPTE1QTTIREYYKHLYA 

NKLENLEEMHKFLDTYTLPRLN 

QEEVESLNRPITGAEIV\E*SIAY 

QPKKVQDQMDSQANSTRGTRR 

NWYHSF*T1PINRKRGNP*TLM 

QKSSIKYWQTESSSTSKSLSTMI 

KWASSLGGKAGSIYANQ 



859 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7453 


37821 


A 


7507 


I 


1577 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSALHQADLIDIYRNLHP 

ESTEYTFFSAPHHTYSK1DHILG 

SKAPLSKYRRSEIKIMCLSDHSA 

11CLELRJKKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TN ETsI K DTT Y QN L W DTLK A VC R 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

SKlRGELKElETQKTLQKrNESR 

GWFFEKINKIDRLLARLIKKKR 

EKNQIHAIKNDKGDMSTNHTEI 

QTTIREYYKHLYANKLENLKEI 

DKFLETYSLPRLNQEEVESLNR 

PITGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRMKYLGIQPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGR1NIVKMAIL 

PKN WKKTTLKFI WNQICRARJA 

KSILSQ/IEQSWRHHAT*LQTILQ 

GYNNENSMVLVSKQRYRSMEQ 

NRALRNNATYLQPSDL 






A 




58 

•j © 


330 


FTENDDFQFHPCPYKGHELIIFY 

GCIVFHGVYVPHFLNPVYHCW 

TFGLVPSLCYCE*CRNKHTCAC 

VFIAA*FIVIWVYTQ*WT)GWVK 

WYF 


7455 


37823 


A 


7509 


1246 


1522 


DCLGNAGSFLVPYELGHYGHF 
HNIDSSYQ*AW\MFFHLFVSFF1 
SLSSGL*FSLKRSFTSLVSWIPR 
YF1LFEAI VNGSSLM I WLSVCLL 


7456 


37824 


A 


7510 


140 


577 


YSMVYMCHIFL1QSIIVGHLGW 

FQVFAIVNNVTINIRVHVSL*QH 

DL*SFGYIPSNWMAGSNGISSSR 

SLRNRHTVFHNG*TSLQSHQQC 

KSVPISPHPLQHLLFPDFLMIAIL 

TGVRWYLIVVLICISLMASDDE 

HFFMCFLAA 


74^7 


37825 




751 1 


399 


677 


NQREQRHN1PESLGR1QSSV*RE 
I YSTKCPQEKAG K 1 QN * H PN IT! 
KRTRKARANTFKS*QKARNN* 
NQSRTEGNRDTKNPSKNQ*IQE 
LVF 


7458 


37826 


A 


7512 


1446 


1855 


IYKLPWAVWPFS*Y*FFLPMS/G 

GVFFHLFVSSFMSLSSGL*FSLK 

RSFTSLVSCIPRYF1LSEAIVNGS 

SLM 1 WLSVCLLLV YKN ACDFCT 

LILYPETLLK.LSISLRRFWAETM 

GFSRCT1MSSANRDNLISSFRN 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 

sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7459 


37827 


A 


7513 


1 


2982 




7460 


37828 


A 


7514 


5202 


5430 




7461 


37829 


A 


7515 


2 


454 




7462 


37830 


A 


7516 


2 


744 




7463 


37831 


A 


7517 


1 


2422 


MCPI LREH RGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGN1IIHFGYKGVEYHDQQ 

DVTSNFLGAMWLISJTFLSIGYG 

DMVPNTYCGKGVCLLTGIMGA 

GCTALVVAVVARKLELTKAEK 

HVHNFMMDTQLTKJRHCPWAA 

TIQPKLSFLISLPGCDYRGESAR 

A RPLSHPPLQLGLG KD AR YLR1 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPTITHCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLNVSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTEIAMSSCRY 

NGGVMRPLSNLSASRRNLHEM 

DSEAOPLOPPASVGGGGGAS^P 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


7464 


37832 


A 


7518 


1 


579 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown ? 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7465 


37833 


A 


7519 


1 


1 184 


MSSANRSILEVPHLDILLQELPG 

VSKVVTVEVRGNWQRW1XVR 

DLTKGVTYFFRVQARTITYGPE 

LQANITAGPAEGSPGSPRDVLV 

TKSASELTLQWTEGHSGDTPTT 

GYVIEARPSVFGNGSFQVSKEE 

NQYFSEG LTSI E VPSQQ VQQEG 

AVAMALMVPDEGLWDMFVKD 

I PRSATS YTLSLDKJLRQG VTYEF 

RVVAVNEAGYGEPSNPSTAVS 

AQVEAPFYEEWWFLLVMALSS 

LIVILLWVFALVLHGQNKKYK 

NCSTRQGISTMEESVTLDNGGF 

AALELSSRHLNVKSTFSKKNGT 

RSPPRPSPGGLHYSDEDICNKY 

NGAVLTESVSLKEKSADASESE 

VSVGAYFRAVTISPYFCKDAGF 

AVRTIALGLAETAGSKADARK 


7466 


37834 


A 


7520 


1 


1347 




7467 


37835 


A 


7521 


512 


1051 


MAYCKSTPAVGLRVTV*SLSRL 

SLICYTFC1GAPSHLSVGSL11AT 

SFIVSNRPCRAPYVDTIYRLPSP 

LRLAGHRTLPLKPSFPRRSPPLL 

YYPSPRPPAHYPLSPSSEPNRRY 

TMALTAVPYPYTSPLQAFPFLH 

SRJPQLQLFLLTNSFTSRTPVEP 

VQVLEILSQWKATTKWHYG 


7468 


37836 


A 


7522 


352 


546 




7469 


37837 


A 


7523 


1 


360 




7470 


37838 


A 


7524 


3 


349 




7471 


37839 


A 


7525 


1077 


2142 


SAVRYSVAITTADRRTAAGAIS 

YPTK* S* SEPIQEGQPEEQ/RAN 

YPNGTYPTSLRHLERLWLRSAL 

SVFCARF/YHQQYSLKKYRYKHI 

ADNVCQWLDEVFLRPKEMSDI 

HKLTFIEKRERLKNSVFKSLHD 

VRTVEDPSGTQLEVVSNNPWD 

PKRQLLKWDGTKWTGWDIPD 

YSAAPPEAVPSLNNPQTFSEQK 

LDEALYHGAVLRVRPKAMTVA 

V1IAGLLPILWGTGAGSEVMSRI 

AAPMIGGMITAPLLSLF11PAAY 

KLMWLHRHRWLKCKSARRPQ 

YQSGYTDDRHSRSVKASPTAG 

LPSLTHEQQQKAVERIQELMAQ 

GMSSGQA1ALVAEELRANHSGE 

RIVARFEDEDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vi>, 
*=Stop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7472 


37840 


A 


7526 


1 16 


191 


RLKFTETNLYTN1YVGSIHIHLN 

LEHHMSLH**MDRTNINIRVQIC 

FCEFKSLVLLDKPGRQELIDDL 

NKRTDNFLTDSG ISVSDWIDA A 

TWEVFSSLRELELLGIKN1RXAS 

QDLHGVILSSETVAEDIWCR1LD 

TVTRKGEHSRRIHSADDKSYLR 

PDLLEWFKQRVEDDQSRSGRK! 

YVKRDLPH I LTPFRAPM AS VCA 

KRKGQVLHQQYSLKKYRYKH! 

ADNVCQWLDEVFLRPKEMSDI 

HKLTFIEKRERLKNSVFKSLHD 

VSEFLGRVLLHATDPAAPRKPA 

YSLHAIRGKSRGRKNS 


7473 


37841 


A 


7527 


1 


177 




7474 


37842 


A 


7528 


1 


399 




7475 


37843 


A 


7529 


3 


209 




7476 


37844 


A 


7530 


1 


288 




7477 


37845 


A 


7531 


2 


256 




7478 


37846 


A 


7532 


414 


1188 


TSFLTTGGKKGS\KKKVVDPFS 

KKD/WL*YVKHPAMFN1RN1GK 

DVGSPRTQGTKIAS\DGLKG\RV 

FEWSLADLQHDEVAFRKFKLIT 

\EDVQGKNCLTNFHGMDLT\RD 

K\MCSMVKKW\QTMI\EAH\VD 

VKTADG\YLLRLFCVGF\TKKR 

NNQIGKPF*AQ\HHRVRQIGKK 

MME1MTREVQTNDLKEVVNKL 

IPDSIGKDIEKACQSIYPLHDVF 

VRKVKMLKKPKFELGKLMELH 

GEGSSSGKATGDETGAKVERA 


7479 


37847 


A 


7533 


1 


1140 




7480 


37848 


A 


7534 


131 


410 




7481 


37849 


A 


7535 


1 


861 




7482 


37850 


A 


7536 


1 


406 


MWEILELPRDLLNGFAQNADS 

NMDNKVQAEVALDGNGELVG 

YYSKASAGDTQANRVWSGPPA 

NSNRPAAEGPERNTIMINKICDIN 

TKTPSVGHRHQRPKVDKTTKT 

RVKTRAEKLK1LKTRVPLIFQRT 

AALRQR 


7483 


37851 


A 


7537 


1366 


1629 


TQSPVQTKPTP1TTRGGGFLPTQ 
PFPV1LQRQFCPE*LVAFMGS*E 
DVP*GSFRVSAESS1L*RAP*GA 
QSTCKPVNRNEKISKRIVH 


7484 


37852 


A 


7538 


502 


648 





863 

BNSDOCID: <WO 0175067A3JA> 



WO 0.1/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7485 


37853 


A 


7539 


1 


1 169 


PPLLIPRQTGSGVDLQQTPTDLQ 

L R V LTV RRKTN KQ KG H P H QN S I 

CTSPSSKTKDFKPTKJKRDKEG 

HYIMVKGSIQQEELTJLNIYTPN 

TGAPRFIKQVLRDLQRDLDSHT 

IIVGDFNTPLSTLDSSKRQKVDK 

DIQELNSALYQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKCNRTEIITTvJCLSDHS 

A I RLELRIKKLTEN RSTT WKLN 

NLLLKDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTGKAAC 

RGIFIATNAHKRNQKRSKMDTL 

TSQLKELEKQEQRHSKASRRLN 

QEEVESLNKPRTGSEIEAIINSLP 

TKICSPGADGFTAEFYQRYKEE/ 

PGTIPSETIPINRKRGNTP*LIL*G 

QHHPDTKA 


7486 


37854 


A 


7540 


1 


404 


MDEFLNTYTLPRLNQEEVESLN 

RPITGSEIVAIINSLPRKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTIKENFRPISLMNIDAKILN 

KJILANRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIISTDAEKLAFDKIQQP 

FMLKTLKKFGIDGTYLKIR1KYL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTICKWKNIPCSWVGR1NIM 

KMAILPKVIYRFNAIPIKLPMTF 

LTELEKTTLKFIWNQICRARIAK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQKRDIHQWN 

TTEPSEITPHIYMHLIFDKPEKNK 

QWGKDSLFNKWCWENWLAIW 

RKLKLDPFLTPYTKINSRWIKD 

LNVRPKTIKTLEENLGITIQDIG 

MGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQ 

PTKWEKIFTTYSSDKGLISRJY7M 

ELKQIYKKKSDNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIRJEMQIKTTMRYHLTPPSLL 

IPRQTGSGVDLQQTPTDLQLKV 

LTVRRKTNKQKVHPHQNPICTS 

PSSKTKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKNLQKINES 

RSWFLEKVNKIDRLLARL1KKK 

REKDQIDAIKNDKGDITTDPTEl 

QATIREHYKHLYANKLENLEE 



864 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7487 


37855 


A 


7541 


3 


1284 


S A A DTQ AN R V WS V PPTN SN RP 

AAEGPDC*KEN*QKGHPHQNP1 

CQSPSSK\PKVDKTTKMGKKQN 

RKTGNSKNQSTSPPPQEHSSSPA 

MEQRITNAEKYLKDLMELKTT 

AQELHDECTSLSSPFDQLEERV 

SVMEDQMNEMKREEKFRJEKRI 

KRNEQSLKEIWDYVKRPNLPLI 

GVPESDREMGNKLENTLQDI1Q 

ENFPNLARHANIQIQEIQRMPQ 

R YSS K R ATPRY 1 1 VRFTK VEMK 

EKMLRAARDKSLVTHKGKLIR 

LTAGKFIALIAHKGNQERSKIDT 

LTSQLKELEKQEQTHSKPSRRQ 

EITKIRAELKEIETQTTLQK1NES 

RSWFFEKINK1DRLLARLIKKKR 

EKNQ1DAIKNDKGDITTDPTEIQ 

TTIREYYKHHYANKLENLKEM 

NKFLDTYTLPRLKQEEVESLNR 

PIKALKLRQ 


7488 


37856 


A 


7542 


1 


1082 


MLSSVGLLLTHRRKKKSTDTIN 

DESLNKERDMTGNPHIFPRYQE 

I WQVF VSSGNN YITTATGPTAV 

PPLLIPRQTGSGVDLQQTPTDLQ 

LRLLTVGRKTNKQKGHPHQNPI 

CTSPSSKTKEIRTTIREYYKHLY 

AN KLEN LEEMDKF/H * H 1HPPKT 

KPGRS*ISA*TNNRL*N*GNN** 

LTNQKKSRTRWIHSRILPEVQG 

GADKQRAKHE*TPIHNCFKENK 

IPRNPTYKEHEGPLQGELQTTS 

QGNKRGYKQM/DRTFHAHG*E 

ESIS*KWPYCPR*FIDSPSPSSYQ 

* LSSQNXGKN YFK V H MEPKKSP 

YCQVN PKPKEQS WRH H AT* LQ 

TILQGYSNQNSMVLVPKQRYRP 

MEQSPQK 


7489 


37857 


A 


7543 


1 


2012 


MNLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKKGNVCSHGNLEKDFPYIPH 

LFGLQQKKMDLKGVFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GGEGDTVLTMKERWPHECIVLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSS1CGSPISAVLQPPLLIPR 

QTGSGVDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKPICMSPS 

SfCTKDFKPTKIKRDKEGHYIMV 

KG SI QQEELTI LN I Y 



865 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7490 


37858 


A 


7544 


402 


675 


QG YPGTE LSS A PSG PN RH LQN F 

PPQINRIYILLSTTSHLFQN*PHS 

WK*STPQQM*KRRNYNKNQ\L 

ELRIKKQTQNRSTTWXLNNLLL 

NDY 


7491 


37859 


A 


7545 


21 


428 


DKTSRGTIRQQHLLF TNIRCSAA 

SAADTQANRVWSGPPANSDRP 

AAEGPDC*KEN*QTERTSTPKS 

HLYVTIIKDQRNKIPKNPTYKG 

CEGPLQGELQTTAQQNKRRYK 

QMQEHSMLMGRKNQYHENGH 

TAQGNL 


7492 


37860 


B 


7546 


I 


1650 




7493 


37861 


A 


7547 


1 


946 


MA M P P L L I PRQTG SG V DHQQTP 

TDPQLRILTVRRKTNTQKGHPH 

QNPNCTSPSSKTKELKEEVGTQ 

RKEVKNLEKRLDEWLTRIANA 

EKSLKDLMQLKTMAQELQLDK 

TTLNFIWNQKRACIAKTILSKK 

N KAGG I RLPDFKL Y Y K AT VTKT 

AWYV/HQNRYIDQWNRTEASEI 

MPHIYNHLIFDKPDKKKQWGN 

DSLF/K* M VLGKLASHMQKTEI 

GPLPYN F YKN* LKMD* RLKGK 

T*NHRNHRRKPKQYHSGHRHG 

QRLHD*NTKSNGNKGQN*QMG 

SN*TKELL/RQQKKLPSE*TRNL 

QNGRKFVQSIYLTKG 


7494 


37862 


A 


7548 


189 


380 


QTERTSTQN PI CTS PSS KTKG R* 
TM H KDG E KTEQKN WK L* KAERL 
SSSKGMQLLSSNGTKLDGE 


7495 


37863 


C 


7549 




2805 j 




7496 


37864 


A 


7550 


535 


696 




7497 


37865 


A 


7551 


214 


363 


LLEGKLTNRKE*HQHQQKGHP 
HQNPICTSPSSKTKVT*NHKDG 
EKT*QKS 


7498 


37866 


A 


7552 


787 


1056 


GQKKKLMHGINSRNHHGPQ*P 
ALQKMPAS*VTEIMNNHFLFCF 
RXGKGRIKLVNSRVEHQAGSW 
GPWFQSLVAGQYFWTCSGPDG 
SPLP 



BNSOOCID: <WO 0175067A3_IA> 



866 



wo 



01/075067 



PCT/USO.1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, ! 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7499 


37867 


A 


7553 


1 


4560 


MKHTLIPRIKNACLQMSSLAVP 

VNSLVCLGKILEYLDKWLVLD 

G 1 L PFLQQI PS K ES A VLMGILGIY 

KCTFTHKLGITKEQLTGKVLPH 

LIPLS1ENNLNQFNSFISIIKEML 

NRLESEHKTKLEQLHIMQEQQK 

SLDIGNQMNVSEETKVTNIGNQ 

QIDKVFSHIGADLLTGSDSENK 

EDGALNVPPAGAKPTQQRPTD 

MSALKNLFGPQKPKVSMNQLS ' 

QQKPNQWLNQFVPPQVSPATG 

SSVMGTQMNM1GQ 


7500 


37868 


C 


7554 


1 


1359 




7501 


37869 


A 


7555 


272 


915 


YPGKQGLEWTSSKLQQTCC*GS 

*LLEGKRTNRKDINTKNPSVRH 

HHQRPKMGEKTEQKNRKLK1R 

APLLLQRNTAPH/HAMEQSWM 

ENDFDELREEGFRRSNYSELKE 

EVRTNAKEVKNFEKKLDEWIT 

R1TNAEKSLKDLMELKTTA\EN 

YVTNAQAPVANATN*KKGYQR 

WKTK*MK*SEKRSLEKKE*KEK 

KQSLQEIWDYVKRPNLCLIGVP 


7502 


37870 


A 


7556 


196 


494 


HTDGVSVWMSFLFVSFPSNSQD 

PQLQVCWSLLEVHSRPCLPGYQ 

QQRJRLEPFKINV/T*ADHEAYR 

KTAVRRCSQTTQQAWEQSAHQ 

QHIRH*SCRYPG 


7503 


37871 


B 


7557 


28 


303 




7504 


37872 


A 


7558 


1216 


1863 


HPDITIKRTREARANTFKS*QKA 

RNN * DERRTEGN RDT KN PSKKS 

VN/RRSWFFEKFNKIDRRLARLI 

KKKREKNQIDAIKNDKRDITTD 

PTEIQTTI REH YKHLY ANKLEN 

LEEMDKFLDTYTLPRLNQEEVE 

SLNRPITGSEIEAI1NSLPTKKSP 

GPDGLTAKFYQRYKEE/PGTIPS 

ET1PINRKRGNPP*LIL*GLHHPD 

TKAWQRHYKKREF 


7505 


37873 


A 


7559 


166 


785 


FRATSAADTQANRVWSGPPAN 

SNRSAAEDPDC* KEN* PTAKGHP 

HQNPICTSPSSKTKARQAN1Q1Q 

EIQRMPQRYSSRRATPRCIIVRF 

TKVEMKEKMLRAAREKGQVT 

HKGNPIRLTADLLVKTLQARRE 

WGPIFNILKEKNFQPRISYPAKL 

SFISEGEIKSFTDKQMLRDFGTT 

RPALKELLKEALNMERNNQYQ 

PLQKHVRL 


7506 


37874 


A 


7560 


1 


1 164 





867 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ II> 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


7507 


37875 


A 


7561 


770 


2670 


RRA RCSCAPS STTTLG RTG PS LA 

RRRACPSSAGRSWRW'ARTTPR 

GGRPSESGTPTFEPASSPPRGSR 

RDFQEGQSWVRGWQL/WTSTV 

GCSPHIFWCVDCETCDCEGYLK 

GHYVAGLRRSFRLGCRERLGGS 

QEGKJV1SSGAESPELLTYEEVAR 

YQHQPGERPRLVVLIGSLGARL 

HELKQKVVAENPQHFGVAVPR 

APWDVKLQWAEDPGSECDKE 

DEEEENEGARFLEHGEYKENLY 

GTSLEAIQAVMAKNKVCLVDV 

EPE A LKQLRTSEFKP Y 1 1 F V KPA I 

QEKRKTPPMSPACEDTAAPFDE 

QQQEMAASAAFIDRHYGHLVD 

AVLVKEDLQGAYSQLKVVLEK 

LSKDTHWPPLVIPRQTGSGVDL 

QQTPTDLQLRVLTVRRKTKKQ 

KGHPHQNPTCTSPSSKTKVGER 

VSVIEDQMKEMKREKKFRJEKR 

V K RN EQSLQ El WD Y V KRPNLR 

LIGVPESDGENGTKLENTLQD1 

MRENFPNRARQANIQIQEIQRM 

PQRYSSRRATPRHI1IRFTKVEM 

KEKMLRAAREKGWVTHKGKPl 

RLTADLLAETLQARREWEPIFNI 

LKG KN FQPRISY PA KLNF1SEG E 

IKSFTDKQMLRDFVITRPALQEL 

LKEALNLERNNWYQPLQKHAK 


7508 


37876 


A 


7562 


181 


690 


QHAIVTGDAVGMDDIPQEARQ 

YRFTNQAYAYSIQGDGAEDDDE 

RIVRFHTRCLNGRVLL*DK/1FQ 

RNDQAATFAAHQYPLFCSLHC* 

YPGTQGLEWTSSKHQQTCS*GS 

*LLWPGDERLWPSWEEQKKLS 

LPTDPDTWL*GSPQAAQGPRCV 

PPPGAQPLSSVTASLCHCA 



868 

BNSDOCID: <WO__0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7509 


37877 


A 


7563 


2 


2233 


SSENILTVHEQANVESLKETKQ 

NCKDLDEDANGITDEGKE1NEK 

SSQLKNLSELQDTSLQHDDEEE 

STVISVSEDMNSEGNVDFECDT 

KLYTFLSSDESQQSENSENEED 

TLCFVENSGQRESLSGDTGSLS 

CDNALFVIDTTPGMSADKNFYL 

EEEDKASEVAIEEEKEEEEDEKS 

EEDSSFJhDENEDEFSDEEDFLN 

STKAKLG RLTPHMAG YSSETKL 

PEERPGSNICCSPISAVLQPPLLI 

PRQTGSGVDLQQTPTDLQLRVL 

TV I KKTNKQKGHPHQNP1CTSP 

SSKTKDRSTRQKVNKD1QELNS 

ALHQADLIDIYRTLHPKSTEYTF 

FAAPHCTYSKIDH1VGSKALLS 

KCKRTEI1TNCLLDHSAIKLELRI 

KKFTQNCSTTWKLNNLLLNDY 

WAHMEIKAEIKMFFETNENKDT 

TYQN F WDTFKAVC RG KFIALN 

AHKRKQERSK1DTLTSQLKELE 

KQEQTHSKASRRQE1TKITAEL 

KEIETQKTLQKINESRSWFFEKI 

NKIETASKTNKKREKNPIDAIK 

NDKGDITTNPTEIQTTIREYYKH 

LYANKLENLEEMNKFLDTNTIP 

RLNQEEVESLNRPITGSEIEAHN 

SLPTKKSPGPHGFTARFYQEYK 

EE/PGTIPSETIPINRKRGNPP*LI 

L*GQHHPDTKAWQRHNKKREF 

*TN1PDDHQCKNPQ*NTGKPNP 

A A HQEAYPP* SSGLHP WDARL 


7510 


37878 


A 


7564 


3 


377 


DHNCATVLQPG*QSEIL* KEERE 
REREKKERKKERKKERKKERK 
K EGKQ * RKGG RKKERKEKEI K 
KERRKGKKEKKEEEKRRKERK 
KERERKKRRKEGRKKEYTRKA 
KR1 H RPFEGNGSPLPA P 


7511 


37879 


B 


7565 


1 


834 




7512 


37880 


B 


7566 


1 j 


915 




7513 


37881 


B 


7567 


1 


666 




7514 


37882 


A 


7568 


330 


793 


SCWLCPGPCCPAQPQNTAPFIPE 

A * TPA M A ERGP ATA A GQLE FT 

GGALQTLFAWVSAAAAAEQWI 

LVNRKCCCLIVPLEVLSQRSTW 

PCIGLVMPVLPGLLRDIVHSDSI 

ASHYGVLLALYALMQFLCAPV 

LGALSDRFGRRPGLLASLLGAT 



869 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7515 


37883 


A 


7569 


991 


1842 


1QCHPHQATKNFLHRIGKNYFK 

VHMEPKKGPHCQVNPKPKEQS 

WRYVKQSKKIAVYAERSRCSP 

GTEFAGTLILDFPSSRTAPSSRG 

R/P/GRI/TRPGTPLRQSFQRNDQ 

AATFAVQQYSLFCSLCC*YPGK 

QGLEWTSSKLQQ/YLQLRERSS 

SPATEQSWMENDFDELREGFR 

RSNYSKLKEEVQTHCKEAKNL 

EKRLDEWITRITNVEKSLNDLM 

ELKNMAKELRDERTSFSSEFNQ 

LEERVSVIENQMNEMKREEKFR 

EKRVKRNEQSLQE1WDYVKRP 


7516 


37884 


B 


7570 


1 


2448 




7517 


37885 


B 


7571 


2379 


4476 




7518 


37886 


A 


7572 


1 


570 




7519 


37887 


A 


7573 


1 


1404 




7520 


37888 


A 


7574 


1 


474 




7521 


37889 


A 


7575 


746 


1215 


PNINRFLKHYREPVPKKRERNY 

STLWPLCPSTLNKIYTIMSYLSP 

ATKEYPFFLLLLEQEC*AE*LLA 

LAVSQPLLSSTTNCLKN*MVTW 

NGSLIPWSPCKINLTP*/PAVVL 

QNRRALDLLTAESGGTFLFLEE 

KCCC YVNQSG UTEK VKEIQGRI 


7522 


37890 


A 


7576 


I 


1178 


MPESPTPLLGRD1LAKAGAIIHL 

N1GEGTPVCCPLLKEGINPEVW 

ATEGQYG RAKNAH PVQVKLK 

DS A SFPYQRQY PLR PE AQQGLQ 

KIVKDLKVQGLVKTCNSPCDTP 

ILGVQKPNGQWRLVQDLRI1DE 

AIVPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFCIPVHPESQF 

LFAFEDPSIPMSQLTWTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKLSKGTRAL/QQ*R 

TDRT*LSTSNCSNLRHSRGPSRG 

SLD*SQPQLVY*WKFFCRKRTS 

KRGVCSGQ**WNT*KKSPHSRN 

♦CSAGGTNSPPSGTRJRRRKKGL 

IRIYMLPLILSAPYDHLH 


7523 


37891 


A 


7577 


1 


1338 




7524 


37892 


C 


7578 


109 


231 




7525 


37893 


A 


7579 


279 


346 


LLRLALLLQ*QKEEWVLFCCGA 


7526 


37894 


A 


7580 


260 


393 


VEVVILPMPVPNLPS1PAR1TKG 
RMGTLLLRGLGTT*LYKSCSV 



870 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


7527 


37895 


A 


7581 


•> 
-> 


2677 


TKETCFIRGPKTPVPVTDWEGS 

LPLVFNHCRDTSVUHPRFKGVR 

PRRDACLGPSPLAASPAFLGKG 

QAELGPNSSSASAPPPYNLF1AS 

PPHTWSGLQFRSVTSPPPPAQQF 

TLKKVAGAKGIVKRLKTDTAR 

SPWKTPRPSRTPSFRKAERTKG 

LLKIHLTKLSHQLKKDWT1LLP 

LSLLRIQACPRNATRLATGQLG 

YPFISQSYVLVNGFQTVEDLCE 

AADLRVSVADLRVSVTALKVA 

RLELFVPPGGLVVSLASAVKLQ 

TFAVLQLIKAKRWDWGTLEQG 

A AL IG E A RD AQEPTEG VG G SG 

MAGCRSRDLPRGKAAKARREI 

ERSAGLTIKKERC J RNG YSKEK 

MKL1VVSHGLHVNDLQHKLTL 

FTKETYTYLARDSEKQKQGYL 

AGLEGAHAMRVNQQISDNLVV 

KTGALPPPYRTKGEKLYFYMSR 

QNCLFSVSGQLLQGFFPNGGQA 

APN PYALLSQ1 PEE A E WFTV LD 

LKDDFFC1P/VHPDSQFFFAFEDP 

SNPTSQLTWTVLPQGFRVHLFG 

QALAQDLSQFSYLDTLVLCGVL 

KSPIHVWELNQIDTIKNDKGDIT 

TDPTE1QTTI RE Y Y KHL YTNKLE 

NLEEMDKFLNTYTLPRLNQEEV 

ESLNRPITGAEIEAIINSLPTKKS 

PGPDGFTAEFYQRVADVKLREE 

KDENMLLVPLSDLLYQVHAP1P 

QLPE V L A ANSPTC HLDPPTI TES 


7528 


37896 


A 


7582 


1 


459 


MAVRYTDENVLRKGTREAGT 

MMRLRGTTECCADFAAWDVT 

HDALRATGGELPGAQVMLTTT 

ECGRHVDFCDRAVWLPRMWG 

YPLALPGEMRKLYTVRMAGRD 

ILAKAGAIIHLNIGEGTPVRCPL 

L/EGINPEVWKTEGQYRQAKNA 

RPVQVKL 



BNSDOCID: <WO 0175O67A3_IA> 



871 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 f 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7529 


37897 


A 


7583 


3 


910 


YFSQPLSY\DWGALFFSHAFL!M 

LESPTTLLGRDILAKAGAIIHLNI 

GEGTPVCCPLLEEG1NPEVWAT 

EGQYGRAKVNARPVQVKLKDS 

ASFPYQRQYPLRPEA/LTKGFQ 

KIVKDLKAQGLVKPCNSPCSTPI 

LGVQKPNGQWRJLVQDLRJIDE 

A1VPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFCIPVHPESQF 

LFAFEDPSIPMSQLTWTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTL V LCL PL RN QQEC H Q A TQ V 

LLNVLATCGYKVSKQKAQLCS 

QQ VK YLG VKLSKGTRA L 


7530 


37898 


A 


7584 


158 


1272 


NPAARTPFFVIKKGGKRGRDIL 

AKAGA1IHLNIG/GTPVCCPLLE 

EGINLEDWATEGQYGRAKNAR 

PVQVKLKDSASFPHQRQYPLRP 

EAQQGLQKIKDLKAQGLVKAC 

NSPYNNPTLGVQKPSGQWRLV 

QDLRIINEVTVPLYLAVPNPYIL 

LSQ1PEEAEWFTDLDLKDAFFCI 

P V H PDSQFLF A FEDPSN PM SQL 

TWTVSPQGFRDSPHLFGQALA 

QDLSRFSYLGTLVLWPCISI/LCT 

* TMEQLQH RNKHH FRFSRTSC F 

QSGNNPYLKPHLCKI'QYCRHN 

QLPMHQCPHDHLH*TRF1/PIML 

YLSPTTKEYSFFLLLSEQEC*VD 

♦VLALAVPQPLLSS1TNYLK1MS 

MVTWNGLPTPWSPCKINLTS 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=tlnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


7531 


37899 


A 


7585 


1 


2083 


MPLLQMIATPLQQSLISTEDEM 

DELTEVGFERWVITNFTEEPSPA 

LGFTPEHKGNVGHAGKGPLESS 

SPDPFLCGQEKQEKGAGLLHRQ 

YPLRLEAKQGLKKIVKDLKAQ 

GLVTPCSSPCNTPTLAVQKPNG 

QWRJLVQDLRI1NEAVVPLYPAV 

PNPYILLSQIPEEAEWFTVLDLK 

DAFFCIPVHPDSQF LFAFEDPSN 

PMSQLTWTVLPQGFRDSLHLFG 

QALAQDLSQFSYLDTLVLQYM 

DDLLLVTHSETLCHQATQALFN 

FLATCGYMVSKPKAQLCSQQ/R 

YLGLKLSKGTRALSEEHIQPILA 

YPH PKTL KQLRG FLG V I G FCRK 

WIPRYGEIARSLNTLIKETQKAN 

THLVRWTTEVEVAFQALTQAP 

VLSLPTGQDFCSYVTEKTGIAL 

GVLTQIRGMSLQPVAHLTKEID 

VVAKG*PHCLRVVVAVAVLVS 

EAVKIIQG RDLTV WTSH DVNG I 

LTA KGDL WLSDNCLLKCQALL 

LEG P V L RLCTC ATLN PATFLPD 

NEEK1KHNCQQVISQTYATRGD 

LLEVPLTDPDLNLYTDGSSFVE 

KGLRKVGYAVVSDNGILESNPL 

TPGTSAQLAELIALTWALELGE 

EKRANI/YTDSKYAYLVLHAHA 

A 1 WKERJEFLTSE RTPl KH QE AI R 

KLLLAVQKPREVAVLHCRGHH 

KGKEREIQENCQAYIEAKRAAR 


7532 


37900 


A 


7586 


80 


678 


LCCNMPAAQHRERASNESRHG 

GCCPP/PWLLSS/APPHDAFTTPQ 

E A VLSAPSA LPSS A ATSLLSLLT 

PQQMFCSKTAGPKPFSSNPHPR 

LKAPTSSC/PL*PQAAPSGNAHC 

Y*GHRRGRTVPEDPGCLSPRAR 

PHRTSGTSSPPSLQPSRTIPPASS 

APKQGDAGSPPYQAVPEKNKP 

GATPRTCAESPKRLPRPGPKSFL 



BNSDOCID: <WO 0175067A3_IA> 



873 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


7533 


37901 


A 


7587 


3 


804 


GLLQATALQPAQQI*IFL*KKEE 

EEEGGGGEGEEKKKKKKTEEE 

EEEEEERKKAEEEEGEEEGEEEE 

EEEEKEERTGAGDSSEDEGFDEI 

PSPGDSRQKTEGN A ANI ISGCD 

QRYEESEMDLGTRGIVSGHRYI 

FTFRVSPLEA1GELLFPFSVAPA 

QGGLGFRRVDQLALPMGAQSL 

ERPFCVDGGSRPPLNYAVSSVE 

DLLNGNNFKCPTTLRTIEITVGN 

LIISPRQKQLNANIGKNFNAAEN 

HENAKTTTRSSTVGADTHLTA 


7534 


37902 


A 


7588 


3 


191 


SSHPVFSPRWVLSPHPQSQCYT* 
GSGAQNLTASPPFCVCRGDRGN 
HLRKDTKVEVKRKTCWL 


7535 


37903 


A 


7589 


1 


1899 


HVGASDPDAGPGWGGLTSRPR 

L VTPRSAPRG RAFQG ATVGL AP 

VEGMCRAESSGGVSTDHSELPI 

GAAATMAHEIGHSLGLSHDPD 

GCCVEAAAESGGCVMAAAT/G 

VRGWGVGAAAGRLVLGTSSA 

AFLWSSLSFLFCKMGIMIIVSAS 

GWFMRLKGKKLRQSGFSTV*R 

LFSE*PGEVTPTPGGAPSGRDST 

LGPGLLTIGASSSPVPLVV*LCA 

GYFPSLGSARLAAVAKPRGGD 

QRSAGVGGLSLHAQCPPRAGR 

HPFPRVFSACSRRQLRAFFRKG 

GGACLSNAPDPGLPVPPALCGN 

GFVEAGEECYCVSVGQECRDLC 

CFAHNCSLRPGAQCAHGDCCV 

RCLLKPAGALCRQAMGDCDLP 

EFCTGTSSHCPPDVYLLDGSPC 

ARG SG YC W DG AC PTLEQQCQQ 

LWGPGSHPAPEACFQVVNSAG 

DAHGNCGQDSEGHFLPCAGRD 

ALCGKLQCQGGKPSLLAPHMV 

PVDSTVHLDGQEVTCRGALAL 

PSAQLDLLGLGLVEPGTQCGPR 

MVCNSNKNCHCAPGWAPPFCD 

KPGFGGSMDSGPVQAENHDTF 

LLAMLLSVLLPLLPGAGLAWC 

CYRLPGAHLQRCSWGCRQGPC 

VQWPQRWPTQGPPPGRRSPHG 

VGPHSHWTALAPGP 


7536 


37904 


A 


7590 


2 


280 




7537 


37905 


A 


7591 


1 | 


1266 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7538 


37906 


A 


7592 


1 


458 


LQQSQIFEIHSQKTIVKKCLDLF 

FELAEEKENYKNFFEAFSKNLNK 

LGIHEDSTNRRRLSELLRYHTS 

QSGDEMTSLSEYVSRMKETQK 

SIYYITGSPCWCLVFFSLSCPCV 

EGSKLRVSSPIPSLLLTAGLDVV 

YCGLFYFLHFVLKLKYAK 


7539 


37907 


A 


7593 


1 


862 




7540 


37908 


A 


7594 


3 


437 


IPEF/LNF/IRG V VTLG LPLN I SRE 

MLQQSK1LKVIRKNIV*EC/LFEL 

LSELAEDKENYKKFYEAFSKNL 

KLG1HEDSTNRRRLSELLRYHT 

SQSGDEMTSLSEYVSRMKETQ 

KSIYYITGESKEQVANSAFVER 

VPLSHLAPPAGV 


7541 


37909 


B 


7595 


106 


1966 




7542 


37910 


A 


7596 


453 


719 


ARGSKHTGLIAQWAHEQSGHG 

GRAGGYAWAQQHGLPLTKAD 

LP\AMATAECPICQQQRPTLSPR 

YGTIPW/WAWDAPGGRGCWRL 

QKAGE 


7543 


37911 


A 


7597 


3 


837 


PECV1GID1LSSWQNPHIGSLTG 

RVRAIMVGKAKWKPLELPLPR 

KIVNQKQYHILGGTVEISATIKD 

LKDTEAVTPTTSPFNSPIWPVQ 

KTDGSWRMTVDYCKLNQVVT 

PIAAAVPDV/VSLLEQ1NTSPGT 

WFE WSPK\KA LQQ VQ A A VQ A A 

LPFGPYDPADPMVLEVSVADR 

DA1WSLWNAAIGESQRRPLGF 

WSKALLSSADNYSPFERQLLAS 

YWALVETERLTVGHQVTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

RSIIKLKWYIHDWVRAGPEGT 


7544 


37912 


A 


7598 


1 


399 




7545 


37913 


A 


7599 


126 


392 


ARGSKHTGLIAQWAHEQSGHG 

GRAGGYAWAQQHGLPLTKAD 

LPXAMATAECPICQQQRPTLSPR 

YGTIPW/WAWDAPGGRGCWRL 

QKAGE 


7546 


37914 


A 


7600 


1 


1677 




7547 


37915 


C 


7601 


37 


465 




7548 


37916 


B 


7602 


1805 


2542 





875 

BNSDOCID: <WO 0175067A3_IA> 
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SfcQ ID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll>NO: 

in USSN 
09/5540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7549 


37917 


A 


7603 


3 


865 


VIPTTSQFNFP1WPVQKTDGSW 

RMTVDYCKLNQEENFNTNQVDR 

MTHSVDTTQPLSPATHVITQWA 

H EQSGHGG RDGGYTRVQQHGL 

PLTKADLATAGKVFQKAV*AL 

N*HSIYGTLSLIARIHRSRNQGV 

EVEVAPLTISPSDPPAKFLLPVP 

PTLRSAGLEFLVPEEGMLPSGD 

TTVPLNWKLRLPPGHFGLLFPL 

HQQANKGRLSPHSRERGTSVFA 

SSNSQPVTALNNEPAGPNKRD1 

GKAKGLKFHHPGPHRQERDML 

E/SML*PWGYPVGKQWNHLIK 

KQGRH 


7550 


37918 


A 


7604 


3 


857 


VTASLSPVVATSPPQPMLPSDFP 

PLSEEINPMLPEATVIASPKEIAR 

QDNVDSPQEPPPTPQFSSRP1TR 

LKSQWAPRGPECVIGIDILSSW 

QNPHIGSLTGRVREGYMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GEIAEISTTIRDLKDTGVVIPTTS 

PFNSS 1 WP VQKTDG S WRM TV D 

YCKLDQVVTPIAAAVPDMVSL 

VKQINTSPGTWQHITHLDVLLW 

RIYQVTQKAASFEWGPEQEKA 

LQQVQAAVQAXLCHLGHMTQQ 

IQWCLRRNGEMCDYILIYGL 


7551 


37919 


A 


7605 


1 


608 


MAPGMVPIPPPGKYHSPKKLIY 
STPPKPGTYGISDSLSQYPTSAK 
AEPVPTHKNPRRESPIPHSSPSSF 
TDG/PS PN SPG DA RPH PQN KTSG 
RG RP A PRQR V PTTITTP A P P A RS 
PNSAHSPAFRDLPFRAEKGTAA 
ARVPREPHSPAPPKNKGSLQPP 
AGELLQRG A RTTLPRI LGTAPG 
PHLPGCSAPPGAP*RPAAPIGL 


7552 


37920 


A 


7606 


179 


544 


HTRLHSHPQLRGFPSWLFHSVSI 

RSPASGHLEFPSFARSSGSGSTS 

PLSFGAMTTEKQALGGRAAFPP 

KYK*AQGRAACFVLTSQQQPS 

WQ*GVTVTATGSPMHRGTFWH 

SCTGTPG SGDR 


7553 


37921 


A 


7607 


90 


653 


VPGERPRGQSGPQVLPYGPTWC 

SSNTPEPQSLRAPQ*LQVPVPLQ 

SRGQR*QPQPMP/VRSQPKAP*V 

QMPPTPSSAKGPHLDGVRVPA 

ANPE*PTAGPTRAAILRATPAPS 

LPMPGTNRPSPRGNSLQDSAPA 

SDAGWPPTEAVTCP\PWSRENP 

PQRNL*AHRPQGPRPVPGTERR 

NGRGGAGCRQL 



876 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7554 


37922 


A 


7608 


1 


804 




7555 


37923 


A 


7609 


28 


682 


TTCEMSDLEDDETPQLSAHG/T 

LAALQEFYAEQKQQIEPGEDDK 

YNIGIIEENWQLSVQFWYSQETA 

LQLAQEAIAAVGEGGR1ACVGS 

P*CLPET/HESCAEKTFSJYIFEY 

DKRFAME*KE\LIFYDYNNPLD 

LPER1AAHSFDIVIVADPFPYLSG\ 

ECLRKTSETVQV\LTRGKIL LACT 

G AHHGRTGSRTPLE* RCARLFP 

RH TRNFG K WSFRL V Y VNL 


7556 


37924 


A 


7610 


1 


611 


MAPKAKM E APAPPEAEAK VKA 

LKAKKVVLKGVHSH/KKKKKI 

RTSPTFRVPLRLRRQPKYPWES 

VPRRTSTQISSGERPLE1MKQPRY 

PRESSPPPGEQAPKYPPEERSPG 

ETRLDHLCLSIKFPVLTH* VLPM 

KK1 EDNNTLWPLVN VKANKHX 

QIKQAVKKLYDI\DVAKVNTL\1 

RPDGEKNGICSDLAPXDYDALG 

CLPTKFG1I 


7557 


37925 


A 


7611 


1 


1035 


DKDSLCDSCKTSCSYNCSKPRS 

SWQDQDISSGTGLHSRLTLANT 

GKESKTVQASLDQQLGRLLSVS 

LRLGVEPSLQSSGNLLVSLLLSR 

FITYKVTIVEWVKTYALGLDLK 

KSERPGFESELHSHNSCECAVS 

HLKPVHLRVSPMGHSEYYLVT 

TADYSEANGSQSAGDEFFQTQS 

FPSRQQALFRPKIQ1TIREYYKH 

LYANKLENLEEMDKFLNTCTL 

QRLNQEEVESLNRPITGSE1EAI1 

NSLPTKKRPGPDGFTAKFNQRY 

KEELVIYKKFQIPCiVPELNSTIS 

ANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLE/CEPDVLHI** 

SLRLGVEPSLQSSGNLLVSLLLS 

RFITYKVTIVEWVKTYALGLDL 

KKSERPGFESELHSHNSCECAV 

SHLKPVHLRVSPMGHSEYYLV 

TT A D Y S E ANG SQS AG DEFFQTQ 

SFPSRQQALFRPKIQIT1REYYK 

HLYANKLENLEEMDKFLNTCT 

LQRLNQEEVESLNRPITGSE1EA1 

INSLPTKKRPGPDGFTAKFNQR 

YKEELV1YKKFQIPCIVPELNSTI 

SANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLEWSLMFCISD 

KVSGDDDADAVDS ! 



877 

BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7558 


37926 


A 


7612 


3 


573 


KEETFSAWYVDGRVLVVIVTF 

GIILPLCLLKNLGYLGWTSGFSL 

SCMVFFLIVVIYKKFQIPCIVPEL 

NST1SANSTNADTCTPKYVTFN 

SKTVYALPTIAFAFVCHPSVLPI 

YSELKDPXSQKKMQMVSNISFF 

AMFVMYFLTAJFGYLTFYDNW 

QSDLLHKYQSKDDILILTVRJLA 

V1VAVILTVPVL 


7559 


37927 


A 


7613 


1 


831 


MSELEDRLFENTQSEESKGKRJ 

KKNEVCLQDLKYSLKRANLRD 

TGLKEEVIYKKFQIPCIVPELNS 

T1SANSTNADTCTPKYVTFNSK 

KKMQMVSN1SFFAMFVMYFLT 

AIFGYLTFYDNVQSDLLHKYQS 

KDDILILTVRLAVIVAVILTVPV 

LFFTVRSSLFELGLRKQRFNLW 

PSIPVVTCILLVVINLVGDLHTP 

P*RJFFGVVGSY1LLNMLIFILP/S 

IFF1LK1TDQDGDKGTQRIWAAL 

FLGLGVLFSLVS1PLV1YDWACS 

SSSDEGH 


7560 


37928 


A 


7614 


1 


1118 


FNCEIFYSF/SYGDEE1SKTFALN 

ERRGEIKI1RKLDFEKIVSYQVDI 

KASDGAGLSGKCTV11QVVDIN 

DNAPELTMASFTSPIRENSPETV 

AALFS1QDRDSXFALRSLDYEAL 

QEFEFRVGASDPGF\PALSSE\AL 

VRVLWLDANDSSLFVLFPLQN 

GSAPCTELMPGRAAEPGYLVTK 

QLLKATEPGLFGVWAHNGEVR 

TARLLSERDATKHRLVVLVKD 

NGEPPRSATATLHVLLVDGFSQ 

PYLPLPEAAPAQAQAEADLLTV 

YLVVALASVSSLFLLSVLLFVA 

VRLCRRSRAASVGRCSVPEGPF 

PGHLVDVSDTRTLSQRYKYEVF 

LTRGSGTNEFKFLKSVIP/QASG 

RCE*WEEKSNFVNGFGFN 


7561 


37929 


A 


7615 


1 


764 


TRPGAHGASLTDLANLSEGVSL 

AERGSFGAMDDPFKNKALLFS 

KNTQELHPDPFQTEDPFKSDPF 

KGADPFKGDPFQNDPFAEQQTT 

STDPFGGDPFKESDPFRGSATD 

DFFKKQTKNDPFTSDPFTKNPS 

LPSKLDPFESSDPFSSSSVSSKGS 

DPFGTLDPFGSGSFNSAEGFAD 

FSQMS/KGKSTPVSQLGSADFPE 

APDPFQPLG ADSG DPFQSKKG F 

GDPFSGKDPFVPSSAAKPSKAS 

ASGFADFTSVS 



878 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown* 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7562 


37930 


A 


7616 


I 


817 


MGFCHVGQASLKLLASDPFGT 

LDPFGSGSFNSAEGFADFSQMS 

KTDPQ VRSELLKAGTA A RL VTR 

LDPLVSGPHVTR* PELTVALVPD 

SCRASPDAGSVVGAHL*GLGTT 

GAADGGTP\NSNRSFVLGVIIVV 

WSMCQLYLVPPPPSGPFTSSLG 

GAGFSDDPFKSKQDTPALPPKK 

PAPPRPKPPS/GHRLPVPDGGGP 

GPPCSP/DPE'QQMPWDPVWGA 

RGSPRPSCPGPRKCRMCVVPRV 

IQHPSLLLPSLVG RRSQPQI WRS 

HPMPAAPPS 


7563 


3793! 


A 


7617 


3 


1039 


GSLMFQQVPMVEIDGMKLVQT 

RAILNYIASKYNLYGKDIKERA 

LYAMTHDDEYAELRTPAAACKL 

* SECQFRTR V D A VRTM M I P/ A FT 

QVLKSHRQDYLVGNKLSWADI 

HLVELFYYVEELDSSLISSFPLL 

KVKLLASSVKPVPLPSALRWPA 

HAVAQNIVTSWLTGGRFIELKT 

VQILDRLELEKPC1 DAEDECFNT 

EWSTEFTLLKAWDEYLKAWFA 

LHLLEAMFQPSDSGKSFIFNMS 

VGYMLEGQPLNPKNYPSQGVP 

RVLKSHRQD YL VGNKLS W A DI 

HLVELFYYVEELDSSLISSFPLL 

KPHTHVDNTKKGSHPHMCAYT 

DYVNNPNDRMPQREITFVS 


7564 


37932 


A 


7618 


2 


698 


NQKTVTMAGKPKLHYFNGRGR 

MEPIRWLLAAAGVEFEEKFIGS 

AEDLGKLRNDGSLMFQQVPMV 

EIDGMKLVQTRAILNYIASKYN 

LYGKDIKERALIDMYTEGMAD 

LNEMILLLPLCPAEEKDAKIALI 

KEKIKSRYFPVAFEKVLQSHGQD 

YLVGNKLSRADISLWELLYYV 

EELDSSLI S\NFP\LLKA L KTQN P 

ATLPHG*RSFLQP\GSPRKPPAD 

AKALEEARKIFRF 


7565 


37933 


A 


7619 


102 


825 


RNLQETAIMAEKPKLHYFNAR 

GRME\PPRWLLAAAGVEFEEKF 

IKSAEDLDKLRNDGYLMFQQV 

PMVEIDGMKLVQTKAILNLHLP 

ANYNLLMGKDIKGREP*FDYVF 

*EGFSQILGLN*SSFLPVC\PPE\E 

KDAQALPLIQEKTKNRYFPAFE 

KVLKSHGVQDYLVGPTSLSRGW 

TFIWWELLYYVEGAWTPRLISS 

FPLLKALKTR1SNLPTVKKFLQP 

GSPRKPPMDEKSLEEARKIFRF 



879 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEO H> 

NO: 


SEO IO NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7566 


37934 


A 


7620 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVVIFPV 

PECIIG I DM LSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

K1VNQKQYHIPEG1VEISATIKD 

LKDAGVV1PTTSPFNSPIWPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQrNTPPGTWY 

AAIDLANDFFPIPVHKAHQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NMTKIQGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREH1PHL\P1YRV 

SRKAANFEWSPEQEKALQQVQ 

A A VQ A A WPLG P Y DP A DPM V LE 

VSVADRDADWSCWQASI/GHK 

VGHAQQHSIIKWKWYIRDWAR 

ADPEGTTKGQGQRRWWQLAE 

RQDSRDREAAIGERQETAVGKT 

ARDGEAVCD 


7567 


37935 


A 


7621 


1 


518 

• 


MTVDYCKLNQVVIP1AAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFS1PVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCHNL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGSTIKWVVHSS/DSI1KWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKHEWKTGDKGIRGRG 


7568 


37936 


A 


7622 


1 


696 




7569 


37937 


B 


7623 


1 


1014 




7570 


37938 


B 


7624 


1 


837 
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SEQ II) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7571 


37939 


A 


7625 


1 


2592 


MVRKAKWKPLQLPLPRKIVNQ 

KQHRIPGGTVEISA1TKDLKDA 

GVVIPTTSPFNSPIWSVQKTDGC 

WRMTVDYCKLTQVMTPIAAV 

VPDVVSLLKQ1NTYPGTCKAFLG 

VQWCGACRDl/PSKVKDKLLHL 

APPTTKKEAQHLVGLFGFWRE 

HIPHLGVLLQPMYQVTRKAASF 

EWGLEQEKALQQVQAAVQAA 

LPFGPYDSADPTVLEMSVADRV 

AVWSLWQAPIGESQWRPLGLW 

SKALPFSADNYSPFERRLLACY 

WALMETEGLTMGHQVTMQPE 

LP1MNWVLSDPSRHKVGHAQQ 

HS11KLKWYICDQARAVPEGTC\ 

* LN KEV AQMP/MGTTRK WTAA 

ALQSLSGISLKDSGEGKSSQWT 

ELQAVHLVVHFAWKEKWPGT 

WKKHDWKTGDNEIWGRGIWM 

DCSEWSKTVKIFVSHAHEPSGH 

GGRDGGYAWAQEHELSFTKAD 

L ATG I V E C PI CQQQRPTL S PR YG 

TIPQGQTFILTGINTYSIYGFAYP 

AHNASAKITIRGLTECLIHHHGI 

PHS/IVSD*GTHFTAKDV\ETRIH 

RPRNQGVEVEVAPLTITRSDTL 

AKFLLPVPTTFRSANLEVLLLE 

GGTLPPGDPTTIPLNWKLRLPR 

GHFGLPLPLSQQAKKGVSVLA 

GVTDLDYQDEFSLLLHNRVTA 

AFPSLLHSSFAYLDNMIEKANK 

CHVEGVDHVSDPAQRRECDRH 


7572 


37940 


A 


7626 


20 


238 




7573 


37941 


A 


7627 


3 


229 




7574 


37942 


A 


7628 


1086 


1369 


ETGMLPLRLLKPFLSDFAGPLH 
TSI MPTRRFCSKSPT* HTL ATAL 
SQGLS*GT*NEASLTKEKVGKN 
RCRYSPS Y PPSG IREG KAQLCF Y 
THWK 
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SEQ II> 

NO: 


SEQ ID NO: 
oT peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first ~* 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7575 


37943 


A 


7629 


1 


1805 


MSGRSRGRKSSRAKNRGKGRA 

KARVRPAPDDAPRDPDPSQYQS 

LGEDTQAAQVQAGAGWGGLE 

AAASAQLLRLGEEAACRLPLDC 

GLALRARAAGDHGQAAARPGP 

GICAASLSERLAADSVFVGTAG 

TVGRPKN A PR VGN RRG PA G KK 

APETCSTAGRGPQVIAGGRQKK 

G AAG ENTS VS AG EEKKEERD A 

GSGPPATEGSMDTLENVQLKLE 

NMNAQADRAYLRLSRKFGQLR 

LQHLE RRN H L 1QN I PGVFSGQ A F 

♦NHVLLASFLNSQEKEVLSYLN 

SLEVEELGLARLGYKIKFYFDR 

NPYFQNKVLIKEYGCGPSGQVV 

SRSTPIQWLPGHDLQSLSQGNP 

ENNRSFFGWFSNHSSIESDKIVE 

IINEELWPNPLQFYLLSEGARVE 

KGKEKEGRQGPGKQPMETTQP 

GPLSFVWVAVSPSWLPGQQGP 

QELPVDRGPLPVHETHTYPPQL 

SRNPTGCQTDG RAG LP VTPCDK 

KALPCAQCFVSHLLYCMGLQP 

RQKEKINPEVSSITNVAPKDME 

KVHAGALDKPMCGRQGKESQ 

GATHHATPSAISPAPSHPLGSSE 

TLDI DG LAHFLEHSQINPSLLSR 

VL1QRQHLRHVAVTNG 


7576 


37944 


C 


7630 


66 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possibie nucleotide insertion) 


7577 


37945 


A 


7631 


3 


1643 


VQASQAEADQQQTCLKQLQ\S\ 

QLSRL*KQAiELREAVEQHKVK 

NNDLREKNWKAMEALATAAEQ 

\ACKEKLHSWTQ\AKEES/ERNQ 

LCLIEAQTAMEALLALLP\ELSVL 

AQQN\YTE\WLQDLKEKGPTL\L 

KHPPAPAEPSFGTWAFQV'GEA 

E\ETQST1CRAEF\DQYRS1LGGD 

GRALLRDLQKSVEEEEQV\W\R 

AKVGAAEEELQKSRVTVKHLE 

EI V EKLKGELES\S D\Q V R E HTL 

HLEAELEKHMAAASAECQNYA 

L\EVAG\LRQLLLE\SQSQLRLPP 

KNRNPQKTEPMSFALGQASS*V 

KLKSHVED\GDIAGAPA\SSPEA 

APQPSRDPRSA* RTQLELDQKP1 

PWRMRQTTSRQKLHGPSFE\EA 

SDLRACSVYKEGFWEKLPHSA 

APPRSFFRNRRE AFTA * RRDLEK 

RGRSLTSDVLGRARPRRLQELSE 

RRTQEQLGKGRRTRVKKLQEVQ 

L\EKAEDGSS\SKEGTSVLSFLFG 

KKKLLFQLYQNALTHSFTIKPT 

NLHSVYPGPNFPVLREKAHEET 

SLFRRPQEVRTFPGGPILLNGTC 


7578 


37946 


A 


7632 


3 


247 




7579 


37947 


A 


7633 


-> 
~> 


389 


GQEFSPKVY/FVNQTMGN/SCG 

PIGLFNAVANNQDKLGFEYVGP 

LLNQFLF*NR*KCPPKDRAKCF 

ER\NEAIRAAH\DAVDKEG\QCR 

VDDQGEFPFLFCLQNVDGPPSM 

NLDG\RMPFPRGPMAPSFR_RTP 
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$eq id 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknow», 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7580 


37948 


A 


7634 


1506 


3135 


RGLGGGLAEQELQPWSPERSPV 

HNN/RM/QEKSLKDLMELKTM 

AQELRDECTSLSSRFDQLEEKV 

SVMEDEINEMKQEEKVREKRIK 

RNEQSLQEIWDYVKRPNLHLiG 

VPESDRENGTKLENTLQDIIQEN 

FPNLARQANIQIQEIQRMPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKEIQTTIREYYKHLYT 

NKLENLEEMDKFLDTYSLPRLN 

QEEVESLKRPITGSEIGAirNSLP 

TKXSPGPDGFTAEFYQRYKKEL 

VPFLLKLFQSTEKERILPNSFYE 

ASIILIPKPGRDTTKKENFRPISL 

N4NINAKILNKILANQIQQH1EKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIQHINRTNEKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLG1DGT 

YLKIVRA1YDKLTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LE VL A RA I RQEKEI KG IQLG KEQ 

VKLSLFADDM1VYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQ1MSELPFTI 


7581 


37949 


B 


7635 


1 


594 




7582 


37950 


A 


7636 


434 


744 


TLACLARI.GKFSWIISCRVFSNL 
VPFSPSLSGTPIRRRFG LEN R VT 
ATRILRFSDRLKKRRTTRLYPTP 
GSEGPTPTESR*LLAQQSE1KLQ 
GGSEAGGGAPA 


7583 


37951 


A 


7637 


1 


1077 




7584 


37952 


A 


7638 


1 


348 




7585 


37953 


A 


7639 


1 


831 




7586 


37954 


A 


7640 


275 


457 


LIAYQPK*AQDYMDSQLNSTRG 
TKKSC*GRL*GSGVIHIGSMPVP 
TRTAGPLPFFAGPCR 


7587 


37955 


A 


7641 


341 


504 


ILRFSDRJ.KKRRTTRLYPTPGSQ 
G PTPRESR* LL AQQSEI KLQGGN 
EAGGGAPA 


7588 


37956 


B 


7642 


1 


627 




7589 


37957 


A 


7643 


121 


375 


DGQQLIALHRLALRELQQAVH 
AGLPQQAK1LFDGGSEIGKIH*L 
RCAHCPLSSRETCRASCINESAT 
RGERPFAYWAPGWFFFHQ 


7590 


37958 


A 


7644 


-> 
-> 


479 




7591 


37959 


A 


7645 


382 


642 




7592 


37960 


A 


7646 


273 


1464 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7593 


37961 


A 


7647 


76 


1763 


IFGITRFLPFIYQKIHIFSKEQLPD 

LHSHFSDLNLEAHMYASQWFL 

TLFTAKFPLCMVFHI1DLLLCEG 

LNIIFHVALALLKTSKEDLLQA 

DFEGALKFFRVQLPKRYRAEEN 

ARRLMEQACNIKVGVYTGTEL 

Q*DFSLDSLVWSWDSSCCCGK 

ASWQDDGRNLHYGSL*RPCFQ 

P A A R* RLPH * SGGHQQAQVYG 

TNVKKLKKYEKEYQTMRESQL 

QQEDPMDRYKFVYL*VTPAVA 

FILGIFIRS*EKERGKRKWLSTF 

KNETKRKNG K VLF* LCMSYPQ 

RLLAGELFQD* HKDVSNLPLS V 

EN V KNTNSLGRKNKN H KAREN 

RRLQEASMRLEQENDDLAHEL 

VTSK1ALRNDLDQAEDKADVL 

NKELLLTKQRLVETEEEKRKQE 

EET A QL K E V FRKQLEKAE Y E I K 

KTTAIIAEYKQICSQLSTRLEKQ 

QAASKEELEVVKGKMMACKH 

CSDIFSKEGALKLAATGREDQG 

1ETDDEKDSLKKQLRJEMELELA 

QTKLQLVEAKCKIQELEHQRG 

ALMNEIQAAKNSWFSKTLNSIK 

TATGTQPLQPAPVTQPPKEST 


7594 


37962 


B 


7648 


1 


618 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7595 


37963 


A 


7649 


1 


2375 


MAGAPPPASLPPCSLISDCCAIN 

QRDSVGVRPSKPGAGYNLVVR 

RFLSLLEKRSIPVGVTRFSRCRP 

SPLSLTRKGNSLTPCASRJINMH 

FQAFWLCLGLLFISINAEFMDD 

DVETEDFEENSEEIDVNESELSS 

EIKYKTPQP1GEVYFAETFDSGR 

LAGWVLSKAKKDDMDEEISIY 

DGRWEIEELKENQVPGDRGLV 

LKSRAKHHA1SAVLAKPFIFAD 

KPLIVQYEVNFQDGIDCGGAYI 

KLLADTDDL1LENFYDKTSYIIM 

FGPDKCGEDYKLHFIFRHKHPK 

TGVFEEKHAKPPDVDLKKFFTD 

RKTHLYTLVMNPDDTFEVLVD 

QTVVNKGSLLEDVVPP1KPPKEI 

EDPNDKKPEEWDERAKIPDPSA 

VKPEDCALGLELWSMTSDIYFD 

NFI1CSEKEVADHWAADGWRW 

KIMIANANKKKHKDTEYKKTDI 

C 1 PQTKG VLEQEE KEEKA ALEK 

PMDLEEEKKQNDGEMLEKEEE 

SEPEEKSEEEIEIFEGQEESNQSN 

KSGSEDEALAEQPREGPGVPGP 

1 PPKRPSRSPI PEPRA A KRLPTQE 

LRGESYTMSASGTARGPSPKER 

LG LTTKXGEKEV AQGFCREPG L 

RRPPN AQ A RDRSSRA P ATH R K E 

LKPEREH ISCSRSHIRYQEWSVL 

RDTVHRNLVLDTKRHPALILVE 

YKERTSSPATEQSCMENDFDEL 

REEGFRRSV1TNFSELKEDVQT 


7596 


37964 


A 


7650 


914 


2786 




7597 


37965 


B 


7651 


1 


2369 




7598 


37966 


A 


7652 


333 


752 


MSYVSRYGCGGRXNVATVSKG 

WAGSLAWPGGFPRJCVKGGGS 

WRPSGGV/DVAAPVRARLALLL 

SGPIASESPLTTNPHSHSARRPR 

TYI/GHAPALRVTN/PESFSYWG 

TRG PS ATM AC DG LTRTG H SSPS 

RARSPPLLCARSL 


7599 


37967 


A 


7653 


1 


177 


RPLPSRPHAAPPGHHTISSGPCG 

HRKFSPKAGDSNTPRTRSRPRV 

SCALPPDVRGSWLS*KWNQIW 

YHTLPQPQENTPKSQENKPKSK 

PQPTQR*TRGPW\PSSRCRVRSG 

/THRRPGLFLS*KQ/PSES1GHSR 

ALSAFTPAEM1STLPPPPTSKSPL 

AARAAPPGNG*SPKAGDSNTPR 

TRSRPRVSCALPPDVRGSWLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7600 


37968 


A 


7654 


1 


1430 


MQDTCSE1ISPADFPTFSSSLKIR 

FSTDSPSQIFKKHC1QKIVLILLP 

KNSYTRRLLVSNQMYLESFEH 

QCRKTHILCKRTAGSGPFCSCPT 

GQPRHNSSASKCPASERGLCLK/ 

PKSKREKREPG P V A P A PLHAAP 

SSPGLGAPQLR*PGRTRSFGRD 

HVGSPGPPRAGPRLFAPRPVLS 

RCSANPSGSPHTQSPKQSSTGQI 

SGRADQVCGCWIRKRGVPGAA 

RGSPGCARTCHSRGHPHAAPFP 

QCNSLAPSAPAGLWRTQNAGP 

SG/HAQPSCPPPVPL*PPHPHP*G 

LSFSSCSRSWVPNTPP/EPREGE 

GQVPGRRAASAPGASFSAPGT/P 

RAPQPLPHPFPVAQSPPAAVAA 

SSESCKREAARRSPGASALHLPP 

KSARPRQAPCPTLTDGGH1FPAS 

AARP*HKGHQTAEGKNPGRAD 

TSTSPFATFPFISGGEEKSRSPVL 

PE RTRQREE A PG PPSSPL RG L W 

LTFWFVFL 


7601 


37969 


A 


7655 


1 


609 




7602 


37970 


A 


7656 


3 


649 


AKD/ELHIVEQGHDIRGRSIKIT/ 

LATLKMS/VQPTFS/LGGFEIQPT 

VV*GLKCVSGPCHISGQHLVA/ 

VEEDAESEDEEEENVKLLSISER 

RSAPGVVSMVPQKKVKALAAD 

EDDDDDDEEDDDEDDDDDDFD 

DEEAEEKAPVKKSIRDTPAKNA 

QKSNQNGK\DSNPYSHPRSQG\ 

QDPFRKQEKTVPKTPKGPVSSVE 

DIKAKMQAS1GKKRIEPVLGTY 


7603 


37971 


A 


7657 


1 


1013 


PWCDSVLRGCSLEQRSFISVRLL 

SYLSACRHPMEDSMDMDMSPL 

RPQTMYLFGCELKADKDYHFKV 

DNDENEHQLSLRTVSLGAGAK 

DELHI V E A E AMN YEGSPIK VTL\ 

ATLKMSVQPTAVSLGGVFEITPPV 

V\LRLKCGSGPVHISGQHLVAV\ 

EEDAESEDEEEEDVK\LLSISGK 

RSAP\GGG\SKVPQKKSKTCML 

MKDDDD\DDEED\DDEDD\DDD 

DF\DDEE\AEEKAPSERNLYRDT 

PS/AKNAQKSNQNGK\D\SKPSS 

TPR\SKGTRIPSKKQEKTPKTPK\ 

GPSSVED1KAKMQAS!EK\GGSL 

PKVETKFINYVKN\CSRMT\DQE 

A1\QDLW\QW\RKSL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


7604 


37972 


A 


7658 


9 


271 


GRVCKALWHSDWHTARVLC1N 
STTTITASCNP/RHTARRSLTTPT 
♦MCRLEMWTKNLLFNGPVPVL 
VMSLLF1ASVFMLHIWGKYTRS 


7605 


37973 


C 


7659 


189 


500 




7606 


37974 


A 


7660 


5 


291 


ATPSPPSPPG/VPT*RPELLGPRR 

ERLLGPEGS/PGGGALPGVPPSR 

FVRTASSTLFLPPSPRPAFPPSSIP 

LVPSPPRHCARSRETWPRTLRJG 

SAP 


7607 


37975 


A 


7661 


1 


431 


LA LQFS FLQN RQG LN L L I A E KG 

RLCIFLNEECCFYLNQSGLVYD 

NIKKLKDRVQKLANQANNYAE 

PPWALSVNWMSWVLP1LSPLIPV 

FLLLLFGPCVFCLVSQFIQNRIQ 

AIANNSI*QMLLLTTPQYQPLPQ 

NLSSVESLPL 


7608 


37976 


B 


7662 


41 


1547 




7609 


37977 


B 


7663 


74 


298 




7610 


37978 


A 


7664 


3 


647 


ELWTRGPRKRQNGSSKPLWLL 

YGESGAQKSVVEVTKPRLLWP 

QWIQHRARRPCLQQAPCSSRPH 

APAS\LPPSSSPTARDTKHRAQV 

KTTDSGARRRDGRVLGVLEVS 

RSIADGQYKRCGWTSVPDURR 

C\Q LTPQ * PG S I LL ACDG LF\K V F 

TPEEAVNFILVSCLEDEKIQTRJEG 

KSAADVR\YEAA\CNM LANKA 

VAAGARPDNVTV\MVVR\1GH 


7611 


37979 


B 


7665 


1 


1302 




7612 


37980 


A 


7666 


3 


1268 


SCARVAAWGGKLRRGLAVSRQ 

AVRSPGPLAAAVAGAALAGAG 

AAWHHSRVSVAARDGSFTVSA 

QKNVEHGIIY1GKPSLRKQRFM 

QFSSLEHEGEYYMTPRDVFLFSV 

MFEQMERK\IQSRS*QKRFIEDT 

LSGIPTAGCGSSFFQRPWAIKGL 

IXSYNRVIFFFALQSSLNPIPGFH 

VAFKMLDTDGNEMIEKK/ENFL 

SCRRS*VMKMT*LTVKTNETWl 

SGSNK*KNLKL/DTTLQMRFFG 

KRGPRKLHYKEFRRFXWENLQT 

EIQGN/VEFLQFSKGLSFMRKRR 

TLQSGYFFSTNTENKDIYWKMV 

RJEKLSAGESISLDEVKAFCHCT 

RQIGTLCY/SAMQMFTLAHRPV 

RLAEFKRAVKVATGQELSNN1L 

DTVFKIFDLDGDECLSHEEFLG 

VLKNRMHRGLVGTTTSEYTRIL 

EVCEERKH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7613 


37981 


A 


7667 


2 


342 


QNRGPGRT*DFLPNS/VGEKILS 

FCNCSLGSIGALGPACCRVLSEL 

SEEQVFHVNYLDVEELSLSRLC 

QCLVELSFQLATAYHGSATTRE 

AARGEAACRAHLMFWCLCIWQ 

FCRL 


7614 


37982 


A 


7668 


1 


1166 


VGCVLGRVEAAVTVAPAGTEE 

G M SEEEQG SGTTTG CGLPS 1 EQ 

MLAANPGKTPISLLQEYGTRIG 

KTPVYDLLKAEGQAHQPNFTF 

RVTVGDTSCTGQGPSKKAAKH 

KAAEVALKHLKGGSMLEPALE 

DSSSFSPLDSSLPEDIPVFTAAA 

AATPVPSVVLTRSPAMELQPPV 

SPQQSECNPVGALQELVVQKG 

WRLPEYTVTQESGPAHRKEFT 

MTCRVERFIEIGSGTSKKLAKR 

NA A AKM LLR VHTVPLDARDG 

NEVEPDDDHFS1GVGFRIADVL 

QNRGPGCTWDSLRNSVGEKILS 

LRSCSLGSLGALGPACCRVLSE 

LSEEQAFHVSYLDIEELSLSGLC 

QC L V ELSTQP A T VC HG S ATTRE 

AARGEAARRALQYLK1MAGSK 


7615 


37983 


A 


7669 


2 


328 




7616 


37984 


A 


7670 


181 


1271 


LEASLDQH*ASVHSFRSHIHVIS 

RTHRKVSQRDPSELDAEHAQKV 

LEMEHTQQMKLKERQKFFEEA 

FQQDMEQQYLSTGYLQIAERR 

GEWGLGLLVWGLTGCAGCHD 

SSWGLVRWYKCYSFKFVDEPC 

LQFERNCKPIGSMSSMEVNVD 

MLEQMDLMD1SDQEALDVFLN 

SGGEENTVLSPALGRVDKLALA 

EPGQYRCHSPPKLQQWCGSVM 

NSSQRFDMLHSGNFEIHLSLLL 

VVKDWRLQGGADSPAGLTGNS 

SLFVRQAFRGVPAMGKAMGSS 

QVLQAPGPESSTCQNEITLQVP 

NPSELRAKPPSSSSTCTDSATRD 

ISEGGESPVVQSDEEEVQVDTA 

LATSHTDREATPDGGEDSDS | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7617 


37985 


A 


7671 


60 


965 


QRGVGGVGPRGRQRQQQPEA* 

GEETXAAAAMLETLRERLLSVQ 

QDFTSGLKTLSDKSREAKVKSK 

PRTVPFLPKYSAGLELLSRYED 

TWAALHRRAKDCASAGELVDS 

EVVMLSAH WEKKKTSL V ELQE 

QLQQLPALIADLESMTANLTHL 

EASFEEVENNLLH LEDLCGQCE 

LKRCKHMQSQQLENYKKNKR 

KELETFKAELDAEHAQKVLEM 

EHTQQMKLKERQKFFEEAFQQ 

DMEQYLSTGYLQIAERREPIGS 

MSSMEVNVDMLEQMDLMD1S 

DQEALDGLPELWRRREHCAVP 


7618 


37986 


A 


7672 


1 


124 




7619 


37987 


A 


7673 


3416 


3920 


CCLIKNDKCEKLHYSDCRLNVG 
QPCILPRNAFEFDLLIFYLGNLH 
FYISEIG LLG YCTFFFFFFEMESC 
SLTQAGVQ*CNLGPLQPLPPGL 
E*F/SCLSLPSSWDYRHVPPHWL 
IFVFLVEMGFCYVGQAGLEFLT 
SG DPPTS ASQSAR1TG VSHHAQ 
PGYCILILGFC 


7620 


37988 


A 


7674 


1 


387 





BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7621 


37989 


A 


7675 


1 


1827 


MKKVGGRVFWAKERASAEAL 

RHELAGLLKKCKGSAADADQG 

GLGQGCRRHSKRWEGFTRGAS 

RA A RLGN EEQ DA A SAG PG PNG 

CGHLGAEEPSAAASGMDQCVT 

VERELEKVLHKFSGYGQLCER 

GLEEL1DYTGGLKHEILQSHETC 

LSVVLLSLPMVMAGSGNLKVL 

QLCRFLHMKTGGEN4NYGFHLA 

H H MVALGTSI FGEEG R Y S L\STS 

NSSIAALLCALYPHFPGFTALD 

NRYHLQ\ALR\HLYVL\AAEPRA 

FLVPVGCGTQTRPCYVALLGSLP 

YKGTQWYAEQTKEVDLMAPTLL 

PELHLLKQIKVKGPRYWELLID 

LSKGTQHLKSILSKADGVLYVK 

LRAGQLSYKEDPMGWQSLLAQ 

TVANRNSEARAFKPETISAFTSD 

PALLSFAEYF\CKPTVNMGQKQ 

E\ILDLFS\SVLYECVYPRETP\E 

MLVPAYIAMDQLIRRLGEREMS 

ETSELWXQIKLVLEFFSSRSHQE 

RLQNPPLKRGALLMELGNSPPF 

CKCT\INNTL\DTW\LQVRGDIC 

VNAYLTGQPL\EESQL\DMLACF 

LVFHFVPSSTALPTL*D*KGSTS 

FA\ELLFKFKASLKMPSAELCLR 

LAPLPSLEIPQPNGDVTVSGGEP 


7622 


37990 


B 


7676 


374 


515 




7623 


37991 


A 


7677 


102 


1237 


HSHRAACPDTNRLVPG ASR* H Y 

LHRCRSRHSSS/NIGKN1/HSLRA 

GAVNMQSRPQSHSSGEFSLLHD 

HEAWSSSGSSPIQYLKRQTRSSP 

VLQHKISETLESRHHKIKTGSPG 

SEVVTLQQFLEESNKLTSVQIKS 

SSQENLLDEVMKSXLSVSSDFLG 

KDKPVSCGLARSVSGKTPGDFY 

DRRTTKPEFLRPGPRKTEDTYFI 

SSAGKPTPGTQGKIKLVKESSLS 

RQSKDSNPYATLPRASSVISTAE 

GTTRRTSIHDFLTKDSRLPISVD 

SPPAAADSNTTAASSEYHLHQ 

WSSH1LDIPTHTIGSCAQNDLAI 

DMPEPLYAQARNSRTGRSHFL 

NQTFAT1RMPSDAFGMLAKDK 

HRTIYCGPF1SAILIPEYRIS 



BNSDOCtD: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7624 


37992 


A 


7678 


1256 


1971 


HNCALHADSTMRGKAPLFRPT 

YKLMEQLLLRJFRWISQKCQNV 

EVTSICWF/CTCTYSGWVEAYP 

TRTEKP YK KG KNDPSCTKGQC 

NPLELVITNPLNPHWKKGERVT 

LGIDRARLDPRVNILVRGGEVY 

ERSPEPVFQTFYDELNVPVPEIP 

GKTRNLFLQLAECVAQPLNVTS 

CYVCGGTVTGYQWPWKAREL 

VPVDPVPDEFLAQKNYPDNFW 

V LKPS 1 TG Q YCI A REG KKFTH P 


7625 j 


37993 


A 


7679 


1 


1710 




7626 


37994 


A 


7680 


1 


561 




7627 


37995 


B 


7681 


1 


642 




7628 


37996 


A 


7682 


2 


611 




7629 


37997 


A 


7683 


1 


1718 


MLSIQSTHAEKELENFFQNTED 

WYFHTSHHLSSLRFFSARESNC 

SMKLYEEAYMERYRDFLPATM 

WSAHTEVDVPGQATWIKQKSE 

KDPVHLQKGKNGPSCTKGQCN 

PLELVITNPLDPCWKKEERVTL 

GIDGAGLDPQVHILVRGEVYKH 

SPEPVFQTFCDELNVPVPEIPGK 

TRNLFLQLAWHVAQCLNVTSC 

YVCGRTIIGDQWPQEAQELVPT 

DPVPDEFLAQKNHPDNFWVLK 

A\SIIGQYCIAREGKEFTHP1G*L 

SCRRQKLYMGTTKTIT/W/RGSS 

NHTERNPFSKFPKLQTV WTH LG 

VP\RA WEQPPLG FLLGYV RAWS 

LLTGLLDHWAGSCCLLGTIXKPS 

FFPT AP* KQG KLLGFP V Y A SR£ 

KRIIAIENWKDDEWPPPERIIQY 

YGPVTWAQDGLWGYQTPIYVL 

NRIIRLQAALEIITDKISRALTIL 

AWQETQMRNAISQNRLALDYL 

LAAEGGVYGKFNLTNCCLHVD 

DQGQVVEDIVRDRTKLAHVPV 

QVWHEFDPGAMFGKWFPALG 

GFKTL1IGVLIVIGTCLLLPCLLP 

VLLQMIKSFIATLVHQNASAQV 


7630 


37998 


A 


7684 


3 


406 


TLISFIYPAQNPELLNKLSQRJKT 

TVLAMDQVPRVT1AQGYDALS 

SMANIAG/YLIVGGGVAGLASA 

GAAKSMGA1VRGFDTRAAALE 

QFKSLGAEPLEVDLKESGEGQG 

GYAKEMSKEFIEAEMKLFAQQ 

CKEVDI 


7631 


37999 


A 


7685 


1 


236 




7632 


38000 


A 


7686 


1 


978 




7633 


38001 


C 


7687 


415 


453 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

locution of first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
vuuiMi, /— pussiuie nucieoiiac 
deletion, \=possible nucleotide insertion) 


7634 


38002 


A 


7688 


-> 
-> 


408 




7635 


38003 


B 


7689 


1 


2137 




7636 


38004 


A 


7690 


112 


3688 


GNWGARKLGTHINMANLLKTV 

ATGCSCPLLNNLGSCKGLRVK 

KDFLRTFYTHQELWCKAPVKP 

G1PYKQLTVGVPKEIFQNEKRV 

ALSPAGVQNLVKQGFNVVVES 

GAGEASKFSDDHYRVAGAQIQ 

GAKEVLASDLVVKVRAPMVNP 

TLG VHEADL LKTSGTLI SFI Y PA 

QNPELLNKLSQRKTTVLAMDQ 

VPRVTIAQGYDALSSMANIAGY 

KAVVLAANHFGRFFTGQITAA 

GKVPPAKIL1VGGGVAGLAS 


7637 


38005 


A 


7691 


2 


288 


EFPATIQSNRARGAKPGRRVDR 
GPQARCFDVGGCPRSAPSNGLR 
NSEPSP'GR/CGRSPVSPALSSSR 
DVNLPCMLSSGTDSGACSEVLV 
GTLYRPL 


7638 


38006 


A 


7692 


54 


522 


RFHMSSLSASPPPRRLWTQMNT 

QCLVFSASHLPRCQEMLFQGTV 

♦EKPHSPRCFSPAKKPRPAGAPA 

ASHKCR/CTP*PGPPSEPTV/PSD 

KAPLVGNAESQRVASPSGPPAP 

CSPV\GWPGTYKA1PASGTVAP 

TPLSAGTTDMTRLCPLSLEFLL 

ND 


7639 


38007 


A 


7693 


3 


57 


RAGAGRSERAVAEES*GGLSGS 

CGRHMPGQSRLQRRPSQDVELE 

DCCRGC*SGSLWLRTLRPKRPA 

PFGGFSVPASSAASIPTGSAVVQ 

PGPLPGPTGKSPPVFAGSGPSSN 

PQPAFS\NMRTRDGSKPGSA/SF 

APLTPPLEPPAGLRAPSSGVSPL 

LPATIQSNRARARSPGDA*AAP 

PRPGVLTSAVPLPRRVT/CLRNS 

RAFA PA VRTNA VTP* PGG VSGP 

SQRRAEAA 


7640 


38008 


A ! 


7694 


3 


237 




7641 


38009 


A 


7695 


114 


186 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7642 


38010 


A 


7696 


73 


904 


FGGFLANLSYQEALSDTQVAIV 

NILSSTSGLFTLILAAVFPSNSGD 

RFTLS*ELLAVILSIGGVGLVNL 

AGSEK.PAGRDTVGSI WSLAGA 

MLYAVYIVMIKRKVDREDKLD 

IPMFVFGFAGLFNLLLLWPGFFL 

LHYTGFEDFEFPNKVVLMCIUN 

GLIGTVLSEVFLWLWGCFLTSSL 

IGTLALSLTIPLSIIADMCMQKV 

QFSWLFFAGAIPVFFSFFIVTLL 

CHYKNWDPVMVGIRRIFAFICR 

KHRJQRVPEDSEQCESLISMHSV 

SQEDGAS 


7643 


3801 1 


A 


7697 


1 


308 




7644 


38012 


A 


7698 


3 


397 




7645 


38013 


B 


7699 


1 


963 




7646 


38014 


A 


7700 


3 


1433 


KIRVTSKALELGKAQGQTGTD 

GSGRGWGRPNSGGKEGHFYYN 

ISE*VGGGASRSGAGP£RWRRG 

PRMLQITNASLGLRFRRQLLYW 

FL*GPSTLRGVESGSGGLEVLW 

GSRDPAGRMKVSNVSCQASVS 

RMHAAFGGTFK*APAPTPAHPF 

RAPQLICLAQVWAATGRRVAR 

VGMLSL*EGPGELVAGESGCA 

AVMQHLRAGPFRALLFTSNLD 

MDFRVSCLGWCMTSDFLTRPL 

SLLSLQEEERMVYVAFSEFFFD 

SAMESYFRAGALQLLLVGDKV 

CHGLFVGWAREGL*QSSLPHC 

AGGGRDRATCTPVRPRRGAAIK 

PSGTTISVTASVTIALVPPDQPE 

VQLSSMTMVRVPEWGLLAGG 

QGKMGCGLLSR*AGALPCTSVI 

GGQSHLSTGMGWAGFVRS*PS 

PSPRKA/RGVRMEEERVGVNWA 

GPD*ATNHAVSGGRMGKEGGP 

SPLSIAPQCHRPADVRASTAPTP 


7647 


38015 


A 


7701 


2 


391 


MALRGKALRTTSDLRRFRIYSN 

HSATWKSLA/L*IPLQAPLK\TM 

LPELG*MPQCSNERT\WRG\VQ 

DPHYPEGIKLCAMKVVTNPCGI 

PSPIGA*SPTFAKGLREVIEKNR 

P\ADVRAS\TAPTPSHSSCLSP 


7648 


38016 


A 


7702 


1 


189 




7649 


38017 


A 


7703 


202 


455 


KCDILPTALDSIHH/SSHRVHLA 
HSPHSLQ** HPH PLAQPSQQDRP 
SVPL**MSLADPESHLSESHSHF 
HL*PACRV*AYDLLPL 


7650 


38018 


A 


7704 


313 


378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7651 


38019 


A 


7705 


126 


1246 


PNGLRPPCPSPASETPGNAPVCD 

PGSSSQGAQGKLNAWWAPGM 

A/ASRSLHSLHPVR/RACALPAQ 

SLLGPLRSFRCHLSDPVFRTGAP 

PGQGSWQYKVLVHAQERELTQ 

LREKLREGRDASRSLNEHLQAL 

LTPDEPDKSQGQDLQEQLAEGC 

RL AQH L VQKLSPEN DNDDDED 

VQV ELAEK VQKSSAPREMQKA 

EEKEVPEDSQEECAITYSNSHGP 

YDSNQPHRKTKITFEEDKVDST 

LIGSSSHVEWEDAV/HHYSRK* 

K* * * G RG RKRAS VSQKPEETPS\ 

PRPEPPPRGSGEAERSVGSWDA 

SSRSLRRLHPLREPVPTLPSRFR 

GRCGASAAIFGSCVPHGGSTRA 

GMMGSKEVGKGGDPGEETSPV 

ALFS 


7652 


38020 


A 


7706 


3 


5665 


LLEKLRQRIHDKAVALERA1DE 

KFSALEEKEKELRQLRLAVRER 

DHDLERLRDVLSSNEATMQSM 

ESLLRAKGLEVEQLSTTCQNLQ 

WLKEEMETKFSRWQKEQESIIQ 

QLQTSLHDRNKEVEDLSATLLC 

KLGPGQSEIAEELCQRLQRKER 

MLQDLLSDRNKQVLEHEMEIQ 

GLLQSVSTREQESQAAAEKLVQ 

ALMERNSELQALRQYLGGRDS 

LMSQAPISMQQAEVTPTGRLG1C 

QTDQG SMQI PSRJDDST 


7653 


38021 


B 


7707 


1 


1098 




7654 


38022 


A 


7708 


193 


5850 


HCQRNTTGEHCEKCLDGYMIK 

S* DSLFGD V WN* LPI FASNFSFA 

EL*K*GFVRDYHK*TFVCS/CLL 

NP*GPEFVGKJCIKRKKNHDAK 

YLNV*YS/CFRCAPGYYGNPLLI 

GSTCKKCDCSGNSDPNLIFEDC 

DEVTGQCRNCLRNTPGKYCHIL 

S1KKCISRLLFLFPTVCNCGGGP 

C ELH * EQN F WFKN Y FN S RHPLP 

QTDVSWCSAKTACL*HAFDL*F 

♦RNVSPPGCDKCVWDLTDALR 

LAALSIEEGKSG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


II 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


7655 


38023 


A 


7709 


1 


713 


TPCFESPN/ETGTYFSTKAGYVL 

LN/ESSN/1G1EFEIAFKVRPRSSS 

GTLVHGHSVNGEYLNVHMKN 

GQVIVKVNNGIRDISTSV\TPKQ 

SLCDGRWHRJTWIRDSNVVQL 

DVDSEVN\HVVGPLG1QKPIDH 

REPVLWGG VPRI LY* H PRFCPP 

QNPFTG\CIR\HFV1DGPPQWSFQ 

VKAAPGQAGARKASNSLSQQP 

GHGQKHSCPKYKVPLRALEKE 

HKASPGGTVTLSFGVGSFSSS 


7656 


38024 


A 


7710 


3 


322 


DG V SH C RPG WS A V A * SQLTAT 

STSWVQMIACFTLPSSWDYRCT 

PPCLTNFCVCIFSRDRVWAMLA 

GW\LKNS*PQAIRPPQPPKVLGI 

TGHEPRAPGQKILTFHILT 


7657 


38025 


A 


7711 


2 


480 


YSPPECPFCGKIEEHSEDMETH 

VKTKHANLLDIPLEDCDQPLYD 

CPMCGL1CTNYH1LQEHVDLHL 

EEN\TFSKAWIESSVLVIYNWLT 

SFSKKKTERGD/PEESRQEIEEF 

QKLQRQYGLDNSGGYKQQQLR 

NMEIEVNRGRMPPSEFHRRKA 

DMMESLA 


7658 


38026 


A 


7712 


187 


468 




7659 


38027 


A 


7713 


1 


1110 


MHCIETGVERR1LGLLLFRGSLA 

SVIRPGEVLDAAHALVCQRGPK 

GKPSGAQCGSCWPLGRPKALT 

QLVPASFVCLACAFGAERLGDS 

ALRSSDLTHHLLVNTMLSCN1C 

GETVTSEPDMKAHLIVHMESEll 

CPFCKLSGVNYDEMCFHIETAH 

FEQNTLERNFERINTVQYGTSD 

NKKDNTLQCGMEVNSS1LSGC 

ASNHPKNSAQNLTKDSTLKHE 

GFYSENLTESRKFLKSREKQSSL 

TEIKGSVYETTYSPPECPFCGK1 

EEHSEDMETHVKTKHANLLDIP 

LEGMDRVQCSGDLQLAHQLQQ 

EEDRKRRSEESRQEIEEFQKLQR 

QYGLDNSGGYKQXNNYEIWR* 

K*IGEECLHLNFIGEKLI 


7660 


38028 


A 


7714 


2 


303 




7661 


38029 


A 


7715 


97 j 


233 


RTVTCYHRNSRACHPQQ1TSCP 
♦HRALPCLPLWSPKCPSRWPWF 
G 


7662 


38030 


A 


7716 


229 


359 


MKWVYCSVTGMGKGQHRMPX 
SKG*GWVQRYNRDGIPSPRVLE 
LF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinlc nucleotide 
deletion, \= possible nucleotide insertion) 


7663 


38031 


A 


7717 


1 


1185 


MSTIDDPRLQGRRMCLMLRGT 

PEQKALVIGGEACMWGEYVDN 

TNLVPRLWLCPPSTQDLANEGI 

REMT1LHRH1PDRGKGVMRSCS 

FRTPRPFTLACGPEKSLMDPQS 

QSNSEGASSSLVVKLADTDRER 

ALRRMQQMAGHLGAFHPAPLP 

LGACGAYTTAILQHQAALLAA 

AQGPGLGPVAAVAAQMQHVA 

AFSLVAAPLLPAAAANSPPGSG 

PGTLPG L P API G VNGFG PLTPQT 

NGQPVAPTRSTITGSPLI/SGWSQ 

SRPILRJMKYAEQRIPTLNEYCV 

VCDEQH VFQNGSMLKIQPDTI I 

QVWREDIPVNYMKELELVTKA 

GFRALLSAPWYLNRISYGPDW 

KDFY1VEPLSFEGTPEQKALVIG 

GEACMWGEYVDNTNLVPRLW 

AHR1QL 


7664 


38032 


B 


7718 




1196 




7665 


38033 


B 


7719 


184 


1689 




7666 


38034 


A 


7720 


228 


407 




7667 


38035 


A 


7721 


1 


725 


MQRGALSPVLMLSAAPEPPPRP 

PPGLSPPGSGPGSGSRHGSARPG 

PTPEPSGSLGAALDSSLRAAVA 

FKAEGQRCYREKKFREAIGKY 

HRALLQLKAA/LGGPP*RPARP 

RPPG PTS S PGP A RLSEEQRRL VE 

STEVECYDSSPA\CLLQSELVNY 

ERVREYCLKVLEKQQGNFRPP 

YRAGMAFYPLGDYARALRFLQ 

E A PSREPPDTN V LR Y INQLTQLK 

MN RCSLQREDSG AG SQTRDV 1 


7668 


38036 


A 


7722 


1 


262 


NGKEPG R YTFED AQEH IYKLM 
KSDSYPRFIRTSAYQELLQAKK 
KGRNIPIFPCHKNCTPTLRASTN 
LL* KEGKSLTSKRLTSL AQS Y 


7669 


38037 


A 


7723 


1 


1392 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7670 


38038 


A 


7724 


1 


1544 


MAQGNNYGQTSNGVADESPN 

MLVYRKJV1EDVIARMQDEKNGI 

PIRTVKSFLSKIPSVFSGSDIVQ 

WLIKNLTIEDPVEALHLGTLMA 

AHGYFFP1SDHVLTLKDDGTFY 

RFQTPYFWPSNCWEPENTDYA 

VYLCKRTMQN KAARLXELADYE 

AESWA/RGLQRAFAPKWXEF1F 

M\QAGAQAKVDKKRDKIERK1L 

DSQERA F W D V HRP V PG C VNTT 

EVDIKKSSRM RN PH KTRKS V Y 

GLQNDIRSHSPTHTPTPETKPPT 

EDELQQQ1KYWQ1QLDRHRLK 

MSKVADSLLSYTEQYLEYDPFL 

LPPDPSN P W\LSDDTTF WELEYA 

SKEPSQQRVKRWGFWAWDEGI 

GKTQLGRRNSFLK1F*EFRISGS 

GNFKVLG WA SG RTL K K RPF\KE 

VPSRVQEIWQEFLAPGAPSA1NL 

DSrCSYDKTTQNVKEPGRYTFE 

DAQEHIYKLMKSDSYPRFIRSS 

AYQELLQAKKKGKSLTSKRLTS 

LAQSYLNGSSCSN4NADWSHCT 

HFVAQCCDLEQRTLEQDVA 


7671 


38039 


C 


7725 


81 


439 




7672 


38040 


A 


7726 


531 


686 


GWQWLHRPPGATQHCGGNLP 
AEESLPARATN * ARP A AHTRGG 
RGQDLPPGG 


7673 


38041 


A 


7727 


93 


428 


LHCQVHLSLIDLPLLINSFLLLLF 
*D*VSLLLPRLECSGAISSHCSL 
H/LGPGSRDSPASAS*VAG1TGT 
CHHVQLIFVFLLETGFHRVSQD 
GLDLL/NLVIRLPRPPKVLGLQA 


7674 


38042 


B 


7728 


99 


425 




7675 


38043 


A 


7729 


35 


861 




7676 


38044 


B 


7730 


141 


586 




7677 


38045 


A 


7731 


116 


926 


AEIVAQEVSEEGGKSRKGPQFG 

KSQYQELIRRSECGLNRGEGESI 

KANMQQVIYIFPITLAEVVLRP 

HSYPSKKTGLTLLAAASIAYISR 

♦EWLYFETGTWVYPVFAKLSLL 

GLAAFFSLSYVFIASIYLLGEKL 

NHWKWWSVRNSTL1LYIRMAK 

SHTQSPTSLAHMPFCSIKrEMAE 

VPSSAQSNfNWCEKLLVFPPR*C 

CFLRPRDSVSPPVFAWFILMHF 

NTRLFQEAFPGQPQ1LQRWRLE 

SVGICFQWPDWKSPAKHQLVK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7678 


38046 


A 


7732 


32 


394 


GKAVLPIMRETLGDFHYQIHCC 
PDLPGTDLGHPGSPDLGEVKFL 
SQT* E VTSLQ VSGK V WR* WTA1 
CTHTSQSLSISLLVFCLRSASATS 
LTLSHCVNVVKGLLDFKKRRG 
HSIGGAPEQR 


7679 


38047 


A 


7733 


1 


765 




7680 


38048 


A 


7734 


3 


1295 


QARVSQELKKAAKRTVS1SEGP 

DTLGDGMR^RRETLALAPEPEP 

LEKEACEKWKRPFRSASATSLT 

LSHCVD VVKALLDFK KRRG HSI 

GGAPEQRYQ11PVCVAARLPTR 

AQDVLDAHLSEVQCCSF\GPNS 

SLLATGGADRLIHLWNVVGSR 

LEANQTLEGAGGSITSVDFDPF 

G/SNQVLAATYMQAAQLWKVG 

EAQSKETLSGHKDKVTAAKFK 

LTRHQAVTVGSRDRTVKEWDL 

GRAYFSRYTIQCSFSYCNDVVCG 

DH 1 1 1 SG HN DQK I RF WD SRG PHC 

TQVIPVQGRVTSLSLSHDQLHL 

LSCSRDNTLKVIDLRVSNVTARG 

FRADGFKCGSDWTKAVFSPXDR 

S Y ALATLPVMG PF* I WECGTPG 

KNWKKQELTGTP1ALPVQTPW 

PWCLLPGSPHGETWTQGRKGC 

AFGSRAHDLPA LG WRLLPEA 


7681 


38049 


A 


7735 


123 


463 


DVEVGLISQLQDCELGGCIPLK 
VFPAVFRLPLSLHTFLPLPLSRT 
LASGGDGATSASCCRCPGAVS1 
S*L*QTVASP*VLVFVHSRKE\T 
GKTARAIRDMCLEKDTLGLFLR 


7682 


38050 


A 


7736 i 


1 


489 




7683 


38051 


A 


7737 


1 


423 




7684 


38052 


b ; 


7738 


1 


900 




7685 


38053 


A 


7739 


1 


1824 




7686 


38054 


B 


7740 


400 


969 




7687 


38055 


A 


7741 


3 


4781 


EISATQIIVCTPEKWDIITRKGGE 
RTYTQLVRLIILDEIHLLHDDRG 
PVLEALVARAIVRNIEMTQEDVR 
LIGLSATLPNYEDVATFLRVDP 
AKVLFY FDNSFRPVPLEQTY VG 
1TEKKAIKRFQIN4NE1VYEK1ME 
HAG KVNQ VL V F V H S RJCETG KT 
ARAIRDMCLEKDTLGLFLREGS 
A STE V LRTE A EQC KNL* LKDLL 
PYGFA1HHAGMTRVDRTLVED 
LFAVDKH I Q VL VSTATL A WG VN 
LP*H\TALFK 


7688 


38056 


A 


7742 


2 


518 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \= possible nucleotide insertion) 


7689 


38057 


A 


7743 


18 


1 108 


CSGIPRFRDSQSTRAACFFPAWT 

RMRAPSMDRAAVARVGAVAS 

ASVCALVAGVVLAQYIFTLKR 

KTGRKTKIIEMMPEFQKSSVRJK 

NPTRVEEIICGL1KGGAAKLQIIT 

DFDMTLSRFSYKGKRCPTCHN1 

IDNCK\RLQMNVEKSYCQLKEK 

YYAIEVDPVLTVEEKYPYMVE 

WYTKSHGLLVQQALPKAKLLKE 

IVAESDVMLKEGYENFFDKLQ 

QHS1PVFIFSAG1GDVLEEVIRQA 

GVYHPNVKVVSNFMDFDETGV 

LKGFKGELIXHVFNKHDGALRN 

TE Y FQSN * KTNSN 1 I L LGXDSQG 

DLRMADGVANVEHILKIGYLN 

DRSGMSF*EKYMDSYDIVL\VQ 

DESLEVANS1LQKIL 


7690 


38058 


A 


7744 


105 


548 


PQTPRLKQSYHVSLPSSWWDHP 

VAGKRA*HAH*FY1MAQLFLPA 

ASPGPTPASQQPLWTQCLP1SW 

RPWSAHSFLKPSSPGPGPTPASQ 

QGLWTQLPRSFQRPWPKSSSSR 

PGNGPGRAASRPPRAQLRPLGG 

LSRFNDGHGNFLAQ 


7691 


38059 


A 


7745 


186 


650 


RCPGCPTTASARESREAESRGR 

GSSGASWGAVQWEEPQPRRLL 

RGTDDCM1FWAPHGSSTWRRR 

CVHSRSTAADPVLTPSPA/STPS 

SNCSGSGTSLAALPLPLPQTLGP 

♦QPGWKGTPQPCLNTWGVSITS 

TGRWATPKIPGLTVPPENMDS 

MWG 


7692 


38060 


C 


7746 


212 


556 




7693 


38061 


A 


7747 


2 


312 


PDLK*STCLGLPKCWDYRW/RA 

TMPGWENIFSSIVfNHTLNALTG 

AVTSTRDNS*LHRVSCISSPWCC 

CLSPCPCRVSAGTGRVPSCLCH 

SGAWNRJLDQDINRNNSC 


7694 


38062 


A 


7748 


2 


366 


FLHTKYLLFCGIKAPHKYFIRSII 

FFFFLRQS/LYSIAQGGVQWGN 

LGSLQPPSPGFKQLSCLSLPSSW 

NYRCAPPCPANFVFLVEMGFH 

W1KPG*SRN*PRDPPASASQSAG 

ITGVSHHAQP 


7695 


38063 


A 


7749 


1 


446 


MPl LFTTV SS A LSGAQH1 A D AQ 

CDRKGHRTTIQGSRVNLVQPSV 

GPKVEETQCWGPGRGMPGAPE 

APRERRVRSGSRSGDPGVA/PR 

AASGVGGRYAITRGRASAAVP 

CRSGGARRGGAGGQAADCGPG 

H*KESESRGPEGPAEGSQPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7696 


38064 


A 


7750 




744 


GGLIPRAQRESKRRSRGRARAA 

SGV/VWALCYHPRQSECCGTL* 

KWRSSPRRCWRTSGXDCGPGH* 

KESESRGPEGPAEG1SASLKM* 

WFASGTCLSRCLTLRQRK*LKK 

IKHWIKK/SEK/PAEAT*SEGQPP 

F*GPRQTGAEGF*LEPPQPGMSL 

KLFKVILKG*DSRTKMGDQQPP 

RVHGRTHGPLQPL iPVKGQGS 

CPVKGPSPSGIWP*KPLL*CLAT 

L* WQEGTFSLSGLLGPGTPG AS 

VGHK1Y 


7697 


38065 


A 


7751 


316 


650 


SYNTHGITFHVPTANVLVVDL 

MCHLEKLAKYDDIKKMVKQA 

LEGPLAKGILDYTEQQVVSSNFT 

S DTHSFTFD AG AGT A FNN HFFK 

LIF*YDNEFGYSNRVVELMFHP 

ASKG 


7698 


38066 


A 


7752 


2 


775 


QARRARSRNSRGLSQSAARPLA 

AKTAWRTVAPPQPWAAAPR*R 

SSCPH SSCS A TSPG PA RACQSS A 

HSPSPRLQAPPPPTSSXSGSSVPE 

AATAPLAASARRGTPRPRTGRP 

SWAGTRQGSWAGTQRPWVWA 

PAPAGPPRAAAAAAR*GRDKS 

QLTCPPRHSTPPGSAAGASRHR 

RRG LAG PA PSPPGC R A A RPP WP 

SAAAALGLGGRGPDLVALHCEI 

HWPLEFQSLCCCLLTSRGGEAS 

CHPEFHLFMHDFLPGSF 


7699 


38067 


A 


7753 


1 


552 


M QTL FTL LQ PS SQTPG I PQP1 VC 

CVYAESGARDSGQP/PSKVPVPS 

FCTP A ATQRG * R E PG CSHPAGD 

CSAPQQCS*PGQ/R1S/RGDKVL 

ASNTYLPGPPGLPGGQGPPGTW 

MKVETITQQTNTGTENRVFSLS 

LYMTISKQYLSEEQGSHWLSCL 

INALQAFFSNAAIWLVTWFELS 

RVLDGAEND 


7700 


38068 


A 


7754 


2 


538 


LGKYITGDKVLASNTYLPGPPG 

LPGGQG PPG SPG PKG SPG FPRY 

A\GLLGQPGSRGSIGTHGT1S*S/ 

G/LPTKQGRRGPVGPPGPPERD 

GSKGERGAPGPRGSPGPPGSFD 

FLLLMLADIRNDITELQEKVFG 

HRTHSSAEEFPLPQEFPSYPETM 

DLGSGDDHPRRTETRDLRAPRD 


7701 


38069 


A 


7755 


146 


373 
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SEQ ID 

NO: 


SbQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SLQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


i\ n\ inrv ncirl C /~i ii Ani^& £ \ r — I InLnn vv n 
rV III 1111/ fl^-IU oClJIIClllvl ^Y~— W II K ■■ U " II, 

*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7702 


38070 


A 


7756 


678 


1582 


CQGNSPLSGVWPSGDWEDKHS 

Q*CPVVCSPQNILSQTSRKNDR 

DYRLPRAETHSSSYAQYSTPSN 

LVVHPTATPSTVPSSPFTLQSD\ 

YQPKKSFDANGASTLSKLPTPT 

SSVPAQKTERKESTSGDKPVSH 

SCTTPSTSS AS ATE/S/TTS A PPTS 

ASAGPCFSCSTARQYLPYFRDP 

NLLRTIAVLLCKATVAAL1NS*C 

GTYLKIK* SSYSSCDTSLTA V YM 

S* VS YC WTICFQHN VSDFSSCS A 

\PTQAQPSNQSPMSLTSDASSPR 

I1CFSKE*GTPQT\NTVPIQTFGFS 

TPPVSSQAKG 


7703 


38071 


A 


7757 


1 


1365 


MHLIPPATNCDTLVECCLPGKL 

TRDLVCTAFTGFGTSYSPQENS 

HNHSALHSSNSHSSNPSNNPSK 

TSD ANI LSQTS RJ-TN D RD Y RLPR 

AETHSSSTP VQH PI KP V V H PTAT 

PSTVPSSPFTLQSDHQPKKSFDA 

NGASTLSKLPTPTSSVPAQKTE 

RKVLQQLSKKNRKVM1RSAL1T 

SI ILDLLY I EKDLR YQKN I ESTSG 

DKPVSHSCTTPSTSSASGLNPTS 

APPTSASAVPVSPVPQSPI/PSLT 

SGPKSS*TIA\PALQATLQLKNS 

NVDISKINEAQPSNQSPMSLTSD 

ASSPRSYVSPRISTPQTNTVPIKP 

LISTPPCFITAKG*LLQ*LSQGTS 

VHSQPHTAACNCVPSSK/SHEP 

VSPRSLQRSSSQRSPSPGSQFILL 

xrecxir'iAKyi a T\/\/Dr\ccci adcu 
iNbonUlv^MAl VVr^trrLAKrn 

VFHLTPGTRRPPFQWKISLKHV 

SRDGPADSWQEEGRASRFTAE 

GRRH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*-Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


7704 


38072 


A 


7758 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 

AQ VQLT VG P VG PRTH P V V I FP V 

PECHGIDMLSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

KIVNQKQYHIPEGIVEISATIKD 

LKDAGVVIPTTSPFNSPIWPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQINTPPGTWY 

AAIDLANDFFPIPVHKAHQKQF 

AFR WQG RQYTFTVL PQGRWE1 

NMTKIQGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/E AQCLSGFRREHI PHL\PI Y R V 

SRKA AN FEWSPEQEKALQQVQ 

AAVQAAWPLGPYDPADPMVLE 

VSVADRDADWSCWQASI/GHK 

VGHAQQHSI 1 K WKWYIRDWAR 

ADPEGTTKGQGQRRWWQLAE 

RQDSRDREAAIGERQETAVGKT 

ARDGEAVCD 


7705 


38073 


B 


7759 


56 


3476 




7706 


38074 


A 


7760 


^> 
-> 


591 


DPADPMVLEVSEADRDAWP1S 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTMRPELPIINCVLSDPCSH 

KVGHAQQHS11KWRWYIHDWA 

EGTSKLHEEVAQIPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RAWPTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


7707 


38075 


A 


7761 


1 


558 




7708 


38076 


B 


7762 


1 


1189 




7709 


38077 


A 


7763 


604 


1760 


NSWCRWFNFRY*YPTFYWES* 
NT*IPLREWFG*NHDASCP*TLD 
SKSFSFETRTGSPCSSSLQTAYC 
GTLWIVQGV 


7710 


38078 


B 


7764 


1 


474 




7711 


38079 


C 


7765 


1 


3384 




7712 


38080 


C 


7766 


1 


333 




7713 


38081 


A 


7767 


1 


390 




7714 


38082 


A 


7768 


3 


728 




7715 


38083 


C 


7769 


184 


529 
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CKT/I 111 

NO: 


of peptide 
sequence 


Met 
hod 


cpn in no* 
in USSN 
09/540,217 


)>ULICUUUC 

location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7716 


38084 


A 


7770 


2 


837 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVVIFPV 

PECI1GIDMLSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

K1VNQKQYH1PEGIVEISATIKD 

LKDAGVVIPTTSPFNSPIWPVQK 

TDG S WRM T VG YCKLNQ V VTPI 

AAAVPDVVSLLEQFNTPPGTWY 

AA1DLANDFFPIPVHKAHQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NM 1 KIQGPSTSVICr LG VQWCO 

ACQD1PSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREHIPHL 


7717 


38085 


A 


7771 


2 


469 




7718 


38086 


A 


7772 


3 


587 


YPASAGLMLQNFGV1GLRYHF 
AIHSPAAGGLLDGLHAVAAIQG 
I TK 1 ETTPN HQRA PA H WTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTA 1 PHCFADARTWVNLPTSSLI 
GHKKENLKEr ISGbLIVHfclLhh 
VLQA EG DFQPFTRVT VH WG KG 
NDQTFRG LLDTGSELTLIPG DP 
KHHYGPPVKVG\AYGAQLL 


7719 


38087 


A 


7773 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 

DAVSLLEQINTFPGTWYAAIDL 

ANAFFSIPVHEAHQKQFAF\LPQ 

GYINFPALCHNLIRRELDFFLLL 

QDITLVHYIDDILLIGSSEQEVV 

NTLDLL1HKRSKEAEHTAASRIR 

VSCLPbQKbHty I EPWbQVPSb 

GDIKEYFPNArVLLI IASLQGQ 

DNTSQLQLTWKAPEDIKMSKT 

DADADEE1EALRG 


7720 


38088 


B 


7774 


1 


1431 




7721 


38089 


B 


7775 


75 


947 




7722 


38090 


A 


7776 


6107 


6706 


MVVVFLHKCLHYFHSTQLV1SR 

YNSPTSEYFQALDLTWRALGT 

VGSAPPILPDLGGTNRRQPFPIL 

SHSGLHRNVLQPETDSQSEDRL 

PVTWLAVSACCQQQMVGGNP 

TRSKI *RTGSHYHLPG\WEP*RP 

HFPHAGSLAWQWLLCSSLEHSF 

GA*ELPCNPCKGWCLCPCHFIF 

YIFFNSFLSNCPIQLCNWHSSYFI 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ II>NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possib1e nucleotide insertion) 


7723 


38091 


A 


7777 


1 


3179 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKT1RSHETYSLPR 

EWYEGNRPHDSITSQWVPPTTR 

GNYGSTIQDEIWVGDHSGYVRP 

VPVPRSLNSD1SYFGVGGKQAV 

FFVGQSARMISKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGYI 

RNRKDDYDNHTGIDLVGTIIATI 

KGSNEEDTDTPLFIGKVRTLbhP 

FVNGSA EI MLM PSNQQHKTDE 

KGRANLGVFSVFAPRGEHTLQ 

VKAIYNKSIIEGP 


7724 


38092 


A 


7778 


281 


1531 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGV1 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTLIPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQITV 

GPQTHPVVISPVPECIIGIDILSS 

WQNPHIGSLTGRVRA1MVGKA 

KWKPLELPLPRKIVMQKQYCIP 

GGTEEISATIKELKDAGEVIPIPT 

TFPLNSP1WPVRKTDGCWRMT 

VDYCELNQVVTPTAATVPDVV 

SLLEQINTSPGTWYADIDLANA 

VFSIPVHKAHQKQFAFSWQGQ 

QYTFTVLPQEY1NSLGLCHNLI 

WRDLDGFLLLQNITLLVHYVD 

DIMLIGSSEQEVANALDLLVSM 

ASSRVPYDQLTEEEKARFTDGS 

ARYAGTTRKWTAAALQPLSRIS 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7725 


38093 


A 


7779 


332 


2159 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQFNTSPGT WY A A 1 DLAN A FFS 1 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWY1NSPALCHMLIRRDL 

DCFSLPLD1TLVHYIDDIMLIGVP 

RQLLACYWALVETECLTLGHQ 

VTI*PELPIMNWVLSDPSSHKVG 

HEQQHSIIKWKWYVHDWARA 

GPEGTTTPVISQWPHEQCGHGG 

RDGGYAWAQQCRLPLTKADL 

NTATAKRPICQQQRPTLSPQYG 

TIPQGDQPATWWWVDYMGSL 

PSWKGQRFVLTGIDTYSGYGFA 

YPACNASAKTAICGLTECLIHH 

HDIPHSIASDQGTHFMAKEVRQ 

WAHDHGIHWSYHVSHHPEAA 

GL1EWWNGLLKSQLQCQLGDN 

TWQGWGKVLQKVVYALNQHP 

IYGTVSPIAKIHRSRNQGLEVAP 

LTITPRDPLAKFLLPFPATLQSA 

GLEVLVPEEGTLPPGDTMIPLN 

WKLRLPPRHFGLLLPLNQQAK 

KGVTVLAGVTDLDYKDEITLLL 

HNGGKEEYAWNTGDPLGLLLI 

LPCPMIKVNGKLQQLKPEALVP 

KGVVFPPGDTTMLSLSWKLRLP 

SGHVGLLMPLSQQVQKGVTVL 


7726 


38094 


A 


7780 


84 


202 




7727 


38095 


A 


7781 


1 


551 


RWGSHTVAQAGVQWCDHGSL 

QPRSPGVK*SSHLSLLGSWNHR 

HATTTPG*FCFFSRIRSHCVAQA 

GL*LLTSNHPPALASQT\VG1TG 

VSHWTWPNTGFSVLTATNKNL 

KFFHYAISKCLVRAKLSSRLLKI 

EERNKALSAPVVSVSIFDRVLR 

LLGYSASDWQPEFVETAVSNFV 

IYGIFRGQ 


7728 


38096 


A 


7782 


1 


678 


MPACRLGLLATAL1ISLLLFGFTI 

VSGTGAEKTGVCPELQADQNC 

TQECVSDSECADNLKCCSAGC 

ATFCSLPNGQLAE*FEESEESSL 

DTVSPFVVFQSISSTLRIE*ARA 

GDSSQ\DKEGSCPPGVTI*LFPSS 

GLC\RDQVPGGTAQCPGQ\M\K 

CCR\NGCGKVSCVTAQFLSSSH 

HQAEQVRRDSFLPGPASGFQAH 

LPSPFFGTLYSLFGLTTSFSLSQP 



906 
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SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unfcnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7729 


38097 


A 


7783 


1 


1972 


MAVNGCLEGPSSNFLSCLFIVA 

LVGSESTHPLCLEQPATQETRY 

QLLQLRPAQRASWIGYAIAYHL 

LEDYEMAAKILEEFRKTQQTSP 

DKVDYEYSELLLYQNQVLREA 

GLYREALEHLCTYEKQICDKLA 

VEETKGELLLQLCRLEDAADV 

YRGLQERNPENWAYYKGLEKA 

LKPAN MLERLKI YE E A WTK YP 

RGLVPRRLPLNFLSGEKFKECL 

DKFLRM1M FSKGCPPVFNTLRSL\ 

YQDKEKC\A 1 1 EKL V VG YETSLK 

SCRLFNPNDDGKEEPPTTLLWV 

QYYLAQHYDKIGQPSIALEYIN 

TAIESTPTLIELFLVKAK1YKHA 

GNIKEAARWMDEAQALDTAD 

RprNSQCAKYMLKANLIKEAED 

MSSKFTRGGTSAVENLNEIQCM 

WFHTECAQAYKAMNKFGEAL 

QKCHEIERH Fl EITDDQFDFHTY 

CMRKITLRSYVDLLKJLEDVLRQ 

HPFYFK/EQARIAIEIYLKAS*QP 

PYR*GIKGTRRLDTAKALSDKEL 

KLKLRNKQRRAQKKAQIEEEKK 

NAEKEKQQRNQKKKKDDDDE 

EIGG PKEELIPEKL AK VETPLEE 

AIKFLTPLKNLVKNK1ETHLFAF 

EIYFRKAAKMVYYLDPSSQKR 

AIELATTLDESLTNRNLQTCME 

VLEALYDGSLGDCKEAAEIYRA 


7730 


38098 


A 


7784 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEETLFSN 


7731 


38099 


A 


7785 


1 


681 




7732 


38100 


A 


7786 


415 


692 




7733 


38101 


B 


7787 


1 


2204 




7734 


38102 


A 


7788 


1 


615 


MPVDHPPFKAFSEKRTSQSVNM 

LAKTHPYNPLWAQLEWFKLLEl 

SPKSPINTDKFLLKRLSVPGSDS 

CRVRMENVLASQVLHPGXQLM 

M*EGSGWAEARIT/V/CS*AANP 

*KWHPASLPLPW*CRVRMENV 

LASQVLHPGHADDVGGKWLG 

RSKDHRAPEQQTRESGIRLPSLF 

PGSAEQPWRGNAQWHLSWKA 

LRGVFGMIPDSLLYEFHQSAKK 

SSHFKPPQPLLYWTLVNFLIPFS 

LHSSTWFMWSSMQGIMCKEEV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7735 


38103 


A 


7789 


3129 


3197 


TQNRRACSPDTEQLARQSGTYP 

VSLGQATVLEDSKAALPGLGPT 

LMAVTVVTTEAAVAIGCEAAH 

SSREDFTNHQLWRRTVEGKKG 

EGKNKFMSGGVNTTVPLLKTS 

RKGSPDSPHLREKPSLEKVTFQI 

GSFASPESDFESRMKKMEERVK 

ACGPSLEASEAADVAQDPQVS 

RSPFKPGFQENVCCPQNRLSEG 

DEGESDKGFAEDRGSRNDMAA 

D1AGQLSHAADLGTASHDDVT 

YAIKPTCWPGLDI1PSCL 


7736 


38104 


A 


7790 


1 


1069 


MAEKEAGMSYMVAEVLGFVA 

VI I EAESLKRi RFFENFTVAEERS 

TDETFSLAEETCSSN PAMVRRK 

KIAISIIFSLCEKEEAQRNFQDFF 

FSHFPLFESHMNRLKSAIEKAMI 

SCRKIAESSLRVQFYVSRLMEA 

LGEFRGTIWNLYSVPRJAEPVW 

LTMMSGTLEKNQLCQRFLKEF 

TLLIEQINKNQFFAALLTAVLTY 

HLAWVPTVMPVDHPPIKAFSEK 

RTSQSVNMLAKTHPYNPLWAQ 

LGDLYGA1GSPVRLTRTVVVGK 

QKDL VQRIL Y V LTY FLRCSELQ 

E/I PADLE WQS W* R* PAMVRRK 

KIAISIIFSLCEKEEAQRNFQDFF 

FSHFPLFESHMNRLKSAIEKAMI 

SCRKIAESSLRVQFYVSRLMEA 

LGEFRGTIWNLYSVPRJAEPVW 

LTM M SGTLEKNQLCQRFLKEF 

TLLIEQINKNQFFAALLTAVLTY 

HLAWVPTVMPVDHPPIKAFSEK 

RTSQSVNMLAKTHPYNPLWAQ 

LG DLYG AIG SPVRLTRT V V VGK 

QKDLVQRILYVLTYFLRCSELQ 

ENQLTWSGNHGEGDQVLNGSK 

IITALEKGEVEESEYVVITVRNE 

PALVPPHPTTNSSRETQPLADR 


7737 


38105 


A 


7791 


118 


273 


FSLSNLVQFFRVCNDHLYTKLH 

FCFLQAEVKASNFCIYDSLGHA 

LGSHHTVECIATDEHTLHLTSP 

MG*SQGKQFLHLRFSWACPGIP 

PHS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7738 


38106 


A 


7792 


1 


551 


MQPELPIMNWVLSEPSSHKVG 

HGQQHSIIKWRWYICDWAVVG 

RESTTNGLA\GWS\GTWKKHD 

WK1\NDNEIWGK\SMWIDLSEW 

SKTVKIFVSHESAHHIT*KSSAE 

EDFNNQWDGMTCSVDTTHPLS 

LTTSVIAKWAHEQSDHGGRYG 

GYAGAQQHGLPLTKADLAMTT 

AECPICQQQRPSLSP 


7739 


38107 


A 


7793 


1 


782 


MTKIQEPSTSVKFLGVQWSGA 

YQDIPSKVKDKLLHLAPPTTTK 

EAYLGL/FGFWRQH1PH/LGTEQ 

EKTLQHVQAAVQVALFLEPYD 

PADPMVLEVSVADRDAIWSLW 

QAPISESQWRPQGFWSKALPSS 

AANYSPFERQLLAYYWALVET 

EHLTMGHQVTKQPELPIMNWV 

LSDPSSHKVGCAQQHSIIKWKW 

Y 1CDRARAG PEGTTTP V ITQ W A 

HEQSGHGGRDGGYTWAQQQG 

LPLTKADLATATAECPICQQQR 

PTLSP 


7740 


38108 


A 


7794 


65 


230 




7741 


38109 


B 


7795 


1 


2115 




7742 


381 10 


A 


7796 


1 


246 




7743 j 


381 1 1 


A 


7797 


1 


1293 


MAAAACLDASGEARPGLRPPW 

SQQGRKQAGALPPTKLAGLLA 

QLQPAEAPDLG1PVLSATREDPL 

SPQARKCLLPLPGLSPCSQHLL 

WCRASCGRAWGPSRPSRVCTG 

LDTAVTPAPCRLSPLWTSGADK 

RGREASRGEGSSKWACRHPSA 

QTAWAVEGDRHRFLSRKGQIT 

GKTPPSSQGQPEAWGLSCSCPH 

TLHTSFFLDTGPLNGGTEKAVT 

QTGPKHAPCSPGCGQQGGKGC 

G PSGTPDLG ALR A RA VT VG LCS 

SWHLQASGHHCIPQYLQQKLL 

VVHLVQPQPCTKPVPVPSFRLQ 

MTIENMNHLKFIPHKDYTANRL 

VSGLLQLPSNTSLVIDETLLAEQ 

GQLDTPGVHNVTALSNLITWQ 

KVDYDFSYHQMEFPCNIVKVFIT 

SEGRSLLPADVPDSLTAPANST 

KHGGST*TAFSQRCCLPC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7744 


381 12 


A 


7798 


I 


2555 


MPSHLNQHQIIHTKEKSYKCEE 

CGKSFKRSSNCTTHKRJHTGEK 

PYRCEECGKLAFRWPSNLTRHK 

RIHTGEKPYTCEECGQAFRRSS 

TLTNHKRJHTGERPYKCEECGK 

AFSVSSTLNDHICRIHTGEKPYT 

CEECGRAFNCSSTLKTHKRIHT 

GEKPYKCEECDKAFKRHSSLA 

KHKIIHTGEKPYKTGSXCILLQR 

YCWSTT*TIHFKK*S*EN/PGSC 

DLNTLRLKKDYQRVGNCKGQK 

SSYNG 1 HQCLSATRSKTCQ YNK 

CGKAFGLCSIFTEHKKIFSREKC 

YKCEECGKDCRLSDFTIQKRJH 

TADRSYKCEECGKACKKFSNL 

TEHNRVHTGK1CPYKCEECGKT 

FTCSSALTKHKRNHTGDRPYKC 

EECHKAFRWCSDLTKHKRIHT 

GEKPYKCKECHKAFRCCSDLT 

KHKRIHTGEKPYKCNECGKAF 

MWISALSQHNRJHTGEKPYICE 

ECGKAFTYSSTLISHKRIHMELR 

PYKCEECGKTFKWFSDLTNHK 

RIHTGEKPYKCEECGKSFTCSS 

NLIKHKRJHMEVRPYKCEECGK 

TFKWFPDLTNHKRIHTGEKPYK 

CEECGKTFTCSSSL1 KH KRSHTG 

DR/P Y KCKECG KA FR WFS\A LL 

NISKHKRJHTGEKPY1CEECGKA 

FIRSSTLTSHKRIHMEERPYKCE 

ECGKTCI IHIGEKPYKCNECGK 

GFMWISALRKHKRIHTGETPYI 


7745 


38113 


A 


7799 


212 


461 


TEEHLYSPHWKGCGRKVKRLF 
QVRRGRGWIQTRQPGSMVKEP 
PLSEAGAESHVSC/RQGDCSRPP 
SFPLSPERVTPWLPDSHTW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7746 


381 !4 


A 


7800 


1 


1398 


AAAERELELLRASLEHQRGVSE 

LLRGRLRELEEAREAAEEAAAG 

ARAQLREXATTQTPWSCAEKAA 

QTESPAE\GPP*LRRARPDPWTE 

TRAVAPAGULKS1MKKRDGTP 

GAQPSSGPKSLQFVGVLNGEYE 

SSSSEDTANDSDGDSENGGAEPP 

GSSSGSGDDSGGGSDSGTPGPP 

SGGDIRDPEPEAEAEPQQVAQG 

RC ELS PRLRE AC V ALQRQ L S R P 

RGVASDGGAVRLVAQEWFRVS 

SQRRSQAEPVARMLEGVRRLG 

PELLAHVVNLADGNGNTALHY 

SVSHGNLAIASLLLDTGACEVN 

RQNRAGYSALMLAALTSVRQE 

EEDMAVVQRLFCMGDVNAKA 

SQTGQTALMLA1SHGRQDMVVA 

TLLACGADVNAQDADGATAL 

MCASEYGRLDT\VRLLLTQPG\C 

DP\S I LDN EGTS A LAMA L EVA ETG 

MKVAALL\HAHLSSGHPDTQSG 

VTPLAPQTANTW 


7747 


38115 


A 


7801 


3 


408 




7748 


38116 


c 


7802 


141 


251 




7749 


381 17 


A 


7803 


1 


1 173 




7750 


38118 


A 


7804 


451 


853 


LQMHRLCGGHSLSGCGWHTAR 

GQELVGQCFL*GGGQLLGLQH 

PL/AENPTFQEYSL1TSEAGLLEG 

RKKKNKTSRGPSGPATCPLGLP 

RTSPGATRPGPVS/HAAIASQRD 

SSRTRFSSSLDAAIIARPYTTPSA 


7751 


38119 


A 


7805 


1 


2950 


MAASRLELNLVRLLSRCEAMA 

AEKRDPDEWRLEKVGVTYSVA 

SGRVLFQDFTEQFQVLLPKDAQ 

PCREVISTLLEKMKIDKRNYQIG 

KTKVEPGV/EAWPLRRVRRQPD 

QRQGLG AHRAGE APGTRG DA R 

PVHRGPLPQVGCCQPHSGAPAG 

AADRPRSSQAGELPHPRHHRGA 

EAVAAGAARAPHDLRTVRRLP 

PSRRAAGEAGAAGCH/RMPSW 

STFQKPTTTPWRDSSSTLSSNHP 

LTASGCAGWPCSRMST 


7752 


38120 


C 


7806 


398 


415 




7753 


38121 


C 


7807 


13 


81 




7754 


38122 


B 


7808 


1 


972 




7755 


38123 


B 


7809 


1 


1803 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7756 


38124 


A 


7810 


1 


929 


IAAAPELLERSGSPGGGGGAEE 

EAGGGPGGSPPDGARPGPSREL 

AVVARPRAAPTPGPSAAAMAR 

PLVPSSHKALLLELKGLQEEPV 

EG FRVTLVDEGDLYN WEVAIF 

GPPNTYYEGGYFKARLKFPIDY 

P Y S PP A F RFLVTKM WHPN I YETG 

YVC1SILHPPV/DTDPQSGELPSE 

RW\NPT\QNVRDHSS*V*SSLLE 

RRPNTFLRPANVGRLPWMLQG 

SWEREQGGR1RELHRTSFRKQV 

LGTKVDAERDGVKVPTTLPNEY 

CVKDQGRRAPDEGSDLFYDDY 

YE\DARVE\EEADSCFGDDEDDS 


7757 


38125 


A 


7811 


2 


296 


LSLSFFFVKAHFYVKSMLHSKD 

ASGISGMDFYVVQ*FSWQTAY 

AGEVGRWLSPALTERGSGQTL* 

TWCWRVFCVCLEXGHMWVTEA 

YVTVKH*NYSKVK 


7758 


38126 


A 


7812 


397 


410 


SPGEI*G*VPPLLG*GVLLYQPP 
LFKIWEAPLLPDLLQQ*KLYSL 
WLNKALGK 


7759 


38127 


A 


7813 


2 


739 


ELCALVFGVNTFFATIVKTUTFI 

VSDVRGLGLPVRKQDSVVVFL 

DCPS1W*LRYIDLLILRVHLQIH 

LWGLRGRRAEFKHI/RSAEEKJt 

LTRIPSVNGE*TGKSPAPANS\PP 

RG A RD M WRTG RP A PRRPL VGG 

PSPSDRGPASTTSPELAVGAVN 

GG PSSANISRGFWQQSFHGNMC 

WFCAEPGVAGVPFTANIAGTEP 

GGLGQGRQCSLATQCHICPELK 

LQAKPAFPFSFSLSLFFFLLKHIL 



912 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


7760 


38128 


A 


7814 


594 


2868 


CWTSRNRRPiPGSCHPMELPRPF 

RGKAKVQNHQLVH\HNKALIN 

RGSLTFWLDDGAIQA WHCPVK 

TYYQYTPVSSKAMY/DAFWNG/ 

KFRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAAIDGFIG 

DVSGLANGNGATGDFAGSNSQ 

MAQVGDGDNSPLMNNFRQYLP 

SLPQSVECRPYVLSAGSE1GAA 

CASRSGYDNKGVRDIGYTDCK 

RSEDLDPLRHQILGGKKA1QFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSSYRHHALLILTPMSGTRF 

PPIPGPVVNIRVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQIRJRYA 

PSAPRLPPPEVYCSNSTIVYVRN 

NPSGPTPGFAGGTLLEGRSGGP 

FRFYAKRAKGDVLKPFSLNLPL 

QTLIRFMVDIACGMEYLSSRNFI 

HRDLAARKCMYEFWRTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALG1IELNN 

DYTLKKVMKPLITSNTVTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MT1DGINSNDIYM LG Y VSNSLT 

GPYKPLNKTGLVLQMGLDPND 


7761 j 


38129 


A 


7815 


2 


474 


RRFVSADNCRSLRWKSLYTPLD 

ADASVLISTGIDATQTNHGRQH 

LDETQVRVFGQHLMQGSYTTQ 

DGRSDVA1SCSCKLEMCAQQSY 

DQLLAASTENWRQWWQKRR1T 

VNGG/GSSPASDADQTPAPGFR 

RDVGDRDWFAWRQCLLKSALT 

RRRPVAYIVISSAMSGSCLPKQS 

D 


7762 


38130 


A 


7816 


302 


409 . 




7763 


38131 


A 


7817 


199 


359 


ARRQQVSVKSYRWEEEDQHCG 

ELQGSE*VSDGLFKPP*S*HGW 

VEEERQKEQN 


7764 


38132 


A 


7818 


1853 


2032 


VKQSTALLPHAVAC*PICVISSG 
ARGLKSILVLIRIVVMMVSMLP 
QLALSG WG RFRVLPG 
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SEQ It) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=posstble nucleotide insertion) 


7765 


38133 


A 


7819 


1 18 


445 


AAGGEPGDAPWVPGVWEPPES 
VCRGPPPSSTFPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
NNG PQ A AQG SLSG I PDA A TLSG 
1*RASILHVSVVEIISSPGFR 


7766 


38134 


A 


7820 


1 


770 


MRVLGIETSCDETGIAIYDDEK 

GLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPLIQAALKE 

SGLTAKDIDAVAYTAGPGLVG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAQLAKRAGEA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRLGGYSILADHGG 

* KFHCA * RHGATSG DGKVLD 


7767 


38135 


A 


7821 


3 


834 


VGRVEIADQYQDLAILWNCLG 

SDHASSRQRRPFRGKAKVQNH 

QLVHLQQSSHQPWLPHFLAG* 

WGDSGLGGGSXEGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KM AN AN KG AMTEN ADEN A LQ 

SDAKGKLDSVATDYGAAIDGFI 

GDVSGLANGNGATGDFAGSNS 

QMAQVGDGDNSPLMNNFRQY 

LPSLPQSVECRPYVFGAVRHDV 

RRI RVTG VTRVTPPEE VDTS VH 

SRGAHR1RSGFAPKRSVRVTTD 

TCIKRNSTCGVKSLSLWDGGGF 


7768 


38136 


A 


7822 


1 


1044 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possibic nucleotide 
deletion, \=possible nucleotide insertion) 


7769 


38137 


A 


7823 


3 


1472 


GVVGERAGMARPGRPREGGGS 

G/GYSRPVPPAGGPGP*RGRTRI/ 

SGLANGAGPVVFQFLTELTRLF 

QKCRTSGSVYITLKKCKQREGS 

RAMLPGFPYTPVSSKAMYDAY 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANANKGAMTENADENA 

LQSDAKGKLDSVATDYGAAID 

GFIGDVSGLANGNGATGDFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFS1DCDKIKILRGVFAFLLYV 

ATFMLPVIANIA1PQKRPFMQQT 

RCEVQCREDIEVQKLKSYDKLL 

ASINKKPGVNGWQKRRJTVNA 

GEAHDQQALDYALYHLRIMTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFH LFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAPISVGKARAAAKK 


7770 


38138 


A 


7824 


601 


853 




7771 


38139 


A 


7825 


2 


644 


MAQGQ/RKFQAHKPAKSKTAA/ 

A/ASEKNRGPRKGGRV1APKKA 

RVVQQQKLKKVSLCCSGWS*T 

PGLKASSRLCLPKCWDYRRDTL 

WLFLSATFICRWNLRKSESGKK 

1EHDVVMKA\SSSLP\RKLALLK 

APSPRRNGAAAA\TSSKTPSLRT 

AGPQLQGQHPTPLPSIWGPLQV 

NSHRLSLFRMRTLSPSDWASPR 

HSSGGPKGAENPGNDQGRYSH 


7772 


38140 


A 


7826 


1 


2616 




7773 


38141 


A 


7827 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7774 


38142 


A 


7828 




1068 


MAEIQHKTIRPLLEGRDLLAAV 

KTGSGKTLAVLIPAIELVVKLKF 

MPRNGTGVLILSPTRQLAMQTF 

GVLKELMTHHVHTYGLIIGGSN 

RS A E AQKLANG IN 1 1 V VTPG RLL 

DHTQNTPGFMYKNLQVEDLAR 

ISPKKEPLYVGVDEDKANATVD 

GLEQGHFVCPSEKRYLLLFTFL 

KKNQKKKLMVFFSACMSVKYP 

YG LLK Y 1 DL/PVL A 1 HGKQKQN 

KHTTTFF*YCNADSGTLLF\QLE 

KL1EKNYFLHKSAQETYKSY1R 

AYDSYSLKQIFNINNLNLPHIAL 

SFGFKLPPFVDLNMNSNEGKQK 

KQGGFGYQKTKKVEKSIIFKHIS 

KKSSAAGSSLTQEMPVFILNNF 


7775 


38143 


A 


7829 


3 


1851 




7776 


38144 


A 


7830 


1 


905 


MVFDAKYLTGWRFEDTVVQSN 

MKHQPFIVVNKHNVQVEYKGE 

TKSFYPEEVFFMVLIKMKEIAET 

YLGKTVTNAVVTVPAYFNDSQ 

HQATKDAGTIVSLNVLRJISKPT 

AAATAYRQKGIDFNTSIFHALF 

EELNAYLFHGTLDSVEKALGN 

AKLDKSQIHDIVL/GPFEQGRH* 

MYGPGS*EIQS*R*EAEGQDVIQ 

EFS*KLCIRYESSC*R*ETSRQD* 

R*GQTEDS**GY*NYQLAG*ES 

DSEEGR1STSKSGESLQPHNYQP 

VPEYRRHTRRMAWGIP* WWSS 

LCWSFPRAPIEEAD 


7777 


38145 


A 


7831 


2 


886 


ARGACSSWVFCGFLRYWSQAY 

TPATMSKGPAVG1DLGTTYSCV 

GVFQHGKVEIIANXDQGNRTTPS 

Y V AFTDTAERL I G D A AKNQ V AM 

NPTNTVF\DAKRLIGR\RFDDAV 

VQSDM KHWPFMVVN DAGRPK 

VQVEYKGETKSFYPDEV\SSMV 

LTKMKEI\AEAYLG\KTVTNA\V 

VTVPS\YFNDSQRQATKDAGTI 

AGLNVLRIINEPTAAAIAYGLD 

KKVGAERNVLIFDLGGGTFDVS 

ILTIEDG1FEVKSTAGDTHLGGE 

DFDNRMVNHF1AEFKRKHKKDI 

SENKRAVRRLRTTK 


111S 


38146 


A 


7832 


2 


375 


ASIEIDSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 
KLDKSQIHDIVLVGGSTRIPKIQ 
K.LLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVT\PFP 
LGIETAGGWMTVPH 
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SEQID 


SKQ ID NO: 
of peptide 
sequence 


Met 
nou 


SKQ ll> NO: 

111 Uool' 

09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*— Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7779 


38147 


A 


7833 


1 


218 




7780 


38148 


A 


7834 


508 


883 


YYHSYQADT/HLGGEDFDNRM 

VNHF1AEYKRKHKKDISENKRA 

VRRLRTACERAKSTVSSSTHAS 

TEIDSLSEGIDIYTSSTCASFEEL 

NADLFLSTLDPVEKALRDAKLD 

KSQI HDIALSINPDEAVAYGAA 

VQAA1LSGDKSENVQDLLLLDV 

TPLSLGIETAGRVITDLIKHNTT1 

PTKQTQTFTTYSDNQPGVLIQL 

YEGEHTMTKDDNLLDKFELTGI 

PPAPRGVPQIEVTFDTNSNGILM 

VSAVDKSTRKKNK1TITNDKGH 

LSKEDIEYMVQEAEKYKAEDQ 

KQR/D/KVSSKNSL 


7781 


38149 


A 


7835 


1 


194 




7782 


38150 


A 


7836 


1 


1482 


MVFDAKRL1AHRFDDAVVQSE 

MKHWPFMVVMDAGRPKVQVE 

YKGESKSFYPEKVSSMVLTNM 

KEIAEAYLGKTVTHAVVAVPA 

YFN DSQRQ ATKD A G TI VG LN V 

LRIINEPTAAAYGLDKRHRSSLP 

ILTASL\GAGSGL*STQA/SIEIDC 

L YEG INFCTSITH A RFEELN ADL 

FRGTLDPVEKALRDAKFDKSQI 

HDIVLAGGSTR1PKIQKLLQDFF 

NGKELNKGIMADEAVAYGIAV 

QAAILSGDKSENVQDLLLFDVT 

PLSLG1ETAGGTQILTTYSDSQP 

GVLIQAYEGKHAMTKDNNLLG 

KFELMGIPPAPRGVPQTEVTFD 

SDANGILNVSAVDKSTGKENKI 

TITNDKGCLSKEDIERMVQEAE 

KYKAEDEKQRDKVSSKNSLES 

YAFNMKATVEDEKLQGKINDE 

DKEK1LDKCNEIIIWLNENETAK 

KEEFEHQQKELEKVCNPIITKLY 

QSAGGMPGRMPGGFPGGGAPP 

SGGASSGPTIEEVD 



BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7783 


38151 


A 


7837 


2 


2221 


PRVRPRVRSPAALGFFVASFVIG 

ARPTPQQPWSKGPAVGIDLGTT 

YSCVG VFQHGKVEl I ANXDQGN 

RTTPSYVAFTDTAERLIGDAAKN 

\QVAMN PTNTV FDCQTV * L DGR 

FDDAVVQSDMKHWPFMVVND 

AGRPKVQVEYKGETKSL\YPEE\ 

VSS\MVLTKMK\EICRSLTLGKT 

VTNA\VVTVPS\YFND\SQRQAT 

KDAGTIAGLNVLRJ\I>JE\PTAAA 

IALQKFRQKRFGAERNVLIFDL 

GGGTFD VSILTI EDG I FEVKSTA 

GDTH LGG EDFDNRM VN H F I AE 

FKRKHKKDISEXNKRAVRRLRT 

ACERAKRTLSSSTQGXSIKIDSL* 

EGIDFYTSITRARFEELNADLFR 

G\TLDPGEKAL\RDAKLDKSQIS 

♦YLSWVGGSTSYSPRLQKSCCQ 

DFFQWEKELELRSINPGWKAV/ 

AFIGAAVPGQPFLSGRQVLENVX 

QDLLLLXDVTPLSPWVLKTAGG 

VH DCPPS KRNTTI PTKQTQTFTT 

YF WTTQPGCGLFRF Y EG R A LP 

WTKDNQPALASFELTGIPPXAPR 

GV\PQ1\EVTFDIDANGYTPWSL 

AVDKKYGKKRTKITITN*QGPF 

♦AREDIGTYGSREAEEVTKLEG 

GGRQEGTRVSSNDFT*GPMPFN 

MKSTLLKDEKLAQGVRFNDEGQ 

NRRPLDQV*LKLSNWL**ESRL 

LEKEEFEHQQ\KELE\*VCNP\I1T 

QAGTQSARRHCQGGNPWGAFL 


7784 


38152 


A 


7838 


3 


757 


PFPGGRVVRLHPVILASTVDSY 

ERRNKGAARVIGTLLGTVNKH 

SVEVTSCFSVSHNESDEVAVDM 

EFAKNMYEL/H*KVSPNELILG 

WXHDITEHSVLIHEYYSREAPNP 

IHLTVDTSLQNGHMSIKAYVST 

LMG VPG RI VG VFTPLTVK Y A FY 

DTECI RV DL! M KTCFSPNR V VG 

LSSDLQQVGGASAR1QDTLSIVL 

QYAEDILSGKVSADNTIRKVGH 

FLMSLVNQVPKIVPDDFETMLH 

SNINDLLMVT 


7785 


38153 


A 


7839 


1 ! 


1821 




7786 


38154 


B 


7840 


16 


1305 




7787 


38155 


A 


7841 


i ; 


359 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ufnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possiblc nucleotide insertion) 


7788 


38156 


A 


7842 


2 


1085 


GVAPWGRGRAAPRCASATVGG 

SG1GRLR\GITSSGL\KMDNKKR 

LAYA11QFLHDQLRHGGLSSDXA 

QESLAEVA1QCLETAFGVTVEDS 

DL A L PQTLPEI FEA A ATG KAEM P 

QDLRSPARTPPSEENDSAEAERL 

KTEGKPKQMK\VENF\EAAVHF 

LTEKPFELNPSQRPSYFCNRAA 

AYSKLGNYAGAVQDCERAIC1D 

PA YSKA YGRMGL ALSSLQQH LA 

EAVAYYKKALELDPDNETYKS 

NLKIAELKALREAPSPTGGVGSF 

DIAGLLNNPGVFMSMASNLMNN 

PQ I QQL\MSG\M I SG G KN PLETP 

GT\SPS\QNDLASLIQ\AGQQFAQ 

QMQSVGIPRVV**SAQESSIRSR 

TPSASNDDQQE 


7789 


38157 


A 


7843 


225 


398 


FIIDYTNSCIFHQNICLICSNRNF 
RQSNVVM1CHY*TLQEIKTFC* 
1VINSSLWSI1IF 


7790 


38158 


C 


7844 


162 


269 




7791 


381 59 


A 


7845 


273 


501 


H KDQPIQTEN DHPSTNFSF VL K 
LHDPLLNEMDLiVWVSF*Q*SC 
FYLVHPNCCSPLV*HP*SENPKF 
SNEYFLRVS 


7792 


38160 


A 


7846 


1 


867 




7793 


38161 


A 


7847 


185 


1325 


EEQQTN L ASKKKSC I MLEKTEN 

KIRLV1VSEEEKKKVLKRMP*K 

MTVRAHHGISRTPHSWVESN\Y 

Y WDICDQ WMS/EPVG YM PCQH 

CQVAKNTVIVAPKQHLLQGGK1 

PWSLVTVDLMGAFSYKPQKS/N 

VYAI1MTDLFTK.WIV1LPLCDVS 

ASEVSKAIINIFFLYGPPQK1IMD 

QRDEFIQQFNIELYRLFGIKQIVI 

SHTSGTVNPTESTPNTIKAFLSK 

HCADHPNMWDDHLSAVSFAFN 

VTH LEPTKNTP YFQMFK VEKN P 

LYYLPETSDSLHEVDGDNTSMF 

AK1LDA1KEADKIMENKTTSLG 

QMENNNLDELNKSKIIVKKKPK 

QLNPFHLKVGHGSFKTKEKLV 

GRMVVFQSWNGVGPLCHRLY 

YRKWMCCP 


7794 


38162 


A 


7848 


2 


455 


MADRLTQLVQDAVNSLADQFC 

NAIGWLQQCVPPASFNNIQTAI 

NKDQPANPTEEYAQLFAA\L1A\ 

RTAKDIDVLIDSLPSEESTAALQ 

AA S L YKIAEE ENH\E A ATC LGG 

MLFIEGDMLLGGRYKGALA\DI\ 

AQSQLEGQGSGYP*ASLFPDS 
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SEQID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

ui |Jv.|Jiiuc 9vi|uciai. 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 

(If Iption \ = rKi*iS i hi p nur Ir-nfiflf i nccrl innt 


7795 


38163 


A 


7849 


229 


560 




7796 


38164 


A 


7850 


1 


1077 




7797 


38165 


A 


7851 


25 


690 


WPSDEAEGYSEHFVEFVKDVR 

KRFPQHT1MAGNVVTGEMVEE 

LILSGADIIKVG1GPGSVCTTRK 

KTGVGYPQ\LSAVMECANAAH 

GLKGHIISDGGCSCPGDVAKAF 

GAGADFVMLGGMLAGHSESG 

GELIERDGKKYKLFYGNMSSEM 

A ME E V LLG G V AE Y RTS\EGKT\ 

VEVPF*REMLEHTIPRHP*GGIR 

S\TCTYVGA\AKLKRR*ARTNYL 

HPEVHPAR 


7798 


38166 


A 


7852 


768 


1857 


EGGHHFGGQGADSAAPFGSASI 

LPIKLDVHPHDGRRRAEKSKPG 

GNPQRQLYCQPPAGCLPGAVY 

RPRRS RG A RM Y SR Y SPA E RRN P 

DQRAGYCQAPDRLRFSRADDC 

RSRWRHVFHGTSRHCAGDRAV 

RPPPHSAAEALPVALPVFQ*PTA 

DQWLFPSLIAACYNNHQNKIIL 

EQEMSCVLLATF1QTRAQQRKY 

K RRNN RG I P RE ST A REQ A RHN A 

NKAQQPRKHARNGASPAQQRK 

NRAAARDKDEKPAQQKDKAR 

QSAPEKKNRAIRGTNSREQAAK 

AERNRRQRGGQKGAQGGQHR 

EEAGEPTYVDEKAQAATSPPPQ 

TPHPAPDH DD AEDHRTRDTN R 

NAHQPKVYTHKDTPTNESR 


7799 


38167 


A 


7853 


1403 


2028 


RRJQTNGRTFHAHGGPSRGLPE 

ELGKDHREKETSSRTL*QFQPN 

AKSPGQNLRESMNPVC/MTQQ 

ARRLQRLAKDLLKQVQVQDSG 

SWANN K V S A LDRTLGE 1 TRI LE 

KERSRRG KG PS KEDLEG A AN/G 

VRRTM/WMSGNLVKESQPHPT 

HRPNILT*YPSIFP*RSTLLTLWL 

KVQLQQKL*KMEKSGKKIKKK 

PKR*KPG*TSGTLNTL 


7800 


38168 


A 


7854 | 


1 


675 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7801 


38169 


A 


7855 


2 


11 10 


AQEEEAKVNEIAFfNTLEAQNK 

RHDVLSKLKEYEQRLNELQEER 

QRRQEEKQARDEAVQERKRAL 

EAERQARVEELLMKRKEQEARJ 

EQQRQEKEKAREGAARERARD 

REERLAALTAAQPRSYGRVTEK 

NSAQA**KYSKAH/RNRLNKEK 

KKLLS*AVGDMQILIMPPN*PL 

YERKKQCSLCNVLISSEVYLFS 

HVKGRKHQQAVRENTSIQGRE 

LSDEEVEHLSLKKYIIDIVVEST 

A PA E ALKDGEERQKN KKKAK.K 

IKARMNFRAKEYESLMETKNS 

GSDSPYKAKLQRLAKDLLKQV 

QVQDSGSWANNKVSALDRTLG 

EITRILEKENVADQ1AFQAAGGL 

TALEHILQAVVPATNVNTVLRN 


7802 


38170 


c 


7856 


65 


425 




7803 


38171 


A 


7857 




1131 




7804 


38172 


A 


7858 


953 


1311 


FLFF1FFNYFFFGGRKCPLLVAP 

RLEVQMAVILGSLQ\PSPPGFK\* 

FSLPQPSPSSWDYRHAPTHAQP 

NFVFLVETGFHHIGQAGLELQT 

SGDPPTSASQTAG1TGVSHRAW 

PGTILFLK 


7805 


38173 


A 


7859 


2 


857 


FVDIFQRWKECRGKSPAQAELS 

YLNKAKWLEMYGVDMHVVR 

G RJDGCE YSLG LTPTG I LI FEG AN 

KIGLFFWPKITKMDFKKSKLTL 

VVVEDDDQGREQEHTFVFRLD 

SARTCKHLWKCAVEHHAFFRL 

RTPGMSKSNRSDFIRLGSRFKFS 

GRTEYQATHGSRLRRTSTFERK 

P**TLSIPETFNVQSKQPSDSSPA 

LLLKQIQKS/NNYQPPISILISIPS 

PAPGGILTVPQMSGHPFQDDRSH 

WKASASGDDSHFELCPTTQNPE 

GTLGGM PKYD VSEIN VMTA L 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7806 


38174 


A 


7860 


1 


936 


MELTHLQPHEPQEDVHAVGLL 

LGLREQHHMVSEGPRQQSWQE 

ERTELAAVSRLLFNMYPLL1HK 

NHASPGIPNLLLHPRGLRAITIA 

VFGKQNTYIRLEPFKJNVLEQIT 

KH1EKLQCGEHNFPEQE1QEGK 

SHQNQHEAHFVVELCKYFLCQ 

EYLPSQITILTTYTGQLFCLRKL 

MPAKTFAGVRVHVVDKYQGE 

ENDI1LLSLISNRICVALSRAKKG 

MYCIGNMQMLAKVSLWSKIIH 

TLRENNQ1 G PMLRLCCQN H PET 

HTLVSKASDFQKVTEEGC/MLP 

CEFRLGCGHVCTRAWHPYDSS 


7807 


38175 


A 


7861 


218 


580 




7808 


38176 


A 


7862 


-> 
:> 


1636 




7809 


38177 


A 


7864 


24 


386 




7810 


38178 


A 


7865 


2 


999 


GRVGFFFAGNPGSDSFGGLLLG 

LTPVLRWVADGGTIPKRHE\LV 

KGPKKVEKVDKXETELVAQWN 

YCTLSQEXKLRRP1VAL/CNFAD 

FYNKAEPV1EFLLDKSAEKGS/SG 

RQASH1KTH*RJVDRAESFPDNP 

CPGKG1KGN/D*KVDKHDDLQA 

GASSSSPVGGPGRWNGRHRFLL 

PSGGCGLCCFS*AEPWKEIKAG 

VVCHTCGAGLSRRMMHVLNGT 

KEDVDLLKTMMEERRL*SEAG 

KENKENPRQQSLFQNQDVSERS 

PRAIKS*DRGSLKKPAFDSREK 

KTNLAPKSTAMNESSSGKAGK 

PPCGATKRSIADSEESEAYKSLF 

ITHSSAKR 


7811 


38179 


A 


7866 


1 


559 


MGCDGGT1PKRHELVKGPKKV 

EKVDKDAELVAQWNYCTLSQE 

1LRRPIVACELGRLYMKDAVIEF 

LLDKSAEKALGKAASH1KSIKN 

VTELKLSERALKE1KAEVCHTC 

G A AFQEDDV 1 M LNGTKEDVD V 

LKTR\WRREG*ERRGKKKTKKJ> 

KAAEVCFQNPDVSGRKPQGPS 

KVKTRJEALKKPSP 


7812 


38180 


A 


7867 


188 


368 


YVACMPAWPNVTVANQLFNV 
YFPARDMTVPSSPG/QPVVDQL 
STQGQARRDALEVVGYEDS 


7813 


38181 


A 


7868 


179 


554 


LRPADPRSLVPGWALGLGPGAI 

LGPGRVTFPGGRPPPTHPPSLSF 

PPGGRQPLWVPALPAEEGRE/R 

LGREREEGRGKAGAGMA*AGL 

VL*CLQLQVQGQPLGGSWLST 

RLRSPRCHPWLLRRHLP 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7814 


38182 


A 


7869 


2 


131 


YKSELEEQLTSVAEEMRARLSK 

ELQA*KDRLGENMEKVRGRLV 

KYRGEVQAMLGESIEELRVRLA 

LY\LRKLCTGFLRDADHL*RPA 

GREYGESKRTLG 


7815 


38183 


B 


7870 


1 


3639 




7816 


38184 


A 


7871 


279 


1077 


IQHPRLSADDFRVNCETEPAM/* 

HAVENDIHGLCELQLETE1QAF 

KEELL/FMKKNHEEEVKGLQAQ 

1ASSGLTVVVDAPISQDFAK1MA 

DIWAQYDEVAQKNREELDNNR 

SQQ1EESTTVVTTQSTEVGAAK 

AMLTELTRTVQFLEINLDSMRN 

LKASLENSLREVVARYALQME 

QLNGILLHLESELAQTWAEGQC 

QAQEYQALLN1KVKLEAAIATY 

RRLLEDGKDFNLGDTLDCSNS 

MQT1QKTTTRQRMDGKVLSET 

NDTKLRH 


7817 


38185 


A 


7872 


712 


855 




7818 


38186 


B 


7873 


50 


788 




7819 


38187 


A 


7874 


201 


372 


1CQM1LKRRVLS*TQKHQATHG 
WNSAYSLTAPFPVSCQDHLC*P 
L*AEAQISIKEEP 


7820 


38188 


A 


7875 


-» 
-> 


323 


FFFETEFHSVAQTGVQWHDPSS 

PQPPPPRFK*LSRPSLPSSWDYR 

HVPSHPGNFLHFQ*KRGSTNQA 

GLELPTSGDLAAFAXSPSARITG 

VSHCARPNYQCFLEFKY 


7821 


38189 


A 


7876 


1 


911 


MLLTLAGGALFFPGLFALCTW 

ALRRSQPGWSRTDCVMISTRLV 

SSVHAVLATGSGIVIIRSCDDVI 

TGRHWLAREYVWFLIPYMIYD 

SYAMYLCEWCRTRDQNRAPSL 

TLRNFLSRNRLM1THHAV1LFVL 

VPVAQRLRGDLGDFFVGCIFTA 

ELSTPFVSLGRVLIQACMNEMT 

ESLKQQ HTLL YK VNG I LTLGN F\ 

FPCR\ILLFPFMV\WSYGRKKGL 

SLVPSTLQHPILTATWANAFPR* 

APQIYWFCLLLQXKAVRLFDTP 

QAKKDG*MLLGVRRSLTPAAS 

STQHSMDQ1VPWVASDFGY 


7822 


38190 


A 


7877 


2 


283 


SCHCTPAWILALSPRLECSGAIL 

AHCNLHLWG*SDSPASASRVA 

GTAGAHCRAWL1FCVLVEMGF 

HRVAP/GLVLNS*AQTIRLPRPP 

KVLGLQA 
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SEQID 

NO: 


SEQ U> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihfc nucleotide 
deletion, \=possible nucleotide insertion) 


7823 


38191 


A 


7878 


1 


1042 


PKVRSPRIKRLAPAPAFWRKQE 

LKKIVDP\LL*KKS*EFGHLDRD1 

QPQKRPPPLL*KWPR\YIRV\QG 

RRAILYKARLKGPFCDYPGFTQG 

PGTPQTS*SSLLKLVAHKYRPRD 

KAQRSKQR\LLA\RAEKKAAAK 

GAVPQERAHPVLRAGVXNPVSP 

PLVGEQEKLSLVVIAXHDRGSPS 

ELV VFLPALG/RVKMG VPYCIIK 

GKGKTGDGLVHQKALHPLSAF 

TQ\VNS\EDKGAF/ALKLVGSYQ 

GPNYNDRYDEVRGSFTQNTVIH 

KSFSQITGWLNL*EVLSDDQLG 

TA KQN *RN**P* KSQKT VSQ AN 

CLFLSFQ1RRHWGGNVLGPKSV 

ARJAKLEKAKAKELATKLG 


7824 


38192 


A 


7879 


~> 


472 


GRGVAYRGPSPRGTGPGRGDE 

RLQHGGG\SREGPPAAPAAAAP 

GYGQSCCL1EDGERCVRPAGNA 

SFSKRVQKSISQKKLKLDIDKSV 

DLFQLQVNTLRRYKRHYKLQT 

RPGFNKAQLAETVSRHFRN1PV 

NEKETLAYFIYMVKSNKSRLDQ 


7825 


38193 


A 


7880 


3 


638 


GRGVAYRGPSPRGTGPGRVR*T 

ASARRRTAAKGPPPPQLPPPRA 

TAKSCCLNXEDGERCVRPAGNA 

SFSKRWRKSISQKJCLKLDIDKS 

VRHLYI\CDFHK\NF1Q\SVRNKR 

KKE DQ V Y DG REN S/SPSTDTD I P 

EVD\LFPACQVNT\LR\RYKRH* 

QVARPRPGFNKAPVSRQL*VDT 

FRNIPVD*KETLALLSSSMVKSN 

KSRLDQKSGGWQAA 


7826 


38194 


A 


7881 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 
QAITKHFSPK1SDLILCLKKKIM 
NRHFSKEDIYAAKKHMKKCSP 
S LA 1 REMQ I KTT M R Y H LTP V RM 
A 1 1 KKSGNN RC RRGCG EIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DL\DPAIPLLGIYPKDYKSCCYK 
DTCTRMFIAALFTIAKTWNQP 


7827 ! 


38195 


B 


7882 


446 


625 




7828 


38196 


A 


7883 


1 


1875 





BNSDOCID: <WO 0175067A3JA> 



924 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possi ble nucleotide insertion) 


7829 


38197 


A 


7884 


31 


809 


KPRLENYVKNAEASGADAINW 

KKGY/LVMEDEMNEMKREGKF 

REKRIKRNEQSLQEIWDYVK.RP 

TLHLIDVPETLNAHKRKQERSK 

TDTLTSQLKELEKQEQTHSKAS 

RRQEITKIRAELKEIETEKTLQKI 

NESRSWPFERINKIDRPLARLIK 

KKREKNQIDA1KNDKGDITSDP 

TEIQTTIREYYKHLYANKLENL 

EEMDKFLDTYTLPRLNQEEVES 

LN RPITGSEI VAI INSLPTKKSPG 

PDGSTAEFYQRYKEEL 


7830 


38198 


A 


7885 


1 


2142 


MHLI DA EKAFDKIQQPFMLKTL 

N KLG IDGTYLKITRAI YDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKJKEDTNK 

WKNIACSW1GRINIMKMAFPR 

WELKNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FT1ATKRJKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRIGRINIMKMAILPKVIYRFN 

DI PIK LPM TFFTELEKTTLKF I W 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNTIQD1G M G KDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETT1RVSRQPTEWEKIFAJYPS 

DKGLFSRIYKELKQIYRKKXTNN 

PIKKWAKNMNRHFSKEDIYAA 

N RQM KKCSSSL V 1 REMQIKTTM 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7831 


38199 


A 


7886 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRISRQ/ 

KTLQARRQSWFFEKINK1DRPQ 

ARLIKKKREKNQ 1 DTI KN DKG D 

ITTDPTEIQ1TIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSE1EAITNSLPTK 

KSPG PDGFTA EFYQRY KEEL VP 

FLLKLFQPIEKEGILPNSFYEASII 

LIPKPGRDTTKKGNFRPlSLMTsII 

DAKIL 


7832 


38200 


B 


7887 


1 


3570 




7833 


38201 


A 


7888 


2 


1624 




7834 


38202 


B 


7889 


67 


3156 




7835 


38203 


A 


7890 


1 


1416 


M1ILIDAEICAFDKIQQPFMLKTL 

SKLGTDGTYLKI1RAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDM1VYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPXR 

DIDQW/NRTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRWIKDLN1RPKT1KTLEEN 

LGITIQDIGVGKDFMSKAPKAM 

ATKAKIDK WDLI KLKSFCTAKE 

TT1RVNRQPTTWEKIFATYSSD 

KGL1SGIYNELKQIYKKKTKNP1 

KKWAKDMMRHFSKED1HAAK 

KHMKKCSSSLAIREMDIKTTMR 

YHLTPVRMA1IKKSGNNRCWR 

GCGEIGTL 


7836 


38204 


A 


7891 


1 


1932 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7837 


38205 


A 


7892 


1 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMlsJLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPS1I 

LI A K PG RDTTKKENFRPl SLMN 1 

NAK1LNKMLANQIQQHIKKLIH 

HDQVGF1PGMQGWFN1RKSINV 

IQHINRTKDKNHM1ISIDAEKAF 

DKIQQHFMLKTLNKLVLEVLA 

RAIRQEKEIKGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKR1 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKNIPCSWVGR1 

NIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRAC 

I AKSI FSQKN KAGG ITLPDFKL Y 

YKATVTKTAWYWYQNRJDIAQ 

WNRTEPSE1MLH1YNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKVKLDPFLTPYTKMNSR 

W1KDLNVRPKTIKTLEENLGIT1 

QD1GVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETT1RV 

NRQPTTWEKIFATYSSDKGL1SR 

IYNELKQIYKKKTNNPIKKWAK 

DVNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQIKTTMRYHLTPV 

RMAIIKKSGNNRKIQ/GGIWCD 

RIL*R*TTCRVAKEIQSL*RRI/W 

KRLQRTLSIPVLDAV*PPMF*AS 


7838 


38206 


B 


7893 


1 


1710 




7839 


38207 


B 


7894 


1 


2265 




7840 


38208 


B 


7895 




2142 




7841 


38209 


A 


7896 




1791 




7842 


38210 


A 


7897 




1878 




7843 


38211 |A 


7898 




2091 
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SEQ ID 

NO: 


SLQ ID !NO: 
or peptide 
sequence 


Met 
hod 


in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


\ ill 1 H 1 1 • w~ i / 1 c^All^n^A / V— I TnLnAiun 

A\iitiii!> 4ti.iu st.c|uciice \ — unKnown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


7844 


38212 


A 


7899 


1 


1751 


MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKI1RANYDKPTA 

NIILNGQKLEALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

IKGIQLGNVEVKLSLFADDMIV 

YLEMPIVSAQNLLKL1SKFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

KWKNIPCSWVGRINIMKMAILP 

KVIYRFNAIP1KLPMPFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

AWCWYQNRDIDQWNRTEPSE1 

TPHIYMYLIFDKPEKDKQWGKD 

SL FN KRC WEN WL A IC R1CL KLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFTIQDIGMGKDFM 

SKTPTA MGTKDKI DKWDLI KL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGL1SRIYNELKQIYK 

KKTNNPIKQWAKDMMRHFSIE 

DlYAAKKHMK^KCSSbLAIREM 

Q1KTTMRYHLTPVRMAIIKKSG 

NNRNHLDFKHIR!LG1CYL/D*KI 

YQP*LHLVSRNRKPEKLSPKQA 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7845 


38213 


A 


7900 


1 


2540 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQPDLID1YGTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTE11TSYLSDHSAI 

KLELRIQN LTQNH STT WKLNNL 

LLNDYWLHNEMKAEIKMFFET 

NENKDTTYQ1MLWDAFKAVCR 

GKFIALNAHKRKQERSKTNTLT 

SINKIDRPLARLIKKkREKTQID 

AIKNDKGDITTDPTEMQTTIRE 

YYKHLYANKLENLEEMDKFLN 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAEFY 

/HEL\LKENKIPRNPTY/RGCEGP 

LQGELQTTAQ*NKRGYKQMEE 

HSMLMDRKNQYRENGHTAQG 

NLQIQCHPHKATNDFLHRSGKN 

YFKVHMEPKKSPHRQVNPKPK 

EQSWRHHAI*LQTILQGYSNQN 

SMVLVPKQRYRSMEKNRALRN 

NAAYLQLSNL*QT* EKQAMGK 

GFLI**MVLGKLASHM*KAETG 

SLPYTLYKNQFKMD*RLKH*T* 

NHKNPRRKPRHYHSGHRHGQG 

LHV*NTKSNGNKSQN*QMGSN 

♦TKELLHSKRNYHQSEQATYKL 

GENFCNLPI*PRANNQNLQ*TQ 

TNLQEKNKQPHQKVGKGHEQT 

LLKRRHLCSQKTHEKMLSITGH 

QRNANQNHNEIPSHTS*NGNH* 

KVRK*QVLNGLDDVQLFR*NK 

QPCCSHICACLVVSSYRRA*SLV 
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SEQID 

NO: 


SEQ IP NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon T /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7846 


38214 


A 


7901 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTR1TNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDI IQEN FPNL A RINKI 

DRPLARJLIKKKREKNQIDTIKN 

DKGDITTNPTE1QTTIREYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRPITGAEIVAHNS 

LPTKKSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLS1QNQCTKITSI 

LIHQQQTNREPNHE*TP1HNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQGYRSMEQNRALRNNAAYL 

QLSDL*QT*EKHAMGK/EFP1** 


7847 


38215 


B 


7902 


1 


2337 




7848 


38216 


B 


7903 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=L)nkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7849 


38217 ; 


A 


7904 


1 


1722 


MAGYPSEMKLPEELSGSNICCS 

AVFTVLQPLLL1PRQTGSGVDL 

RQTPTDLQLRVLTVRRKKNKQ 

KRTSTPKPHLYVT11KDQRSKKL 

TQNHSTTWKLNNLLLNDYWV 

NNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKFIALNAH 

KRKQERSK1DTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAEQKEI 

ETQKTLQKINESRSCFFEKINKJ 

DRLLARRIKKKREKNQIDAIKN 

DKGD1TADPTE1QSTIREYYKHL 

YTNKLEM LEE MDKFLDT YTLPR 

LNQEEDESLNRP1TGSEIEA1INS 

LPAKKSPGPDRFTAEFYQRYKE 

ELHINRTKDKNH MTI S VDAEN A 

FDKIQQPFMLKTLNKLVLEVLA 

RAIRQEKEIKGIQLGKQEVKLSL 

FADDVIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYS 

NNRQTESQIMNELSFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEIKDDTNKWKNIPCSWVGRTN 

1VKMGILPKVVYRFNAIPIKLPM 

TFFTELEKXTTLKFIWNQKRARI 

AMTILS*KNKAGGITLP 


7850 


38218 


A 


7905 


1 


2310 




7851 


38219 


A 


7906 


195 


791 


GILSFAKDMNRHFSKEDIYAAK 

KHMKKCSSSLAIREMQ1KTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGEIGTLLHCWLDCKLVQPL 

WKS V WRFLRDLELEIPFDPA I PL 

LGI YPNEY KSCC YKDTCTRMFI 

AALFTIAKTWEPPKCSNMIDWI 

K/KMWH/IYTRDTMRPKNDEVQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7852 


38220 


A 


7907 


1 


984 




7853 


38221 


A 


7908 


1 


2076 




7854 


38222 


A 


7909 


1 


1872 




7855 


38223 


B 


7910 


1 


3309 




7856 


38224 


B 


7911 


133 


3213 




7857 


38225 


A 


7912 




1364 




7858 


38226 


A 


7913 




3249 




7859 


38227 


A 


7914 




2757 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7860 


38228 


A 


7915 


1 


2268 


MAGYPSETKPPEERSDSNICSSA 

IFTVLHPPLLIPRQTAFGMDLQQ 

MPTDLQLRVLTVKRKTNKQKG 

HPHQNPIRTSPSSKTEDFQPTKI 

KRDKEGHYIMVKGSIQQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHTI1MGEFNTRLSTLDRS 

MRQKVNKDIQELNSALHQADL 

IDISRNLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTEII 

TKCLSDHSAIKLELRJKNLTQNC 

STTWKLNMLLLNDYWVHNEM 

KAEI KM FFETSENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKTDTLTSQLKELEKQEQT 

HSICASRRQEITKIRAELQE1ETQ 

RTLQKISESRSWFFEKINKIDRS 

LARLIKKKREKNQIEAIKNDKG 

DITTNPTETQTTIKEYYKHLYK 

NKLENLEEMDKFLNTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKJCSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEGILPNSFYE 

AS1NL1PKPGRDTTKKENFRPISL 

MNIDAKILNKILANRl/WGN*AE 

ERNKEYSIRKRGSQ1VPVCR*H 

DCVSRKPHHLSPQSP*ADKQLQ 

QSLRIQNQCTKITSILIHQ*QTNR 

EPNHE*TP1HNCFKENKIPRNPT 

YKGCEGPLQGELQTTAQ*NKR 

GHKQMEEHSMLMDRKNQHRE 

NRHTAQGNL*IQCHSHQATNDF 


7861 


38229 


A 


7916 


1 


4729 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7862 


38230 


A 


7917 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTEIITNYLSDDS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRPQ 

EITKIRAELKEIETQKTVQKJNES 

RS WFFERIN K\ DRQLARLIKK K R 

EKNLIDAIKTMDKGD1TTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRA1RQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFT1A 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKN1PCSW 

VGRTNIVKMA1LPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLAJCRKLKLDPFLTPYT 

KJNSRWIKDLNIRPKTIKTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTNRVNRQPTKWEK1FATYSSD 


7863 


38231 


A 


7918 


1 


1205 




7864 


38232 


A 


7919 


1 


2274 




7865 


38233 


A 


7920 


1 


2307 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7866 


38234 


A 


7921 


569 


3030 


RKH * TWK RTSSTSH HKNMPN* 

LEKQEQTH/SKPSRRREITKIRA 

ELKEIETPKTAQKINESRSWFSE 

RINKIDRPLARLRKKKRJEKNQI 

DTIKNDEGDITTHPTEIHTIIREY 

YKHLYANKLENLEEMDKFLDT 

YTLPRPNQEEVESLNGPIAGSEI 

QAIINSLPTKKSPGPDGFYQRYK 

EELVPFRLKLFQS1EKEGILPNSF 

YEASI I L1PKPGRDTTKKEN FRPI 

SLLN1NAKILNKILANRJQQH1K 

KLMHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLGI 

DGTYHKJIRANYDKPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKETEGIQL 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKLISNFSKVSGYKIN 

VQKSQVFLYTDNRQTESQIISEL 

PXFTIASKRIKYLGIQLTRYVKDL 

FKER/YNEIKEDTNKWKNIPCS 

WVGRINIVKMAILPKVIYRFNAI 

SIQLPMTFFTELEKTTLKFIWNQ 

KRAHIAKSILSKKNKAGGIMLP 

DFKL Y YKATVTKTA WH WYQN 

RDIDQRNRTEPSEIMPHVYNHLI 

FGKPDKLNKQWGNDSLFNKWC 

WENWLAICKKLKLDPFLTPYT 

KINSRWIKDLNVRPKTIKTLEEN 

LGNNIQDIGMGKDFTSKTPKA 

MATKDKIDKWDLMKLKSFCTA 


7867 


38235 


B 


7922 


1 


3171 




7868 


38236 


A 


7923 


1 


2646 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7869 


38237 


A 


7924 


321 


221 1 


CCQFSMARRGHLPRSVQVSIPG 

QSPVPRAAYQDSGRYKEPTAD 

C/VGPRQT*CMAPHCHLGGWH 

MLALSLGKGAGAGGKESTWEP 

S PG I RMTKT Y STRR EQS H PRTI/ 

KGQ1KQMNLRETCSWTFHKKF 

LKTVAFQISHPHKNTCLAMAVS 

ANRSMRQKFNKDTQELNSALH 

QVDLTDI YRTLH PKSTEYTFFS A 

PHHTYSKIDHILGSKALLSKCK 

RTEIITNYLSDHSAIKLELRIKNL 

TQNRSTTWKLNKLLLNDYWV 

FTNEMKAEIKMFFETNENKDTIY 

QNLWDAFKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKEI 

ETQKTRQKrNESSSWFFEGINKI 

DRPLARLIKKKREKNQIDTIKN 

YKGD1TTDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVECLNRPITGAEIVAII 

NTLPTKKSPGPDGFTAEFYQRC 

SRWIKDLNVRPKTIKTLEENLGI 

TIQDIGTGKDIMSKTPKAMATK 

DK1DKWDLIKLKSFCTAKETTIR 

VN RQPTK WEK I F ATY SSDKGLI 

SRLYNELKQIYKKKSNNPIKKW 

AKDMNRHFSKED1YAAKKHM 

KKRSSLAIREMQIKTTMR 


7870 


38238 


A 


7925 


1 


3057 




7871 


38239 


A 


7926 


1 


1830 




7872 


38240 


B 


7927 


1 


3192 




7873 


38241 


A 


7928 


1 


3484 


MGTSEVQNGEERAGTSGQGSV 

EQLSGSSVQLPPGLKLCFEPYFS 

SCASDCILHASPLSLMAASGSQ 

NPNLWASWLCCKWVQCPERQ 

LGCHLTSSVIYGLRYYPQAKRS 

ELELRDCEGLCNQTSPLSSLDG 

MGWKAAAEESNSGIRNIWIPIP 

AFATHKQYNVRQVISPSPPYWS 

HRGNGNNSLCVTRLSGGLKQP 

VAGTG RG L EGG SGTRDLM PFL 

SAAPKEQPPILA PARRS WFFEK1 

NKIDRLLARLIKJCKRE 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7874 


38242 


A 


7929 


1 


1946 


N LTQN RSTTWKLHN LL LN DYW 

VHNKMKAEIKMFFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 

AHK RKQERS KI DTLTSQL KEL E 

KQEQTHSKASRRQEITKIRAEL 

KEIETQKTFQKVNESSSWFFERI 

NKIDRPLARLIKKKREKNQIDAI 

KNDKG Y ITTDPTE I HTTI REYYK 

HLYAN KLENLEEMDKFVGTYT 

LPRLNQEEVESLNRPITGSEIVAI 

INSLPTKKSPGPDGFTAEFYQRY 

KEEL A G RDTTK KEN FRPI SLMN 

IDAKILNKILANRIQQHIKKLIH 

HDQVGFIPGMQGWFNICKSINV 

IQHINRTKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLVLEVLAR 

AISQEKEIKG1QLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKINVQKSQAFLYTN 

N RQTESQI M S E LPFTI A SKRI K Y 

LGIQLTRDVKDLFKENYKLLSK 

EIKEDTNKWKNIPCSWVGRJN! 

VKMAILPKVIYRFNA1PIKLPMT 

FFTELEKATLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFELYY 

KTTVTKTA WYSYQNRDM DQ W 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWEMWLA 

ICRKLKLDPFLTPYTKINSRWIK 


7875 


38243 


A 


7930 


1 


4801 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRAEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVNNEMKAEIKMFF 

ETK\ENK\DTTYQNLWDAFKAV 

CRGKF1ALNAH KRKQERSKI DT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKINES 

RSWFFER1NKIDRPLARLIKKKR 

EKNQIDTIKN 
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SEQ ID 

NO: 


CI A irk NO- 

of peptide 
sequence 


hod 


crA m NO* 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


j> ucieoiitie luidiiLHi hi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7876 


38244 


A 


7931 


1 


3146 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELR1KKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVS 

RGKFIALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKINES 

RS WFLERIN K1DRPLARLIKKKR 

EKNQIDVIKNDK 


7877 


38245 


A 


7932 


1 


2669 


MHNTDGNRFLSHWGYRQALSI 

SKPASASLHPSSKTKPLGTQSKT 

V V A K RN REHGKKERSSSP A M E 

QSWMEN DFDELREEGFRRSN Y 

SELREDIQTKGKEVENFEKNLE 

ECITRITNTEKCLKELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSKIDTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PL A RLIKKKREKNQI DTI KAN DK 

GN1TTDPTEIQTTIREHYKHLYA 

NKL EN L EG M DK FLDTYTL PRL 

NQKEVESLNRPITGSEIVA1INSL 

PTKKSPGPDGFTAEFYQRYKEE 

LHINRAKDKNHM1ISIDAEKAF 

DKIQQPFMLKTLNKLVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDM1VYLENPIVSAQNLLKLL 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQ1MSELPFTIASKRIK 

YLG IQLTRDVKHLFKEN YK PLL 

KEIKEDTNKWKNIPCSWVERIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KSILSQKNFCAGGITLPDFKLYY 

KATVTKTAWYSYQNRDIDQW 

NRTEPSE1LPRIYNYL1FDKPEKN 

Pk^WUlVUoLrlNKWL/WtlN W LAI 

CRKLKLDPFLKPYTKIKSGWIK 
DLNVRPKTIKTLEENLGITIQDI 
GMGKDFMSKTPKAMATKAKID 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of lust 
codon for last amino acid 
of peptide sequence 


A m inn 'kfitl cpnii^n/*n 4 "V~~I (nbnnwn 
-VJllllIll <KIU 3Ll|ULiitv ( /\ ~ t J II K II l>» ■ I y 

*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7878 


38246 


A 


7933 


1 


2962 


MNNSIKEKVKLSLTKWEMQTK 

PNNNTVDLKDAQEVNLTSTDY 

RKQHVMLPTEINSDDSLLKIGVI 

RJLANWIKSQDPSVCCNQETHLT 

CRDTHRLKIKGWRKIYQANGK 

QKKAGVA1LVSDKTDFKPTKIK 

RDKEGHYIMVKGSIQQEELTIL 

NTYAPNTGAPRFIKQVLSDLQR 

DLDSYTLIMGDFIMTPLSTLDRS 

TRQKVNKDTQELNSALHQVDL 

I DI Y RTLHPKSTEYTFFS A PH HT 

YSKIDHILGSKALLS 


7879 


38247 


A 


7934 


1 


4220 


MGDFNTLLSALDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSK1DHLV 

GSKALLRKCKRTEI1TNCLSDHS 

A I K L ELRI KKLTQN H STT WQ LN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWYVICDTRI 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKTS RRQE1TKI RAELKEI 

ETQKTLQ K I N EC RS WFFEK IN K I 

DRPLARL1KKKRE 


7880 


38248 


A 


7935 


1 


3229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARJELREECRSLRSR 

CDQLEERVSAMEDEMMEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLRDIIQENFPNLARQANVQ1Q 

EIQRTPQRYSSRRATPRHIIVRFT 

KVEMKEKMLRAAREKDRSTRQ 

KVNKDTQELNSA 


7881 


38249 


A 


7936 


1 


3227 


MGDFNTPLSTLDRSTRQKANK 

DTQELNSALHQVDLIDIYRTLH 

PKSTEYTFFSAPHHTYSTTDHIL 

GSKALLSKCRRTEIITNYLSDHS 

AIKLELRJKNLTQNRSTTWKLN 

NLLL1MDYGVHNEMKAEIKMFF 

ETNENKDTTYQNL\WDAFKAV 

CRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

bl 1 KIKAfcLKvblb 1 (^KbLv./KMNh 

SRSWFFERINKIDRPLARLIKKK 

REKNQIDTlfCN 


7882 


38250 


B 


7937 


1 


2089 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
0*>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


7883 


38251 


A 


7938 


1 


3527 


MELKTKARELREECRSLRSPCN 

QLEERVSAMEDEMNEMKREG 

KFRDKR1 KRNEQSLQEI WDFVK 

RPNLRLIGVPESDGENGTKLEN 

TLQDI IQEN FPN LA RQAN IQIQE1 

QRTPQRYSSRRATPRHIIVRFTK 

VEMKEKMLRAAREKAPHHTYS 

KIDHILGSKVLLSKCKRTEIITN 

YLSDHSAIKLELRIKNLTQNHST 

TWKLNSLLLNDYWVHNEMKA 

EI KM FFETNEN KDTTYQN L WD 

TFKAVCRGKFIALN 


7884 


38252 


B 


7939 


1 


5238 




7885 


38253 


A 


7940 


1 


3587 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGKEVENFEKNLEECI 

TRITNTEKCLKELMELKTKARE 

LHEECRSLRSRCDQLEERVSAM 

EDEMNEMKGEG KFREKRIKRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDG ENGTKLENTLQDI1QENFP 

NLA RQAN VQIQEIQRMPQRYSS 

RRATPRHIIVRFTKVEMKEKILK 

AAREKDRSTRQKVNKDTQELN 

SALHQADLIDL1DLIYRTLHPKS 

TVEYTFFSAPHHT 


7886 


38254 


A 


7941 


1 


6202 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

LKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

N LLLNDY WVHNKMKA E 1 KMFF 

ETNENXKDTTYQNLWDAFKAV 

CRGKFIALYAHWRKQXERSKM 

DTLTSQLEELEFCLEQTHSKASR 

RHEIAKIRAELKEIE 


7887 


38255 


A 


7942 


2 


3134 


WRKIYQANGKQKKAGVAILVS 

DKTDFKPTK1KRDKEGHYIMVK 

GSIQQEELTILNIYAPNTGAPTF! 

QQVLSDLQRDLDSHTL11GDFN 

TPLSTSDRSTRQK VN KDTQELN 

SALHQADL1DIYRTLHPKSTEYT 

FFSAPHHTYSKIDHILGSKALLS 

KCKRTEIITNYLSDHSAIKLELM 

I KN LTQN H STI WKLNN L L LND Y 

WVHICEM KAEI KMFFETN ENKD 

TTYQNLWDTFKAVCRGKFIAK\ 

NAHKRKQERS 
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SEQll) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7888 


38256 


A 


7943 


1 


4455 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEVTNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDI IQEDFPNLARQAN VQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREKDFKPT 

KIKRDKEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLJMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DL\IDIYRTLHP\KS 


7889 


38257 


A 


7944 


1 


6108 


MTGSNSHIT1LTLNINGLNSAIK 

RHRLASWJKSQDPSVVVCIQETH 

LTCR DTH RLE 1 KG WRN I YQ ANG 

KQKKAGVA1LVSDKTDFKPTKI 

KRDKEGHYIMAKGSIQEEELTI 

LN1YAPXNTGAPRFIKQVLSDLQ 

RDLDSHTLI MGDFNTPLSTLDR 

STRQKVNKDTQELNSALHQAD 

L1DIYRTLHPKSTEYTFFSAPHH 

TYSKIDHIVGSKALLSKCKRTEI 

ITNYLSDHSAIKLELRIKKLTQN 

RSTTWKLN | 


7890 


38258 


A 


7945 


2 


788 


CGLAIYNCTIVDLHFPLALYKK 

LLKKKPSLDDLKELMPDVGRS 

MQQLLDYPEDDIEETFCLNFTIT 

VENFGATEVICELVLNGADTAV 

NKQNRQEFVDAYVDYIFNTSV 

ASLFRCFSXSG FH K VCGGKG L\R 

LFQPNELQAMVIGNTHF*WKG 

TGKDYRNTKGN1WAEHP\TIKIF 

WEVFH\ELPLEKKK\RFLLFLTG 

S\DRI PI LGMKSLKXL VIQSTGGG 

E\EYLPVSHTCFNLL\DLPKYT\K 

KETLRS*T*SQAIDHNEGFSLI 


7891 


38259 


A 


7946 


[ 


1647 




7892 


38260 


B 


7947 


363 


550 




7893 


38261 


B 


7948 


1 


1123 




7894 


38262 


A 


7949 


1 


3136 


MVTHQQPAARKPNMTSKKPKP 

MGPKAHGIFSGTRKNMLEIYMD 

QTRTGIAKTKLSKNMKSGGMT 

LPDFKLYYKAIVAKIACGGSMY 

NSDTDEDEETEPSSSGQQIIENS1 

TMNKMKLLKAKMKNIvrNLSKK 

HITQVSDEEEDDDGCDLFADSE 

KJEEKD1EDIEENTRPKRSRPTSF 

ADELAAR1KGDAVGRVDEEPTT 

VSYEDDRRGKNQDAYTEGGLS 

TIKTVNCSSSLTLRRSKTSEDTQ 

EKKERRTPSDDEED 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
noo 


SEQ ID NO: 

in 1 I<i^N 

in ujoh 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 

<«/\<lrvn IVtv l-ict 'J mind Mf i rl 

couon lor i«m *iiiniiu <iuu 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn t 
*— Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7895 


38263 


B 


7950 


303 


1010 




7896 


38264 


A 


7951 


-» 
-> 


280 




7897 


38265 


A 


7952 


-v 

-> 


514 


FYLKELDPAEHSYVLIRKIDPAL 

VWGLTGDQGTPKTRLLM1TLD 

SIFMQASCVPEEVVWEVLRVLE 

AHXSSKKHFVFGESMKLITKAS 

VQQEYLVHK*VSHSMPTLYVFL 

WGLSKETRQMEVPEFVAKVND 

THPSSFSVGSK*GI*EKEGGRYP 

VPEMGSCRLVTVTSASV 


7898 


38266 


A 


7953 


2 


351 




7899 


38267 


A 


7954 


2 


529 


EKGERPHWSNKPSNLKRTHEL 
DIDENPASDFDDSGSLLGFKYG 
SGQKYGG! PY FSH RQ VR* * EKN 
VKLKA K YLN M RG QI KM KNKH1 
FFTKETEKPFFKKSKILSKVEKF 
LTWVNKPMDEEASQESSSHDN 
GHDASTSCDSEEQDMSVKKGD 
DLLETNNPEPEKCQSVSSAGEL 


7900 


38268 


A 


7955 


1 


1370 


MPVGTSNFLLLGLLENPNLPLT 

RPSPFPSQREASWGIQKATTGP 

GEGECTRLGFSLLLDVFCALHG 

PREKCVEILRSGHLLA1SPGGVR 

EALISDETYN1VWGHRRGFAQV 

AIDAKVVEKFLTWVNKPMDEE 

ASQESSSHDNVHDASTSSDSEE 

QDMSVKKGDDLLETMNPEPEK 

CQSVSSAGELETENYERDSLLA 

T VPDEQDC VTQE V PDSRQA ETE 

AEVKKKKNKKKNKKVNGLPPE 

IAAVPELAKYWAQRYRLFSRFD 

DGIKLDREGWFSVTPEKIAEHIA 

GRVSQSFKCDVVVDAFCGVGG 

NTIQFALTGMRVIAID1DPVKIA 

LARNNAEVYG1ADKIEFICGDFL 

LLASF*KADVVFLSPPWGGPDY 

ATAETFDIRTMMSPDGFEIFRLS 

KKITK\NIVYFLPRNADIDQVAS 

LAGPGGQVEIEQNFLNNKLKTI 

TAYFGDLIRRPASET 


7901 


38269 


A 


7956 


3 


560 


R1HTGEKPYDCKDCGKAFGRTS 

EL1LHQRLHTGVKPYECKECGK 

TFRQHSQLILHQRTHTGEKPYV 

CKDCGKAF1RGL\QLTVHRRJHT 

GARPYGVLKECGESLLDSTHS* 

LLHQ\RIHTG\EEPYECKECGKG 

FIHSSEVTRHQRIHSGEKPYECK 

ECGKAFRQHAQLTRHQRVHTG 

DRPYESAED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7902 j 


38270 


A 


7957 


155 


1288 


HT T A SQTTM SQ A V R/RRRS D Y L 

SSARR/RRDPARSKPTQGGPPPN 

PPPTRQG RPTA LTN PSQPRPRH R 

AHPHQHATPKPRTNEEQEGRR 

H TKQPN PTRTE PRP PN RRG R PN 

PQTRRTKQQNTTPQAHTSTRKN 

ARTPGLCP*CVKGKTEGGYDA 

RASARGPYMAGVSWPGEHEDP 

GAPEARRGRRALPGXGSAFPEM 

STHTESTPKTTAHTSNDRRNRE 

QRVKKKTYKTTRSRGANRNST 

ERHEDGYFYGSLTTGPLPWHSA 

IHSVSAGQPWSLKFVTGLQQAS 

EGYFSQSQERSLPNRKSSVPRLR 

LLFLQQASRLSELPLGTEGPGSL 

L LRPREEL ACTG KRRKTGG A I M 

GEVSVCELSLPAPAFQSPVQLC 

GCQPEKA 


7903 


38271 


A 


7958 


1 


2045 


REAAAATPSFPPSSSVRPSVRAS 

VRSARSGPKHGRRQLQRPPPGA 

/RWRLTRR*SERRARPTGLCTH 

MKMAPMTSSLQHQEKGACRSF 

RDTLRTRR*CTASAVSRTPK\RS 

AKIRAHQLGGRRCA*CPQVRLC 

QPRG*GGRVLPGCRRDRERQQ 

RGRHRRGCHRAAAL*RAGATL 

QPCAAPTAAARG*ER/SSPWAPP 

TRRRMQL WK* SGLTESSSGSRP 

RRKKSCGRRRSGRRPWMRGSG 

SSRSGWSRSGRSKRSASGATGS 

GSSRSRSTGGNSRL* KRKRPRG 

G*RSSLSLVTIGMRRKRPT*RSQ 

SRRWRRQQLLLPSGLTTQGSSS 

SSRKESHRPLRAAVMYPRPSTI 

DQAAT WTATGG WRPLPSPRG A 

RLTPAPPPPLSLSR*SGPWMRSP 

P/PQPPPLPPPPPP\PKRPRSPAPS* 

TVRRPEQQPLRPGPAPWRSPLR 

HRRLPGGQAALQRT*CSWSLQS 

RLSWLLPWSLPQLTPRRSTMQL 

TPLKLTLPLLTPLLPTTY PPPPPA 

SLTYGLATGKGPPHSRVSPGPP 

RHPRVLRSPWQRCPCWMRW1. 

RSHCCQQAKAVPPFSTLMSCLS 

RQPPSVTQRKWKGSPWLPPRPQ 

LCPQPLRSWSKSRSRSPTC*PM 

ARPPRRRGPRPSEGYFSQSQEEE 

FAQSEELCAKAPPPVFYNKASE 

NVIHMLGCRPSSRRGGGLRGW 


7904 


38272 


A 


7959 


3 


174 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7905 


38273 


A 


7960 


3 


862 


GVMASRTLLLLLLGALALTET 

WAGTHSIRYFSTAVSRPGRGEP 

RYIAVGYVDDTQFXDAATPRM* 

PQSPWLEQEGPEYWDRSTRNIR 

PAHRLTRVNLPMPRRYYHQS* 

AGTGIFHGIRR/YIPDTCVQTHM 

IHHSVSDYKATLRCWALGFYP 

VEITLAWQ\QDEEDQTRDHE\L 

VETRPAGDGTFQKWAAVVVPS 

GQEQRYTCHVQHEGLPKPLTL 

RWEPSSQPTIPIVGIIAGLVLFGA 

VITGAVVAAVM/WQEEELRTFS 

SHR*SELTSERASSDHAQGSDV 

SLTACKV 


7906 


38274 


A 


7961 


1 


591 


MVTDYAIELFLQASLILLSSTLP 

YNEREMGLSIFALLTLTVFLLLL 

ADKVPETSLSVPI11KYLMFTMV 

LVTFSVILSVVVLTLHHRSPHTH 

QMPLLVPSDLHSQTSAVPASKK 

AQTRERPDAGAPSLFFSRKWLG 

YIARQLQEQEDHD/VAEGGLAV 

CGHGSGPPLPVDFHHLHQRWD 

PSHLPGRHVPLAPSRPLSL 


7907 


38275 


A 


7962 


1519 


1888 


ILKHPTLDKELILTYLF1YLFIFL 

RRNFTLVA*ARVQWCDLAPPQ 

PLSPGFKPFSCLRFPSSWDYRYA 

PPYLANFVFLVGTGFXSMLVRL 

VSNSRPQ/CDPPASASQSAGITG 

VNHHA\R1TFNF 


7908 


38276 


B 


7963 


280 


1977 




7909 


38277 


A 


7964 


994 


1651 


CRGSQPAPPLTPHPPNAPLGPSD 

LHSQTSAVPASKKAQTRXGDLM 

PEPPHCSSPGSGWGRGTDEYFIR 

ICPPSDFLFPKPNRFQPELSAPDL 

RRFID/VSKPGCGPASGATGGW 

SSISY1ARQLQEQEDHD/VAEGG 

LAVCGHGSGPPLPVDFHHLHQ 

RWDPRSSSWVSHVPLAPSRPLSL 

KTGGLRPGPLPVEVREFGDTVK 

PYPSLPLNSFTRNLGLLFRSG 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7910 


38278 


A 


7965 


10 


533 


DEVSLCCQAGVQLHDVGSLQT 

ASQVQAILLPQPPEVAE1SGACH 

HACLIFVFLVEMGFHHIGQAGL 

KLPTSGDLPASASQSAGITGVS 

HRARPASSYLFFF*DEVSLCCQ 

AGVQLHDVGSLQ\LPPRFKRFS 

C\PASRSS*DFRRLPPRLPNFCIF/ 

M * R WG FT1 LA RL V SN S RPQ/C D 

LPASASQSAG1TGVSKRARPASS 

Y/C1FFLRWRLT1 AQAG V* *CNL 

SSLQPPTPGFKWVSCLSLPSSW 

D YRSLPPLPANFCI FSRDG VSLC 

SLSWSRTPDFK 


791 1 


38279 


C 


7966 


312 


467 




7912 


38280 


A 


7967 


31 


678 


TGLYFLFLFCLRRSLA/SVAQPG 

V Q WRDLG S LQ P APPG LRRFS F L 

SLQSS WE Y RC PLPRP ADFL YF* S 

RRGFSTLVRLVSNSRPQ/CDPPA 

SASQSAGITGVSHCAR\LFFSFE 

MEFRSWAQAGVQWRDLDSLQ 

PLPPGVLT* FSCLSLPRLG A A/WD 

YRRVPPCPAIFC/IFFFFSRDRVS 

PCWSGWSQTPDPQVIRPPRPSQ 

SAGITGVSHRARPSHIS 


7913 


38281 


A 


7968 


23 


99 


YTMTGPGCWRPL*TGPHPPHT 
WPGGSSSHPQIPHRPPCVFG 


7914 


38282 


A 


7969 


144 


1239 


ERTEPDH/TTTLT* P/ELPA DTTA 

TVEDMLPSVTSVTTNSDTITETF 

ATAQYILTSETTTLTSSIAPPAT 

ATPDSNSVPAGQATPSKGPSAS 

APSPAPASAPKVAPLVDLSDTP 

TSTPAASNLSSSVLANQGAVLS 

PSAPAGVGEASKAPPASICPTPA 

PVPTPTGAASPLAAAAAPATEA 

PQAKQEAPSTKGPDPEPTQPGA 

AKSPAEAATALASPKSEAASVS 

TTNPSQGEDFKMDEGNFKTPD1 

DLAKDVFAALGSPAPAAGASG 

QAPELAPSTADSSVSPAPAKTE 

YGLSLSAVIGLCPVVSGWEDSG 

LPSIKWLLGLKVQEKGLNLSGK 

NTASGINLGLEEERTRSSDSVLL 

NYGCTLESLGCF 


7915 


38283 


A 


7970 


3 


375 


ARQAMKSCLHQCFLTLPRQAL 
EASSCNSTGWGGEGTGKSGLQ 
RGP*NQCWEPSPAQQAAFTSS* 
AVATAAGQGEEELPLLPPSTTP 
GKNTASGINLWLEEERTRSSDS 
VLLNYGCTLXSLACF 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ !I> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on lor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7916 


38284 


A 


7971 


1 


2230 


MFEASVGWFMRLEERTRLHDI 

QAQDEAVTADLEAAAGYPDLA 

KIIDEGGYTKQQIFSVDDTAFS 

WKKMTLRTFIAKEGTNTDGAS 

SATSSLVSLCLELCFLRAHHDV 

GFYCDLDVYQSAVYAPTCPTG 

YSLPQAKEESDF1PLEYEKGRIT 

STAGQGQDVEPEMEQLEKGSIK 

GVTETRTGPLGCSNYDNLDSVS 

SVLVQSPENKVQLLGLQVLLPE 

YLRERFVAAALSYITCSSEGEL 

VCKENDCWCKCSPTFPECNCPD 

ADIQAMEDSLLQ1QDSWATHN 

RQFEESEEFQALLKRLPDDRFL 

NSTAISQFWAMDTSLQHRYQQ 

LGSWL* K VLF\KKTHR1LRRLFN 

LCKRCHRQPRFRLPKERSLSYW 

WNR1QSLL YCG ESTFPGTFLEQS 

HSCTCP YDQSSCQG PI PC ALG E 

GPACAHCAPDNSTRCGSCNPG 

YVLAQGLCRPEVAESLE1MFLGL 

ETDLQDLELKYLLQKQDSR1EV 

HSIFISNDMRLGSWFDPSWRKR 

MLLTLKSNKYKPGLVHVMLAL 

SLQICLTKNSTLAEPVMAIYVNP 

FGG\SHSES\WFMPV\NEGQFSL 

T W\ERTN V D A A A\Q\CQN WTM 

HLGG1RWKTFF\ETV\HVYLRSR 

IKSLDDSSNETMYYEPLEDDWIP 

LRNLG\YMK1NTL\QVFGYSLPF 

DPDVAIRDLILQLDYPYTQGSQD 

SALLQLIELRDRVNQLSPPGKV 


7917 


38285 


B 


7972 


62 


232 




7918 


38286 


A 


7973 


3 


258 


KLSPPPPPLPPSPPLPRPGPA\GPP 
SRLPSP/PASASPQG VP* LG PA A 
AELPGIRSR*PQVAAPEAETHP 
WCCC*RSSPQQQR1SH 



BNSDOCID: <WO 0175067A3_IA> 



945 



WO 01/075067 



PCT/US01/0863.1 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


7919 


38287 


A 


7974 


I 


1048 


MAHSQNSLELPININATQ1TTAY 

GHRALPKLKEELQSEDLQTRQK 

ALMALCDLMHDPECIYKAMNI 

GCMENLKALLKDSNSMVRIKT 

TEVLHITASHSVGRYAFLEHD1 

VLALSFLLNDPSPVCRGNLYKA 

YMQLVQVPRGAQEIISKGLISSL 

VWKLQVEVEEEEFQEFILDTLV 

LCLQEDATEALGSNVVLVLKQ 

KLLSANQNIRSKAARALLNVS1 

SREGKKQVCHFDV1PILVHLLK 

DPVEHVKSNAAGALMFATVIT 

EGKYAALEAQAIGLLLELLHSP 

MTI A RLN ATKAA LTM LA EAPEG 

RKALQTHVPTFRAMEVETYEK 

PQVAEALQRAARIAISV1EFKP 


7920 


38288 


A 


7975 


1 


782 


MAVTAAACWSLRPLARRDVCV 

GVALASPFVKPTHWFCKTLLEP 

CRPTGMGAQEIISKGLISSLVW 

KLQVEVEEEEFQEFILDTLVLCL 

QEDATEALGSNVVLVLKQKLL 

SANQNIRSKAARALLNVSISRE 

G K KQVCVHFDV I PN P WSHLLKD 

P\VEHVKV*RCRLPLMFA\TV]T 

EGVKYAALEAQAIGLLLELLHSP 

MTIARLNATKALTMLAEAPEG 

RKALQTHVPTFRAMEVETYEK 

PQVAEALQRAARJAISVIEFKP 


7921 


38289 


A 


7976 


1 


300 


VEQTGRGE/RAYDIYSRLLRNA 

FLCVMGPIDDSVASLVIAQLLFL 

QSESNKKPIHMYINSPGGVVTA 

GLAIYDTMQYILNPICTLPRTVR 

MSPRWCRRSL 


7922 


38290 


A 


7977 


2 


470 


RPPQRTLQNGLALQRCLHATAT 

RALPLIPIVVEQTGRGEASYDIY 

SRJLLRER1VCVMGPIDDSVASL 

VIAQLLFLQSESNKKPIHMYI/N 

QPSGGARGQATDIAIQAEEIMK 

L K KQL YN I Y A K H TKQS LQ V I ES 

AMERDRYMSPMEAQEFGILDK 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


7923 


38291 


A 


7978 


3 


864 


SCRYPALGPRLAAHFPAQRPPQ 

RRPPRTACSLQRCLHAVTATRAL 

PLIPIVVEQTGRGERAY\D1YSRL 

LRERI\VCVMGP1DD\SVA\SLV1 

AQLLF\LQSR\SNMKPIHMYIN\S 

PGWVWVTAGLGHLTDT1AVTF 

LQPDFCTW/CSLGPGAASMGSL 

AFFAAGTPGMRHFAPQLPVFMI 

QPALQEGAGGQSPPDIVAIQAEE 

NP*KL\KKQL\YNI*RQRTTQTRS 

LQGDRVPPMAEGTA*HEAPME 

GPQEFG\ILKTRFLVPPSPQDGE\ 

DEAPRLVQKEPWEAAPAAEPV 


7924 


38292 


B 


7979 


1 


2088 




7925 


38293 


A 


7980 


412 


812 


FQSLFTCVLFHFKFSLTIHHMNS 
QPF* Rl RSTFFFLKQSL/DS VTQA 
G VQ WR D LG SLQPPPPG FKQF SC 
LSLPSSWDYRRAPPHPANFFYF 
F**QTG\FTHVGRMVPI*PRDPP 
ALASQSPGITGMSHCTRPRJR 


7926 


38294 


A 


7981 


2 


178 




7927 


38295 


C 


7982 


279 


322 




7928 


38296 


A 


7983 


2 


760 


GVRRSGGGR\GRPGGGPRXARR 

GKAEDKE*MPVTKLGHLVKDM 

KJKYLEDV/YFSLP1KESET1DFF 

LGSSLKEEGLKIMPVQKQTRAG 

QRTRFKAFVATGDYNGHVGLC 

VKCSKEVATAIRGSVILTKHS1V 

PVRRGY/WGNKMDK/PHTVPCK 

VTGRCGSVLVHLIVSAPVPKKL 

LMM AGI DDCHTSARGCTAT/LG 

N F A KATFDTI S KT YS YLTLDL W 

KETIFTKSPYQEFTDHLVKTHT 

RVSVQRTRAPAVATT 


7929 


38297 


B 


7984 


318 


406 




7930 


38298 


C 


7985 


333 


439 




7931 


38299 


A 


7986 


2 


171 




7932 


38300 


A 


7987 


1 


668 


MGGLFWRSALRGLRCGPRAPG 

PSLLVRHGSGTIMGVFVAVGTI 

PVPSRVPCIEADTLKPGGPSWT 

RERTLVAVKPDGVQRRLVGDV 

[QRFERRGFTLWGMKMLQAPE 

SVLAEHYQ\DLRRKPFPPCPSSR 

YMSSGPVVAMVWEGYMVVRA 

SRAMIGHTDS\AEAAPG\T1KGV 

DFSVHISRNV1HASDSV\EGAQR 

RJQ\LWFQEQ*SWVSWA\D\GGQ 

HSS1HPA 


7933 


•38301 


A 


7988 


1 


897 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKO ■»> 

NO: 


SEQ l!>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7934 


38302 


A 


7989 


1 


142 


MEYYAATKNDEVMSFV/GT/W 
MKLETIILSKLTQEQKTK.HHMF 
SLISGS 


7935 


38303 


A 


7990 


287 


1086 


EPWREMFISVYTLQKLGALFT1 

AKTW7MQPKCPSMIDW1KKMW 

H/IYTMEYYAAIKKDEFMSFER 

T WMKLETI I LSN LTQEQKTKHR 

MFSLISGSRTMRIHGHREGNITC 

QGLLGGECVHTVATRGSPSATE 

DESCRMNVNDYGGNSPSTLQV 

KTSPQGRAEKGN7WRTWLYSN 

LVCWPSLGSLMGKLRDRVIKR 

V1YTHTAGDVSMHEEGFQFPLK 

QVSLLLCA1AFQPSLVVAAALV 

H1TMEAYTYLEVTLLQ1HSPLFC 

FLPKCHF 


7936 


38304 


A 


7991 


1550 


1835 


DTISHQLEWQSLKSQETTALLT1 
AKTWNQPKCPSMIGWIKK\MW 
H1HTMEY Y A A I KRN EFMSFAGT 
WMKLETIILSKLTQEQKTKNHH 
MFSL1RGS 


7937 


38305 


A 


7992 


164 


647 


DLPVEPHIGKM1LFEALVL/HCL 
DPVLTIAASLSFKDPXFVIPLGKE 
Kl ADA RRKE L A KDTRSDH LTV 
VNAFEG WEE ARRRGFR YEKDY 
CWEYFLSSNTLQIM/MK1IKAVI 
CAGLYPKVAKIRLNLGKKKKXK 
VKV YTKTDG L V A VHPKS VN VE 
QTDFHYNWL1 


7938 


38306 


A 


7993 


66 


345 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


7939 


38307 


A 


7994 


1 


2367 


HRVTV1SGETGCGKTTQVTQFI 

LDNY1ERGKGSACRIVCTQPRRI 

SAHSSCGKSSCRKGQNLVASGN 

STGYAQIRLPESVAQGNRVLSYT 

VPTRNHPSSGSQSDPYLSSVSH1 

VLDEIHERNLQSDVLMTVVKD 

LLNFRSDLKV1LMSATLNAEKF 

SEYFGNC PMIHIPG FTFP V VE YL 

LEDVIEK1RYVPEQKEHRCQFK 

RGFMQGHVNSQEKEEKEAIYK 

ERWPDYVRELRRRYSASTVDVI 

EMMEDDKVDLNLIVALIRYIVL 

EEEDGAILVFLPGWDNISTLHD 

LLMSQVMFKSDKFLIIPLHSLM 

PTVNQTQVFKRTPPGVRK1VIA 

TNIAETSITIDDVVYVIDGGKIK 

ETHFDTQNM1STMSAEWVSKA 

NAKQRKGRAGXRVQPGSLLFICI 

NGS*EASLLGWT1QLPEIFEE\PF 

WEGTLFTK*RFLRLGEIAYFLSR 

*MDPPSNEPVLLSIRHL\RSLNA 

LDKQEELTPLGSNHLARLPVEPH 

IGKMILFXGALFCCLDPVLTIAAS 

LKFQ\SPFVIPLGKEKIADARRK 

ELAKDTRSDHLTVVNAFEGWE 

EARRRGFRYEKDXFCWEYFLSS 

NTLQMLHNMKGQFAEHLLGA 

GFVSSRNPKDPESNINSDNEKII 

KAV1CAGLYPKVAKIRLNLGKK 

RKMVKVYTKTDGLVAVHPKS 

VNVEQTDFHYNWLIYHLKMRV 

TSSIYLY\DCTEVSP\YCLLFFG\G 


7940 


38308 


A 


7995 


25 


312 


WLIYVITDARMYRQRGRYYFL 
VSSSLDKVLMISFLLGWRRSSR 
RLRAFLVLHLRASPWAPRSFVR 
PVSAFSVGMCHMKTRVFENTF 
PFTLGHTVRYVGREI F/CRRVFT 
RY RES I K I S L PT YLT VC PR VKGN 
VFSNTRVFM WH I PTLKADTG RT 
KLLGAQGEARRCKTKKARKRR 
EERLQPNKKEIIKTLSKEEETKK 


7941 


38309 


A 


7996 


2 


417 


QQIRKLIKVGL1IHKPVIVHSQV 

GCQKSTFS/RTRKGRHMGTG*R 

KSTAN FQM PEK VTWM RRM RI L 

HWLFGRYHESKKTDHHMYHSL 

YLKVQGNMFTNKQILMEHNHK 

LKADKAHKKFLADQAEARSSK 

TNKASKLREER 


7942 


38310 


A 


7997 


3 


124 


KKRPELRDLLNQA RKETL/A RK 
EDRSASSGAEGDVSSEREP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*— Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7943 


3831 1 


A 


7998 


911 . 


1497 


SQRKA RDQRRKRN KRASSI A K 

HKEPKRPILPSGKNSQEGVATH 

TKPLAQGKVWLDP/NETNE1PN 

ANFRQQIRKLIKDGLILRHRKPV 

TVHSRAQGWKSTLARRKGRHL 

G1ESKKIDRHMYHSLYLKLKGN 

VFKHKRILTEHSHKLKADKAR 

KKPL A DQ A E A RG SKTKE ARK L 

REEHLQTKKEEI1KTLSQEEKAK 


7944 


38312 


A 


7999 


34 


279 


EVIHAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLKVKGNVFKNKRILM 
EHIHKLKADKARKKLLA 


7945 


38313 


C 


8000 


351 


530 




7946 


38314 


A 


8001 


356 


921 


WRATACTYPSWAPPRILVATGP 

AAVSAGLPSLHGTRAGPQAPCT 

AAVPPAPLPPHRPAS*G/MPAGP 

VQKG APT/A A A AG * RLLKHGQS 

RRQGRGGAERTEGCQHAVTFQ 

DCFLRCFFG*C*CLSG/ERAIALE 

QGASHAAEQLPRLQAFKRPGPL 

/QVNPDAPQKSAASSSLKVLSG 

LPKHQRPRRFCQNTG S* SG P* * T 

TGRRSAAGAA/GKPENPGSPPA 

PHNFKSGTNPAVTTHHPVGSKP 

RPEPHGNSEA 


7947 


38315 


A 


8002 


495 


653 


MTLTSIDPVLTTFFNLECPL/VFT 
ATASSGLGEVE*AIALN 


7948 


38316 


A 


8003 


1 


1433 


MPESNCSLTWRHSVGRAVAAQ 

GGEHSSQGASLVLGEPRGGSS 

WLLGLEGDTGLWGGLLKEGRL 

TDGKGKTIDCKDAIFIMTSNVA 

SDEIAQHALQLRQEALEMSRNR 

1AEN\LGDVQISDKITISKNFKEN 

VIRPILKVRGLS WHFLLEPKA H F 

RRDEFLGRMGEIVYFLPFCHSEL 

IQLVNKELNFWA\KRAKQRHN\I 

TLL WD\RE VA D VL V DG\ YN V H 

YG ARS\1 KH E V ER\RV VNXQL A A 

AL*SRTLLP\GGCTLRITVEDSD 

KQLLKSPELPSPQAEKRLPKLR 

LEIIDKDSKTRRLDIRAPLHPEK 

G RLTDG KG KTI DCKDA I F I MTS 

NVASDEIAQHALQLRQEALEM 

SRNRIAENLGDVQ1SDKITISKN 

FKENVIRPILKVRGLSWHFLLEP 

KVLTTFFNLSVLYLHGNS1QRL 

GEVNKLAVLPRLRSLTLHGNP 

MEEEKGYRRARGHSLHQGIEK 

YICESDDIFRKYCNNQFL 


7949 


38317 


A 


8004 


1 


789 
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SEQ ID 

NO: 


SEQ "> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \—possible nucleotide insertion) 


7950 


38318 


A 


8005 


1 


409 


LRLELSFCSSCLLEPPWS/TTVV 

CLYCRPATDFHPSGSGRVSAVL 

LIQ*G/RPLPLLIRLKACHCSHTA 

KCPGSSPSSMSPTAEEQKSGTA 

EERREGASEHGEEFGWGRLERS 

AVEWPNSRGRSSSHSIPFPAPRP 


7951 


38319 


A 


8006 


1 


1787 


MSKGESRKCNEENVSKSSKVV 

KVF1VLTPQFLSRDKDQLTKEL 

QKHVKSVTVSCKSPRKLLSHIT 

RLHPPSKGQGENLTHLVDSIKA 

TI WCQP V WETVEGQRRRVGNC 

IDFTNGCDLVGSSSLHNMLVCS 

SYDINRQDTFQKDRTSEKHLLD 

SVFTALQDSAGQQWPARLHPQ 

RGEEVADPRGAPSRHVEPENSS 

PCQGNGEQAGKAGARALCGQ 

ARRSPATMPPPLTTRSLCEFAVF 

LLHWLFPELFHYRKLGEQDSCY 

G DGG KQELDPQRLQI 1 CNFTEV 

YFPHMQEEEAWRQAGPGPAEA 

AD/TSATSRRSTSPTCRRRRPGC 

SG A PS A STTS FRA WG WTQ A A K 

ASPPRDNCYNSSSLPDDISLFTH 

DNLHKQHSCSDSLGKKQLDPS 

CIKL1RH*VHLLYLCTKNNRVW 

TL EFMGNLH WN RNRG APTSSS 

ARSTCWPRV*RHEELCNQS*EV 

QRGV*GSPAAPERSSKDFCKIPL 

DEVVVPHVDFPVRSPYLLSDKE 

VCK1VQQSLSVGNFAAGLL/LPP 

RTSSCSTTIFGL/DNKKQLDPTQ 

LRLICH*VEAVYPVEKVEEVWH 

CEC IPSNDEQCHCPNRKKCN I L 
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BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PC T/U SO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, V=possible nucleotide insertion) 


7952 


38320 


A 


8007 




1475 


MAVDFSLAVLMIVSSYDINRQD 

TFQKDRTSEKHLLDSVFTALQD 

SAGQQWPARLHPQRGEEVADP 

RGAPSRHVEPENSSPCQGNGEQ 

AGKAGARALCGQARRSPATMP 

PPLTTRSLCEFAVFLLH WLFPEL 

FHYRKLGEQDSCYGDGGKQEL 

DPQRLQIICNFTEVYFPHMQEEE 

AWRQAGPGPAEAAD/TSATSRR 

STSPTCRRRRPGLQRCAQCIND 

KLQGLGLDAGSEGEPPTRQLLQ 

LLQPAR*HLSNQGGG*LQGRAL 

FTHDNLHKQHSCSDSLGKKQL 

DPSC1KLIRH*VHLLYLCTKNNR 

VWTLEFMGNLHWNRNRGAPT 

SSSARSTCWPRV*RHEELCNQS 

*EVQRGV*GSPAAPERSSKDFC 

KJPLDEVVVPHVDFPVRSPYLL 

SDKEVCKIVQQSLSVGNFAAGL 

L/LPPRTSSCSTT1FGL/DNKKQL 

DPTQLRL1CH*VEAVYPVEKVE 

EVWHCECIPSNDEQCHCPNRKK 

CNILKKAKKVEK 


7953 


38321 


A 


8008 


1 


3524 


MCNNLIHLSLANIMKITT1NGLN 

KLPIKILCLSNNQIEM1TGLEDL 

KALQNLDLSHNQISSLQGLETMH 

DLLEVINLEDNKIAELREIEYIK 

NLPILRVLNLLENP1QEKSEYWF 

FV1FMLLRLTELDQKKIKVEEK 

VSAVNKYDPPPEVVAAQDHLT 

HVVNSVMQPQRIFDRYLLEIQR 

PEFRLVLKLVGNESLPIASADSL 

ALTSDMVRNGLGDLFYDFRAC 

HTTRPPYFGEGDRVDYHFISQD 

VFDEMVNMGKF 


7954 


38322 


A 


8009 


258 


719 


MTPPSVLP*PSLSY*HPDYSLPF 

PFSPPVLCFPHPVQGLYSVLFVN 

TAAEPREKSAMAILPLSGHACS 

HVCLGSHQSLFQRACGRCPRPL 

SGSLRSHCHWLLILGVKKCSPP 

E A G KA I LLTTDRTETIVTN I S WKP 

RNPSHTVPHPHHICCHWRI 


7955 


38323 


B 


8010 


1 


1953 




7956 


38324 


A 


801 1 


32 


533 


GRERPLLSPYMETLYRVPFLVL 

ECPNLKLKKPPWLHMPSAMTV 

YALVVVSYFLITGGIIYDV1VEP 

PSVGSMTDEHGHQRPVAFLGL 

QSKMDHNIMGKGLC1QAS*FTM 

GGFRFS*ILDPIECTKYPKTSI\DS 

FFCSIGISSVVLLEFFPWARSNS 

MRNGNCPGLI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
hi USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


7957 


38325 


A 


8012 


670 


1052 


TRRDSRCKGTWLLSVKTLA1SA 

VKSQKSKASECRFTNRSSSTAVI 

RVLLPGILLSSKLRCSMVLATA 

LERDDSDVGVTISS1NPQDSHFS 

CLLLLRJSSNSC*IC/CNFFAIRV 

HLAEVCPQTSLLL 


7958 


38326 


C 


8013 


40 


186 




7959 


38327 


A 


8014 


1 


1216 




7960 


38328 


B 


8015 


1 


1032 




7961 


38329 


B 


8016 


1 


1761 




7962 


38330 


A 


8017 


108 


708 


LTNQKKSRTRRJHSR1LPEVQGG 

AAADRHCP1DRLGSLQDHHRRS 

RLLSQWSP*KSTHD*HGFS\YQS 

AEDIRRKLQQQAEFAGMNTSEL 

LQIANQAFVNRDAVSRKENHR 

DNERQAQRNTDLLAAAIRGVPP 

KRQGKG G PG K ETQ PG CQS LQR 

NQCAYCKE1GHWKNKCPQLKR 

K PGDSEQEAPDKDEG A LLN LA 

EGLLD 


7963 


38331 


A 


8018 


J 


512 


LSRSSPLLPL V WHQ AM VGSM D 

VEPAAWVLMTFCWDTPRQSGV 

PRERMPHTGTWRTVGIRCPKK 

KLRSANSSMMRGKVQPFRP/DI 

QAYGAAPFEDLQVDFREMPKC 

GGNKYVLVLGRTYSGWVEAYP 

TRTE ICTRE VTP V L L RDL I RRFRP 

PLWIGSDNGPAFLAALVQKTA 


7964 


38332 


A 


8019 


3 


764 


KQVLVNGDAVSREEKRKENER 

QARRNADLLVSCSNQSGPPKEA 

REELWTKDYRPGQDLRLLSQA 

TLTFH PT VPSPSTLLGLLPA EDS 

WFTCLDLKDAFFPIRSAPESQK 

LFAFQWEDPESALAKTVRQRC 

VSCRQHHA\GKVQPFRP/DIQAY 

GAAAFEDLQVDFTEMPECGGN 

KYLPVLGRTYSGWVETYPTRA 

EKA RE VTR V LLRDL I PRL E L PFR 

IGSDNGPAFVADLLQKTATVLG 

ITRKLHAASRPQSSGK 
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S£Q ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7965 | 


38333 


A 


8020 


19 


1548 


CIYGAQLCTGPSAPVWYCPLGT 

MAPTGLPGHPAVATATEPHRE 

RGSPL/I DSTVL VPPQDKH 1 LRPP 

TVDKRGGEASGETPPLAARLRH 

KTGIQMPLREQQ YTG I DE YG H V 

VERRVFGYQPFTSAHLLNWKS 

NTPSYTEKPQALLDLLQTIIQTH 

NPTRADCHQLLMFLFNTDERR 

RVLQAATK WLEEH A PTDYKNP 

QEDVRTQLLGTYPQWDPNERQ 

DMQRLNRYREALLEGLKRGAQ 

KATNINKVSEVIQRKEESPAQF 

YERLCEAYRMYTPFDPNSPENQ 

CMFNMALVIQSTEDIRRKLQKQ 

AGFARMMTSQLLE1ANQVFVN 

RDAVSRKENQKENGGWPPCLR 

A L A ATALL VQE AN KLTLGQNL 

N I KA SRA V VTLMN TKG HH WLT 

DARLTKYQTLLCENPRITTEVC 

NTLHPATLLPVSESPVEPDCVE 

VLDSVDSSRPDLRDQAWASVD 

WELYVDGSSFFNPQGERGAGY 

AVVTLDTVVEARSLPQATSAQ 

KAELVAFIRALELSE 


7966 


38334 


A 


8021 


I 


895 


MDGAGICYLHQTNAGTEIQTPH 

VLTYKRELNNENMWAHRGDN 

TH WG PEGSTN S PA S A SG V A D V 

SRVGSLQWVLGLADFKNEAKE 

LR L Y KQEKREK A K R WKETEKG 

FNGDYGVTMTPGKWRTYFEID 

WSKLEVGWPSEGNLERSLVSK 

VWHKVTGKSGHSDQFPYIATW 

LQLVLDPPQWLRGQAAAVLVA 

KGQIXPRKDPTPPGRGKSTPEVL 

FDPTSEDPLQEME/PSDPSGALP 

LPGKDAPHS*AHSPCASTRQTY 

P*ATRSRQERR*SLERNPYIGSS 

FKTQNWDTNAPERAVVYWDR 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uoknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7967 


38335 


A 


8022 


1 


1959 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK 

HI PRPPRVDKRGGEASGETPPL 

AARLRPKTGIQMPLREQRYTGI 

DEDGHMAERRVFVCQPFTSAD 

LLNWTCNNTPSCTEKPQALIDLL 

QTIIQTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRMI 

NMALVSQSAEDIRRKLQKQAG 

FAGNtfNTSQLLElANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTIDIIGAMGVSAKQAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPTIFGEALARDLQK 

FPTRDLGCVLLQYVDDLLLGHP 

TA VGCA KRTDALLRHLEDCG Y 

KVSKKKXAQICQQQVRYLGFTI 

RQAERTLGSGRKQVICNLPEPK 

TRRQVREFLGAAGFCRLWIPNF 

AVLAKPLYEVTK*GDREPFEW 


7968 


38336 


A 


8023 


2 


367 




7969 


38337 


A 


8024 


3 


687 


GGRRQRRSKVTSTWWQARESS 

CRGTLLYKTIRSCDTYSLSQEQ 

HGPNLHXLIGVPESDGQNGTKL 

ENTLQD1 IQEN FPN L A RQ AN I QI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

HKGKPI RLPADLLVETLQARRE 

WGPIFNILKEKNFQPRISYPAKL 

SFISEGEIKYFTDKQMLRDFVTT 

RPALQELLKEALNMERNNWYQ 

PLQNHAKL 


7970 


38338 


A 


8025 


1 


993 | 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, ! 
*=Stop codon, /=posstblc nucleotide 
deletion, \=possible nucleotide insertion) 


7971 


38339 


A 


8026 


1 


842 


MAEQEQLQSAVPSPLLVIPRQK 

GSGVDFQQSPTDLQLRDLTDRR 

KTNKQKG1ASTLTKRTSTPKPH 

LYVTNIKDQRPNPRLIGVPESD 

G EKGTKLENTLQDI I QEN FPN L 

ARQAN1QIREIQRTPQRYSSRRA 

TP\RHLIVRFTKVEMK\EKILRA 

AXREKGRWTHKGKPIRLTTADL 

SAETSTSQKTEWGPIFNILVKEK 

NF\QPRJS\YPAK\LSFFISEGEIK\ 

YFTDKQMLRDFCHHQTCLP*KS 

TRPALKELLERKHLNM/EKGNN 

WYQPLQXNHAQICKDH 


7972 


38340 


C 


8027 


320 


433 




7973 


38341 


A 


8028 


9 


189 




7974 


38342 


A 


8029 


26 


738 


VAASSFDTCADHLCALHLLQV 

LHYLAIQKPADLARHLLPCV1H 

AAVLKVKEEESLENISSVKKIIK 

QIISHSSKVLHFPNPEDKKLEEII 

HQITNVEAL1ARARSLKAKFGT 

EKCEQEEEKEDLERFVSCLLEQ 

PEVLVTGAGRGHAGRIIHKLFV 

NAQNVA\AMTPP\EEELKRMGS 

PEER\RQNS\VSDFP\PPAGREFIL 

RTTVPRPAPYSKALPQRMYSVL 

TKEDFRLAVKIIDGDV 


7975 


38343 


A 


8030 


3 


2961 


MAADSEPESEVFEITDFTTASE 
V/ERFISKVEEVLNDWKLIGNSL 
GKPLEKGIFTSGTWEEKSDEISF 
A DFKFS VTH H Y L VQESTDKEG 
KDELLEDVVPQSMQDLLGMNN 
DFPPRAHCLVRWYGLREFVVIA 
PAAHSDAVLSESKCNLLLSSVSI 
A LGNTGCQ VPLF VQI H H K W RR 
M Y VG ECQG PG VRTDFEM V H LR 
KVPNQYTHLSGLLD1FKSK1GCP 
LTPLPP VSI A I RFT Y VLQD WQQ 
YFWPQQPPDIDALV 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7976 


38344 


A 


8031 


1 


1688 


MREKPCQSNECGKAFNYSSLLR 

RHHITHSREREYKCDVCGKIFN 

QKQYIVYHHRCHTGEKTYKCN 

ECGKTFTQMSSLVCHRRLHTGE 

KPYKCNECGKTFSEKSSLRCHR 

RLHTG EKPY KCN ECG KTFG RN 

S AL VIHKAI HTG EKPY KCN ECG 

KTFSQKSSLQCHHILHTGEKPY 

KCEECDN V YIRRSH i ,ERH RKI H 

TGEGSYKCFCVCDKVFRSDSYL 

AEHQRVHTGEKPYKCNKCGRS 

FSRKSSLQ YH HTLHTG EKPYTC 

NECGKVFSRRENLARHHRLHA 

GEKPYKCEECDKVFSRRSHLER 

HRRIHTGEKPYKCKVCDKAFRS 

DSCLANHTESSILGEKPYKCY\K 

CCGGFLIQKGSLPQHQRVHTGE 

KPYECNECGKVFNQKASLAKH 

QRVHTAKKPYKCNDCGKPLPD 

QSTLFHHQSNPIGVGKRYQNCN 

DCHKVFSNATT1ANHYRIH1EE/ 

K1YKCNKCGKFFRRHS*LVVHQ 

♦THTGEKPYKYHDCDKVFSQA 

SSYAKHRIHTGEKPHKCDDCG 

KAFTSCSHLIRHQRJHTGQMPY 

KCKGGICVFTLWSFHAEHQKIH 


7977 


38345 


A 


8032 


25 


1091 


1HIYSDSCSLSLQDSGDEKEFNL 

DDNVSFRASLWDLAAGPGQGG 

GGGREKWRAVISRTMNRKMG 

KMMVKALSEEMVRPADIGDGV 

SRGPGDRSGRM*AEfCMALAFS 

EQEEHELPVLSRQASTGE*GMR 

GTPAESGGKDWVTAVLVAGPF 

CGRARVHTDFTPSPYDHDSLKL 

QVRSASGLLWSLAGCAQKGSW 

TEPVGSFKFIYVDVLPEEAVGH 

ARPSRRQSKGKRPKPKTLHELL 

ERJGLEV*AWSSLVSSIREAQLP 

QGWGPGHLNELNIMDPQHRAK 

LLTAAELLLDYDSEWL*ERPGE 

GAESSQEPG\GEACPKVD1PRDS 

GCFEGSESGRDDAELAGTEEQL 

QGLSLAGAP 


7978 


38346 


A 


8033 


35 


437 




7979 


38347 


A 


8034 


1 


1845 




7980 


38348 


A 


8035 


1 


212 




7981 


38349 


A 


8036 


371 


915 




7982 


38350 


A 


8037 


I 


2460 




7983 


38351 


B 


8038 


10 


1510 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7984 


38352 


A ! 


8039 


1 


188 


SASTTLWGLL1FLIHRLGTALRA 
VSSWGTHLTAKEVQWGH/DCG 
THWSYHHLHQPRAAGHKEC 


7985 


38353 


A 


8040 


3 


2332 


FFFM WDPQHF/TFI/VLPQGYYN 

SPGLYSTVLRDLENLDIL*NIKF 

LYF1DNIMLTGMDE*EEDGTLE 

ALVKHLLSRGVKINKPYRDSEV 

ATAVK/FLQV*WLGASRG\VPS 

NVKDKLLHLCIVPCKGREAHCL 

G*ALF*VS*HH\IPTCKVVSGFDP 

HF * VT* EECPA FE WSL/QQERTL 

QQIPGHGAVTILQDPLVLKVPV 

GG VRFG VELNQ A P VG ESQ WKG 

LG1WSKAMSSTAQKYAP/FQSR 

EICWKQLLACY/W*ALI/EIECLT 

MGHKTTM*FQ\MPLRN*HLCNS 

♦SHTLDMPQQHP1MRWKSFL*/ 

D*A*IPMLTSPRKHPNLKWP*TT 

KQKH/WKL/GQPSPWVSPGRVG 

WVHKWSKHSGRD/GGYLWVQ 

Q Y * LPPTK V DPDT ATSKC PTHQ 

HLNPMIFP/R*GSISLGDQPDPK* 

GVDY1ALFPS*KGQRFMFTG1GT 

YSIVGFSCRVVIPSVSTTFWGLL 

IFVIHRLGTASPCSXSSWGTHLT 

AKJEVQ WGH/DCGTH W\S Y HHL 

HQPRAPGP*RMLKRASIGTAQR 

QL AGST/LCG WEGAI FQDMV H F 

KNQRHLYSSVISVGRTRGSRYQ 

GVEVDVAPYPIPSTHLSWDFAL 

LSQNHHSAG*KVLDSKGGYP*K 

ETNECPLNYTLQLP/PGE/FGQY 

VSRDQRVRRGVPSSPGTWIDPD 

PQEE A WLLSHN/GG *EE FVWNP 

/GDPLGGLLV/LPCPIVSVRRIVQ 


7986 


38354 


A 


8041 


1 


1296 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


7987 


38355 


A 


8042 


498 


2219 


K S V KTST* DTLRTKA KTG QG H 1 

TGLQPWLGLRIRQEP/SAKTEK 

KAAIQAKAGAEREATGVVRPV 

A KTRA K A KAKTG SKTD A V AE 

MKAVSKNKVVAETKEGALSEP 

KTLGKAMGDFTPKAGNESTSST 

CKNEAGTDAWFWAGEEATINS 

WFWNGEEAGNSFSTKNDK PEI 

GAQVCAEELEPAAGADCKPRS 

GAEEEEEENVIGNWFWEGDDT 

SFDPNPKPVSR1VKPQPVYEINE 

KNRP1CDWSEVTIWPNAPAVTP 

AVLGFRSQAPSEASP/LFIYCSG 

LR*RKCLFFACGNSLPPF*E\PRS 

CSQPIPECRFDSDPCIQTIDEIRR 

QIRIREVNGIKPFACPCKMECY 

MDSEEFEKLVSLLKSTTDPLIHK 

IAR1AMGVHMVHPFAQEFINEV 

GVVTLIESLLSFPSPEMRKKTVI 

TLNPPSGDERQRKIELHVKHMC 

KETMSFPLNSPGQQSGLKILGQ 

LTTDFVHHYIVANYFSELFHLL 

SSGNCKTRNLVLKLLLNMSENP 

TAARDMINMKALAALKLIFNQ 

KEAKANLVSGVAIFINIKEHIRK 

GSIVVVDHLSYNTLMAIFREVK 


7988 


38356 


A 


8043 


1 


453 


MEKLDELKIKIDNINGALICARH 

FSKCSSNAQSHLCPYLQAFPGG 

PG/VRGLPGWPGRTGSRELGHG 

WRGCG/EGLVSGCQTMLSGA\P 

AGSPQ\PTGGTRAHAVRGRP*V 

PARSQGSRPLARPGQED*GAAP\ 

DFDPG A AG VPG VPA LQEAAQI 


7989 


38357 


A 


8044 


3 


690 


SLSLPSSWDYRRAPPRPANFVF 

L VETG FTM LTTI VL I S * PH H PPA 

SASQNAGIV/GVSHSPRPGIACLI 

TRLDF/HQGTQSRVPALGSS*PIP 

HARPRG HTLKALP YRL YTQTA 

RGFGQPRVRIPLLSLLGSLKPSE 

LRGQVGHAFASAIFASAISLCVF 

TLLVEGKLKPPGASVRRCLQSN 

RDLGFRATFPTSHRGHGALGLN 

YISQRATGTPNLWLPFRFRVVL 

LQAACG 


7990 


38358 


A 


8045 


106 


299 




7991 


38359 


A 


8046 


306 


445 




7992 


38360 


C 


8047 


570 


926 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


7993 


38361 


A 


8048 


47 


988 


ASRPGSRVSLMFGAAGRQPDRS 

SSSPGTSWPFPVEPMEELVHDL 

VSALERELQSKPRGGFAEPGDP 

FSEVY/PCPLKRPARKRRGRKR 

RFV*CASPVGGLVT\A*SEGSDS 

SFRRTKSKKRKLKIIRQGPKIQD 

EGVVLESEETNQTNKDKMECE 

EQKVSDELMSESDSSSLSSTDA 

GLFTNDEGRQGDDEQSDWFYE 

KESGGACG1TGVVPWWEKEDP 

TELDKNVPDPVFESILTGSFPLM 

SHPSRRGFPTKTQSAFMECLQRI 

LKNLEGLQLQWYPFLAQWVTR 

EWFIFPRILITMTIGLALGLGQS 

MTSISF 


7994 


38362 


A 


8049 


3 


476 


LTRPVD* RPGTIHLGRG VRA RP 
AN RRRQ R A RRG A A I S PPG PCS V 
AGFLRGRLG/PEPGDNGQHLGE 
PWLGCGSLF A * RA* CSRSTRCT* 
RRRAPGDRELPRAPATWAPPIK 
LVPRVFSSKVGQGVSGLVEAM 
CLGQDSILNQSNKHNSVASSNT 
ITVIG 


7995 


38363 


A 


8050 


2 


143 




7996 


38364 


A 


8051 


1 


161 




7997 


38365 


A 


8052 


3 


1189 


ESPLLGHHSSSDAARRRSVSSFP 

V PQDN V D A H PG SG KE V R V PAT 

ALCVFDAHDGEVNAVQFSPGS 

RLLATGGMDRRVKLWEVFGEK 

CEFKGSLSGSNAGITSIEFDSAG 

S YLLAASNDFASRI WTVDDYRL 

RHTLTGHSG K VLS A KFLLDN A 

RIVSGSHDRTLKLWDLRSKVCI 

KTVFAGSSCNDIVCTEQCVMSG 

HFDKK1RFWDIRSESIVREMELL 

GKITALDLNPERTELLSCSRDDL 

LKVIDLRTNA1KQTFSAPGFKC 

GSDWTRVVFSPDGSYWAAGSC 

* RA L L Y I W\D VLTG KVEKVLSK 

AVHSSSHQCGWPWSPSWARTAF 

VSVDKGCKAVLWGTVLTGLSG 

LGGPQCPPHEEAHGLLQPWSW 

QVNVLGYSMDLPEKLKANVGH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7998 


38366 


A 


8053 


1 16 


921 


LSKSNRCW*GCEEKGTLIHCW 

WEC/KFNPLLKA!*RFLKELKVE 

LPLDPAIPSLGLSKIGTGKKVW 

QRJLPNCPTISLFSFFH KNRHTGT 

YRRRFLDSLAVRCPCNPATFGS 

KSDVCNFWVMPSTGKXCALPS 

HPLFPNGLNADVVCLSDSENLS 

QK ILLILEVSDSV ILGKLSHKN11 

QHDC1EEPLTLLRNTQQFRFLCI 

ACHGCTSQYSTFLVKASWTRS 

QGLIQRQPSAGSGYPEKLFSEG 

AGDEGVDLLPLLAKPASPDEQL 


7999 


38367 


A 


8054 


35 


422 


SCSEVTEASWGSVPELRDAQLG 

VGLHSPTYRHPHRETLTCCPAG 

TLQAWPFCGR1RVRVPVSWLGE 

PGRGLIPGSGSAASSECLPGLHG 

RAPLGTSCRPGRPLP/WNQPPPR 

LAQPGHRDPDADAATERPGLQ 

RPSRTACERFPMGVSVRRRVEA 

HSQLGVPELRD 


8000 


38368 


A 


8055 


*■» 


277 


GPPRPPA* RGHGGRPEMTAPAPP 
RWPPPPVPRSPAPLPPRRACADV 
THPPVPTPGKRTPPP1GGAPAAR 
AAPRRPAPSCFS A PTPGCSLTTG 


8001 


38369 


A 


8056 


-» 
-> 


179 


PPPHPQGPPPPGRPPGC*RPI/QG 
RQVFSMKPGRTPERTAWS/PPY 
PGCLGSRPRRPSAPA*SGAHCV 
VAPYPGCLGSRPRRPSAPA 


8002 


38370 


A 


8057 


3246 


4682 


ENTLSFASFFFFFEMLSLCRPGW 

SAAAPCQLTAASTYWVKRFSC 

LRLPSSWDYRRAPQHPANSFCI 

FSRDRAL/TML V RL VSNS* PQ VI 

RLPQPPKVLGL*ACCGFCSGSS 

GMAPGCGRVVSHAGAPGGGTR 

PP 


8003 


38371 


A 


8058 


3 


718 


LTRLVLSPDAPD/RATHLIAA/R 

AGTEKVLQ/AQE/CGHFHVVNP 

DWLWSCLERWDKIEEQLFPLR 

DDHTKAQRENSPTPLPDREGIPP 

TALSHPMPILPKAQPSPEVRJYD 

SNTGKLIRTGARGPPAPSSSLPI 

RQEPSSF/RVDDILGEGSDDSDS 

EKRRPEEQEEEPQPRKPGTRRA 

RTLG A PA S S E RS A A G/SRG/PRG 

HKRKLNEEDAASESSRESGNEY 

EGSSSEADEMAKALEAELNDL 


8004 


38372 


A 


8059 


273 


468 


NVKGTAANGD*G* RGEAAPAXG 
RSRARVPEDAASESSRESSNED 
EGSSSEADEMAKALEAELNDL 
M 
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SKQ ID 

NO: 


SLQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8005 


38373 


A ; 


8060 


1 


2886 


MEVPAAGRVPAEGAPTAAVAE 

VRCPG PAPLRLLEWRVAAGAA 

VRJGSVLA VFEAAASAQSAGAS 

QSRVASGGCVRPARPERRLRSE 

RAGVVRELCAQPGQVVAPGAV 

LVRLEGCSHPVVMKGLCAECG 

QDLTQLQSKNGKQQVPLSTAT 

VSMVHSVPELMVSSEQAEQLG 

REDQQRLHRNRKLVLMVDLDQ 

TLIHTTEQHCQQMSNKG1FHFQ 

LGRGEPMLHTRLRPHCKDFLEK 

IAKLYELHVFTFGSRLYAHT 


8006 


38374 


A 


8061 


2 


680 




8007 


38375 


A 


8062 


658 


1657 


PGILSLRNALLTGVDCFCVVVPV 

PPGHTHPQLRLFHFHPKTCSGW 

GEWGDHGVVWAGPAPAXYHL 

HRDVQALWTNDHALAW\P*AM 

TSERTLWPGHELSARPGRSWRI 

SCPTG LAPQGGDDRTRG H WVTA 

TCCSADGLRLCRYGD\GVRGGL 

PT V A WP* LTG SCSLRYG SG QQC 

CYTADGTQLLTADSSGGSTPDR 

GHDWG APPFRTPPRVPSMSH W 

LYDVLSFY YCCL WAAPDPG KD 

RAGLGCTPT*PSTLTLASAFGDP 

HFVTFDGTNFTFNGRGEYVGM 

G*NQGGRLEPSGSRSAPTTAGT 

ETRGTGLTAVAVQEGNSDVVE 

V RL AN RTG PER 


8008 


38376 


A 


8063 


873 


1791 


RCAGCPHSSSFFERGQ*AAVGP 

CCHGGTYRKASSV*RVSV*HPP 

HDRGSRK/QSLSGR*STGLS*MP 

SGVASSASV*FVNVFSLSSSN*L 

AQSTARFPPGSVRGLGQGRAG 

GG*APGHGADHPTGRQHS*GSP 

APVTWLWWPPPRHQAALAPAP 

STTPYDNSPLHCRPSGPSQSSHP 

HSALPGT/SVPGSSPLEIVPGSSL 

YVS*SLIRALAAPISSSSVGKNC 

RCTERL A I KPA A ESCRTRSSS AG 

QSVFSRFTSL*AFTG*AR*PSAS 

AADLLVKASILLAQLLILESLAS 

STRMYSFRDCTSSFSA 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of Isist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8009 


38377 


A 


8064 


2 


935 


YSPARGSGRGDLSRRPGAGRRA 

GQGPQVGAPKPGGAEYVRWA 

AGGMKGAGGSSGSGSGSGSRE 

AG*PGVPRGRRGWRTPAEPPG 

WG PG RRQACGA* G/EG R A A AQ 

VGGAPAAAGGGVAREEAPS*P 

GDAAGGSGTPGAASVQVSAPP 

AQPQINLSAGARAGVARRCVCP 

RGAES*GPGPDPGPGSRR*PPAA 

QSGPPPCPSALFLHPSGFLCRRP 

QPSRAQGGEVSGALRAVPRLSG 

GAGNLAALPCQLPGSGGLTPGC 

/QASQGLGVLGLVRAGPAWSPL 

DGPLDQKVFSPQTSLWNQRCFS 

LAAAGPVIIR 


8010 


38378 


A 


8065 


3 


367 




8011 


38379 


A 


8066 


2 


1246 


TPAWSRJEILAEELCTPPDPGAAF 

VVVECPDESFIQPICENATFQRY 

QGKADAPVALVVHMAPASVL 

VDSRYQQWMERFGPDTQHLVL 

NENCASVHNLRSHKIQTQLNLI 

HPDIFP/AAHQFPL*EGGPHPQC 

A H G SG * M PPQ V P APFQE/ WS A R 

GMPLLLAILRNS*LRRCSFPTSS 

RALQEYRRSAQDGPAPAEKRS 

QYPEIIFLGTGSAIPMKIR\NVSA 

TLVK\QSPDTSLLLDCGEGTFGQ 

LCRHYGDQVDRVLGTLAAVFV 

SHLHADHHTGLPS1LLQRERAL 

ASLGKPLHPLLVVAPNQLKAW 

LQQ YHNQCQE VLHHISM 1 PA KL 

PSGRWLRSPVLQWKD*FSSLLR 

TNWIWEEFQTCLVRHCKHAFGC 

ALVHTSGLVKVVYSGDTMPCEA 

L VRMGKDATRKQ A DELISFQG 


8012 


38380 


A 


8067 


121 


880 


GAAASQLPAVPQPVPGGPAPH 

QYDSCQMPSGRG*DLQSCSGKI 

DQFA/A WTTC D LEEFQTCL V R H 

CKHAFGCALVHTSGWKVVYSG 

DTMPCENLLVRMGKDATLLIHE 

ATL\EDGFRKREA\LEKTHSTTS 

QGHSAWGMRMNAEFHY/VLN 

HFQARRYASKVPLFSPNFSEKVG 

VAFDHMKVCFGDFPTMPKL1PP 

LKALFAGDIEEMXEERREKRELR 

AGAGRPSCSRGAGRRPLEDGEP 

QQKRAHTEEPQAKKVRAQ 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn t 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8013 


38381 


A 


8068 


1 


607 


SPGSWETRLWVWSFYRSCKHS 

LCPCLVGEFLVFNSPMQSGSAG 

EPPRLQF/GAPLPGAAPGNYRRT 

GRGREGPWPPPLAPSLFAFSDL 

GSSPGRTSWRPPAVSRRLGPTFP 

PPAPGRGRPRRAA*TGPSAQ/PP 

RSLSTLSPAPAAPAVRTAPPVAS 

PRAAPAPLRAITLLATKSEELPV 

VSFFSSRLVLAKRPKRLAQMH 

WGH 


8014 


38382 


A 


8069 


1 


290 


QFLDAESGSAGEPPR/LAVPAPF 
PGG APGNYGRTG RGREERSWP 
PPLAPSLFALSDFGSSPGRTSRR 
PLAVSRRLGPTFPPPPLPPAPGR 
GRPRAAP 


8015 


38383 


A 


8070 


1 


565 


SPGSWETRLWVWSFYRSCKHS 

LCPCLVGEFLVFNSPMQSGSAG 

EPPRLQF/GAPLPGAAPGNYRRT 

GRGREGPWPPPLAPSLFAFSDL 

GSSPGRTSWRPPAVSRRLGPTFP 

PPAPGRGRPRRAA*TGPSAQ/PP 

RSLSTLSPAPAAPAVRTAPPVAS 

PRAAPAPLRAITLLATKSEELPV 

VSFFSSRLVLA 


8016 


38384 


B 


8071 


475 


913 




8017 


38385 


A 


8072 


145 


275 




8018 


38386 


A 


8073 


1 


310 


VEELTARTGGGAPPGCQADAK 
RMPQFPPQRTPWGHGFAGAPFP 
I SKPHGPPAGQL* PG/PSCEQT/E 
PPSPVNVTVTHLRANSATVSW 
DVPEGNIV1GYSISQQV 


8019 


38387 


A 


8074 


1 


483 


GSHRVGRWAALCDRAAPRGLT 
NRETGGGAPPGCQADAKRMPQ 
FPSQRTPRGHGFAGAPFP1SKPH 
GPPAGQL*PG/PSCEQT/EPPSPV 
NVTVTHLRANSATVSWDVPEG 
NIVIGYSISQQRQNGPGQRVIRE 
VNTTTRACALWGLAEDSDYTV 
QVRSIGLRL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8020 


38388 


A 


8075 


2 


854 


RPPAARARRWLPKPSPARRSRR 

PA H RCSRRRRTCTPQ ATRPG M R 

♦APAAACGPTGRRS/RLPALKL 

ALEYIVPCMNKHGICVVDDFLG 

KETGQQIGDEVRALHDTGKFT 

DGQLVSQKSDSSKDIRGDKITW 

IEGKEPGCETIGLLMSSMDDLIR 

HCNGKLGSYK1NGRTICAMVAC 

YPGNGTG Y VRH VDNPNGDG RC 

VTCIYYLNKDWDAKVSGG1LRI 

FPEGKAQFADIEPKFDRLLFFW 

SDRRNPHEVQPAYATRYAITV 

WYFDADERARAKVKY/RNR*K 

RCEG 


8021 


38389 


B 


8076 


1 


205 




8022 


38390 


B 


8077 


1 


806 




8023 


38391 


A 


8078 


1 


2279 


MKVGLDQ1IEVVPSHSVTSGAA 

AGECGGVHCDSVCAEGRWGPN 

CSLPCYCKNGASCSPDDGICEC 

APGFRGTTCQRICSPGFYGHRC 

SQTCPQCVHSSGPCHH1TGLCD 

CLPGFTGALCNEAYSQ/SCPSGR 

FGKNCAGICTCTNNGTCNPIDR 

SCQCYPGWIGSDCSQPHCADKC 

VHGRC1APNTCQCEPGWGGTN 

CSSVKKQSTVCES*KCEPWEER 

PCGGLHWD1AG*/P/GKHGGYL 

NELGAFGLDRSYMGKSLKDLG 

KNSEYNSSNCSLSSSENPYATIK 

/GPTCTYPEKLRVWLCGDEIAG 

TKRFPICRDQ*LNFSQQECL*S* 

TYSECCPRS1QQ* WASFPGSPPP 

KNSHIPCHYDLLPVRDSSSSLK 

QEDSGGSSSNSSSSSEVAPKDR 

LGLLV**RS*SM*TNRLAKHPK 

QPGRKGPK1 * * HGTWKSSQEK/ 

HAEEQSGKLAATLCGKDWLIQ 

REG WP Y I LS RM F L/C F I STDG RE 

SESLWRKSNGNSKFKF*WGRPG 

KCGL*EGQREEVWGLGNSLYC 

LAGQL*CLDCECHH/GFQECCP 

VLG HSWGYKS/C LN RN PL KG LS 

SRCAGLAVRDSLAPNSQGWKA 

TFDFPSLECPSGTYGYGCRQ1CD 

CLNNSTCDH1TGTCYCSPGWKG 

ARCDQA/GCYHSWKSEQLKPN 

QYCSPC*FLPDRGHCRHHHSCP 

SCSLPTGIVHYL*TQAEGKGIKH 


8024 


38392 


B 


8079 


I 


2909 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54<Ul7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8025 


38393 


A 


8080 


332 


602 


NSLNSRWLKGLPGAPGIQE1KE 
MWRCMSSICQKEGWRMTAGS 
LGHHRSLLHVGQ/AGNDVDRT 
GSLPASVR/QHAYYTASSVEGR 
VSYKLYT 


8026 


38394 


A 


8081 


2 


422 


FNISLGFACPLRJDFFGWFFFVFF 

LSWSFTLFAQAGVLWCDLGSL 

QPPPLGFK\KFSCLSLPSSLDYRC 

LPPRLTNF\*FLVEMGFHHVGQ 

AGLELLTSGDPPASASQSAGITG 

MSHRAQSAALSFK*SGISKNRY 

F1FWA 


8027 


38395 


A ; 


8082 


1 


951 




8028 


38396 


A 


8083 


1 


924 




8029 


38397 | 


C 


8084 


271 


738 




8030 


38398 


A 


8085 


1 


575 




8031 


38399 


A 


8086 


2 


332 




8032 


38400 


A 


8087 


1 


897 




8033 


38401 


C 


8088 


181 


804 




8034 


38402 


A 


8089 


1 


1923 




8035 


38403 


A 


8090 


294 


2340 


EKCRHNCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVKADS 

ASFPYQRRYPLRLEAQQGLQKI 

VKDLKAQGLVKPFNSPCNTPIL 

G VQKPNGQWKLVQDLRI INEA I 

VPLYPAVPNPYTLLSQ1PEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTLVLRYLDDLLLAAHLETLCH 

Q ATQKKTG I A LG V LTQ VQG TS F 

QPVAHLSKEIDVVAKGWPHCL 

WVVAAVAVLVSEAVKIIQGRE 

LTVWTSHDVSGTLTAKGDLWL 

SDNLLLNQALLFKRPVLRLHTC 

ATLNPATFLPNMKEKIEHNHQQ 

VIVQTYT1QGDLLEVPLTDPDL 

NLYTNGSSFVEKGLRKAGIHPS 

RQWTPLWPKAGPEMLSKRQVL 

ESGILKAFLVPYLLVAVLGSIDF 

NGKPPVAVFSLSQAHRFLCAT 

WLLLGYGEVWIHSHTAIKTYQ 

RRRSQDGRIGTAPVYSSQRERR 

RRRVISAFPSEG1PTDLQLRVLS 

VRRKTNKQKGHPHQKPICTSPS 

SRPKVDKTTKMGKKQNRKTGN 

SKTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

1TNTEKCLKELMELKTKARELR 

EECRSLRSQCDQLEERVSAMED 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8036 


38404 


A 


8091 


158 


865 


NPAARTPFFVIKKGGKRGEGCL 

AKAGAIIHLNIG/GTPVCCPLLE 

EG INLEDWATEGQYGRAKNAR 

PVQVKLKDSASFPHQRQYPLRP 

EAQQGLQKIKDLKAQGLVKAC 

NSPYNNPTLGVQKPSGQWRLV 

QDLRIINEVTVPLYLAVPNPYIL 

LSQIPEEAEWFTDLDLKDAFFCI 

PVHPDSQFLFAFEDPSNPMSQL 

T WTVSPQG FRDSPHLFGQAL A 

QDLSRFSYLGTLVLWYVD | 


8037 


38405 


A 


8092 


1 


748 


MNQSDQEMTGAFVHMKSYTG 

LISGVAVKMERHIYQDRRJAIEK 

EFNSCRTGCMGDWSFTITQIRL 

LENTGIRVFKDNLVEEAEWFTV 

LDLMDAFFCIPVHPDSQFLFAFE 

DPSNPASQLTWTVLPQRFKNSP 

HLFGQALAQDLSQFSYLDTLVL 

RYMDDLLLAAYSETLCHQATE 

ALLNFLATCGYKVSKPKAQLCS 

QQ V KYLG LKLSKGTRDLTTFLP 

VNEEKIE/P*LSTSNCSKLRCSRG 

TSRGSLG 


8038 


38406 


A 


8093 


194 


1377 


NPAAQTPFFVVKKGGKRGAGL 

LHRQYPLRLEAKQGLKKIVKDL 

KAQGLVTPCSSPCNTPTLAVQK 

PNGQWRLVQDLRIINEAVVPLY 

PAVPNPYILLSQIPEEAEWFTVL 

DLKDAFFCIPVHPDSQFLFAFED 

PSNPMSQLTWTVLPQGFRDSLH 

LFGQALAQDLSQFSYLDTLVLQ 

YMDDLLLVTHSETLCHQATQV 

LLNFLATCGYKVSKLKAQICSQ 

QVKYLGLKLSKGTRALSEERIQ 

PILAYPHPKTRKQLRGLLGITGF 

CQIWIPRYSE1ARPLHTLIKKTQ 

KANTHLVRWTPEAEAAFQVLK 

KALTQAPVLSLPTGQDFNSLYVT 

EKTGIALGVLTQHYGEERNS*L 

PTEYLSNIRKPLGDYYWLYRNL 

KRWQSYTARVIRKERKGK 


8039 \ 


38407 


A 


8094 


3 


521 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8040 


38408 


A 


8095 


1 


3203 


DSPLSTFCAMLGMLVKDHWSPA 

AQTPFFVIKEGGKRGAGLLHGQ 

LILKDKFITQSAADIKEKLQKST 

LG PERNLKTLLN L ATS VF YN RD 

QEEQA ERDKRG KK K ATTLVM A 

LGQADFGGSGTRKAWANRMP 

NRAYFQCGLQGHFKKDCPSRK 

PQVCLTIESQEVNCLLDAGAAF 

SVLLSCPGQLSSRSVTIRGVLGQ 

PVTRYFFQPLSCDWGALPFSHA 

FLIMPESLTPLLEREILVKAGAII 

HLNIGEGTPICRLL 


8041 


38409 


a ; 


8096 


13 


183 


VHLHPQGHVPVKHTPTGLGYS 
SCRHLLLGRACY*KGEVGAKA 
GMQVSDALPRLGGVS 


8042 


38410 


A 


8097 


1 


2427 


MSKFSCASLTATESDGTPLMEQ 

YVPCPVCETAWAQHTDPSEKS 

EDVQYFDMEDCVLTAIERDFIS 

CPRHPDLPVPLQELVPELFMTD 

FPARLFLENSKLEHSEDEGSVL 

GQGGSGTV1YRARYQGQPVAV 

KRFHIKKFKNFANVPADTMLR 

H LRATD A MKN FSEFRQE ASM L 

HALQHPCIVAL1G1SIHPLCFALE 

LAPLSSLNTVLSENARDSSFIPL 

GHMLTQKIAYQIASGLAYLHK 

KNIIFCDLKSDNILVWSLDVKE 

H1NIKLSDYGISRQSFHEGALGV 

EGTPGYQAPEIRPRJVYDEKVD 

MFSYGMVLYELLSGQRPALGH 

HQLQIAKKLSKGIRPVLGQPEE 

VQFRRLQALMMECWDTKPEK 

RPLALSVVSQMK7APDFCHLHV 

*TVLWEADSLLLIPGPGVHRGV 

LGWKRGVQELHGGVNTEKGLM 

EVQRMCCPGMKVSCQLQVQRS 

LWTATEDQKIYIYTLKGMCPLN 

TPQQALDTPAVVTCFLAVPVIK 

KNSYLVLAGLADGLVAVFPVV 

RGTPKDSCSYLCSHTANRSKFSI 

ADEDARQNPYPVKAMEVVNSG 

SEVWYSNGPGLLV1DCASLEIC 

RRLEPYMAPSMVTSVVCSSEGR 

GEEVVWCLDDKANSLVMYHS 

TTYQLCARYFCGVPSPLRDMFP 

VRPLDTEPPAASHTANPKVPEG 

DSIADVSIMYSEELGTQILIHQE 


8043 


38411 


A 


8098 


1 


1641 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8044 


38412 


A 


8099 


1 


1075 


VLHKFPYRMVPALPPKLRMLGA 

DREFIEARRRALKRFVNLVARH 

PLFSEDVVLKLFLSFSGSDVQN 

KLKESAQCVGDEFLNCKLATR 

AKDFLPADIQAQFAI\SRE\L1RNI 

YNSFHKLRNRAER1AS/RAIDNA 

ADLLIFGKELSAIGSDTTPLPSW 

AALNS\STWG\SLKQALKGLSV 

E\FALL\ADKAAQQGKQ\EENDV 

\VEKLNLFLDLL\QSY\KDLCE/R 

GHE KG V F/H TK H QRA L A QST A * 

LKRPD*LSATGAEPRSPEVRGS 

KLKSRIRGARENAIXQTMELRN 

Y\FSLYCLH\QETQLI HVYLPLTS 

\HILRVAFVMSQIQGHKEMSKVW 

M DLRPKLSCLF AGPHRTALTPPC 

SPPEDGNLCPH 


8045 ! 


38413 


A 


8100 


1 


974 


MPQVPAP/PLPSITSGHPGEP/PA 

RPSCSCLFSPQPCNS1TPSSLLLR 

QLAVAAAGGCGGHGAPALSST 

GWQQVCKSPQVRSVPDNPTTA 

DSTASLAWKFGEVLRSH1NCGY 

K*KQQPLLPVHAQRRAQVSAP/ 

APPAGLSCGQHSLPQPPRCSDLS 

LGLHPGRLPCDRGHCPPLPPVT 

PTPDKAGPILDPAQSCPFCSPIPA 

PPKQPSPPARFPEMKRKKTLM 

MPPSEGSLSLASGMEASVFQRL 

LSRCTCLDQATVIWGFCYMQV 

QASQGIPCRGKDELLRLAPLPV 

KEARRTKPRSPGKHAKAPPSSS 

ACSPH LCCSSPI LQ A LD 


8046 


38414 


A 


8101 


1 


460 


SLQAPRRNSRAEHTRTLNSECP 

RRRRCCIKGCTYT*LDAVP\PPP 

VLDWLVQPKPRWLGGNGWLL 

DGPEEVLQAEACSTTEDGAEPL 

LCPSGYECHILSPGVDVAEGIPN 

RGQCVKQRRQADGRJLRHKLY 

KEYPEGDSKNVAEPGKG\QQRH 


8047 


38415 


A 


8102 


3 


219 


NN HRLDRTLPRDYCHA ATA YT 
TH E L A FG DFRL PTEG HQELC HN 
SHLIYFRRDK*THCTWRSVDSL 
TGVTHR 


8048 


38416 


A 


8103 


230 


555 


NVRPS*ALQAPWGRHHLCVTP 

MQLRMTLVVSSLGKGTCGLSL 

AQ/CAPVQEGTHGGSPPVEGWL 

AATRTCEGCRRENTMKNVGSR 

KYAFNSLQLKAFPKHYRPPEDL 

RKS 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8049 


38417 


A 


8104 


23 


304 


KGFYLFNKQTIEQTNNGSKSFA 

KRNTEGHDDLLLQGFQGSQTPS 

FLSSSGRCYSWGA1GP\QFGALS 

G\FSPFPHSAANRQSSALDFW1T 

TSISF 


8050 


38418 


A 


8105 


99 


375 


VLEFGALSGSLSISPLCTIPALVE 
PPCGPQPSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSSSSSSSSSSPQGVQ 
LPLGPR\RLKMNTEPPTRP 


8051 


38419 


c 


8106 


5 


376 




8052 


38420 


A 


8107 


545 


990 


GLCHVLQPCDPCLPGTMQEAQ 

PPEVLKTAGKAGGQEPG*L*R1P 

♦GSLCPPCPVAFGAAAELPLPSS 

DPVSRTGAPPGQG*WLGFGYFS 

SNEGPSQAGG 


8053 


38421 


B 


8108 


252 


801 




8054 


38422 


A 


8109 


169 


1226 


PNGLRPPCPSPASETPGNAPVCD 

PGSSSQGAQGKLVKPGGLPGWL 

FPFFAQPSPSEG/GLCPPCPVAFG 

AAAELPLPSSDPVFRTGAPPGQ 

GSW/PPSPGSRSGTRADPVKGE 

VAGRERCLPLIE*ASPGPPHSG* 

AGQVPGAGPPRTAG*GV*TGTA 

PCPKAQPRK*QR*R*RCSS*VG* 

ESAEIVCPQGDAEG*RKGSP*G/ 

SHRRNVPS/RYSNSHGPYDSNQ 

PHRKTK1TFEEDKVDSTLIGSSS 

HVEWEDAVHIIPENESDDEEEE 

EKGPVSPRSPRKRP/PSATRAAA 

SRLRGS*TLGGLLGCIFAFFAPP 

SPTEGACAHPAQSLSGPLRSFRC 

HLRILCPARGLHQGRDDG 


8055 


38423 


C 


81 10 


58 


504 




8056 


38424 


C 


81 11 


203 


1874 




8057 


38425 


A 


8112 


32 


1026 


KLLEQCLHSVSTWETPQYRRPP 

SPS*RGSREQPCSFSSPRDTPGE 

NHWLSLPQRD*AGPPVR/PSAG 

GFMTP/PPRGVPTVEVPPDPTC/S 

PNHTRPFRPFPSKNPCFRFPEPL 

RAPTLVPGPLPPTHPGRVPHLE 

RNLSALGLGKSEGLKRNPCVEP 

/PA PTPIRFPKITGTLPLR/P A A DH 

ALLGMRDQSLSGQSPGPKSPDA 

DDQLQNRDHTETEQRJSSGRSS 

ALAPESQLQQGCAGFHFRG RFC 

KAPPLASGPA/RPPCLSLPPPPW 

APVRPKPPR*APPPAP/PVPSPIN 

HPRAEECGRTARDWQAAPLAA 

LVRDPLDEASWAPESGGDVEN 

LYV 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibie nucleotide insertion) 


8058 


38426 


A 


81 13 


-> 


909 


TEGGASHRAHPVGPAPRGNKRH 

SG ATEPANGT W A RRRG PGRDS 

SNQSSGGGERSQLRHRGWRRL 

SRPLLPPGAASPLAGEDPERNA 

GXGWRGGAAPMRPKRGPMNGG 

GCGPGAGSGAGGEALGRGRGA 

VSGCRPAPPVRPPPPPPPPPPGG 

WLRRTAGSGPEYV/GSRCARGS 

GQVSAGGGLCARAARGGKLAP 

RLRALRGRPSPWPAPLGRSPAR 

A PA R VP AG RCGPG A * RGRC AL 

GGQGEEGPAGSEGAGRPLPGRP 

GCPGTSPRLLPRRPVRKTDVGN 

RSSFFRRAPGRAPHAQCPTQFLII 


8059 


38427 


A 


81 14 


1 


454 




8060 


38428 


A 


81 15 


2 


172 


MFIYTSAFI*QFTNS!N1PI*TSFC 
♦TASVHLSCIVAVFCFHPCQCSS 
SFIQCTTN 


8061 


38429 


A 


8116 


1 


594 


LAPVFKLIPMPVS/YGIFLYMG 

WAALSSTQFTNRVKLLLMPAK 

HQPDLLLLRHVPLTRVHLFTAI 

QLACLGLLWI1KSTPAA1IFPLM 

LLGLVGVRKALERVFSPQELLG 

LDELMPEEERSIPEKGLEPEHSF 

SGSDSEDSELMYQPKAPEINISV 

N*LE*ESGSGDPRKQHEVLTQE 

VRTFLAFGLTSRCSVGLGKD 


8062 


38430 


B 


81 17 


1 


3402 




8063 


38431 


B 


8118 


1 


4614 




8064 


38432 


A 


8119 


3 


435 


DHAKLGTRTSGMRPHSLSLCFF 
SSS YDILM R1TKDRVKN LTC1TY 
TI LPTDLQPGCGLPRSFYPSSKP 
TSFWLWACKLFPPLPISFNPSPA 
HSKTAHGHSGKHTEAGM*WS* 
TG EG I TG RCCFVSI KAPPLPSSG 
PVGGPVGG 


8065 


38433 


A 


8120 


1 1 


525 


MALLPTVLCLWAQAQFLVDLG 

QSNSKHQEHQLAPDVAFAKMK 

GACVCAAGFRGWRCEELCAPG 

THGKGCQLPCQCRHGASCDPR 

AGECLCAPGYTGVYCEELCPPG 

SHGAHCELRCPCQNGGTCHHIT 

GECACPPGW/IG/TV*GPPSPGSL 

LGCLPRETSISLIISS1QLCLYLLL 
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